
Fig. S2 Heatmap showing the composition of the microbial networks associated with oxalate metabolism from different studies.  Light color 
indicates the presence of taxon in the microbial network while dark color indicates absence.  Lowest taxonomic assignment is indicated by 
color of the labeled taxon.  Inset includes taxa found in at least 71% of studies.  Orange outline indicates clinical studies.  Remaining studies 
were conducted in rodents. Miller et 
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