
ABQ60980_1_Rhizobiales_Brucella_ovis_ATCC_25840

ETB64035_1_Parcubacteria_Parcubacteria_bacterium_RAAC4_OD1_1
rpS3_169_PH2015_01D_scaffold_64946_1

rpS3_135_PH2015_06S_scaffold_48487_4

rpS3_114_PH2015_08D_scaffold_32400_1

rpS3_123_PH2015_03U_scaffold_33981_2

AFL67148_1_Archaea_Desulfurococcus_fermentans_DSM_16532

Chloroplasts (6 refs; 25 samples)

AHB40851_1_SR1_candidate_division_SR1_bacterium_RAAC1_SR1_1

rpS3_87_PH2015_12D_scaffold_30879_4

WP_017721167_1_Oscillatoriales_Oscillatoria_sp__PCC_10802

EAW38769_1_Oscillatoriales_Lyngbya_sp__PCC_8106

AKH32842_1_candidate_division_SR1_Aalborg_AAW-1

rpS3_53_PH2015_11S_scaffold_12983_2

rpS3_42_PH2015_11S_scaffold_14461_2

rpS3_70_PH2015_13U_scaffold_3_35

rpS3_13_PH2015_11S_scaffold_292_22

rpS3_66_PH2015_09 S_scaffold_4_242

rpS3_15_PH2015_11S_scaffold_16619_1

rpS3_232_PH2015_06S_scaffold_624_28

Cytophagales (19 refs; 45 samples)

rpS3_203_PH2015_14S_scaffold_140_52

rpS3_212_PH2015_01U_scaffold_2355_4

KKQ67618_1_Peregrinibacter_Candidatus_Peregrinibacteria_bacterium_GW2011_GWF2_38_29

rpS3_234_PH2015_01D_scaffold_319_32

Sphingobacteriales (4 refs; 6 samples)

rpS3_61_PH2015_06S_scaffold_2533_7

AFZ09488_1_Oscillatoriales_Oscillatoria_nigro-viridis_PCC_7112

rpS3_131_PH2015_12D_scaffold_34141_2

Chromatiales (3 refs; 5 samples)

(9 samples)

rpS3_68_PH2015_07D_scaffold_28232_1

Burkholderiales (10 refs; 43 samples)

Nostocales (13 refs; 3 samples)

rpS3_175_PH2015_03U_scaffold_11761_1

rpS3_244_PH2015_08D_scaffold_5367_39
rpS3_85_PH2015_06S_scaffold_21108_7

rpS3_171_PH2015_03U_scaffold_19781_3

AFZ21910_1_Oscillatoriales_Microcoleus_sp__PCC_7113

Sphingomonadales (4 refs; 10 samples)

Flavobacteriales (3 refs; 7 samples)

WP_042151662_1_Oscillatoriales_Planktothrix_agardhii

YP_427766_1_Rhodospirillales_Rhodospirillum_rubrum_ATCC_11170

WP_019500662_1_Oscillatoriales_Pseudanabaena_sp_PCC_6802

rpS3_122_PH2015_06S_scaffold_1257_5

Rhodobacterales (2 refs; 1 sample)
Rhodobacterales (2 refs; 6 samples)

Deinococcus-Thermus (3 refs)

WP_073609629_1_Oscillatoriales_Phormidium_tenue

KPQ40486_1_Oscillatoriales_Phormidium_sp_OSCR

rpS3_10_PH2015_06S_scaffold_46500_3

rpS3_158_PH2015_11S_scaffold_40237_2

rpS3_191_PH2015_06S_scaffold_1042_5

EGK84840_1_Oscillatoriales_Microcoleus_vaginatus_FGP-2

AKQ05586_1_Parcubacteria_uncultured_Parcubacteria_bacterium_Rifle_16ft_4_minimus_23790

rpS3_71_PH2015_12D_scaffold_279_19

rpS3_19_PH2015_06S_scaffold_16239_2

ADP72190_1_Rhizobiales_Rhodomicrobium_vannielii_ATCC_17100

Actinomycetales (3 refs; 1 sample)

Chloroplasts (4 refs; 2 samples)

ABS14678_1_Rhizobiales_Ochrobactrum_anthropi_ATCC_49188

Sphingobacteriales (3 refs; 18 samples)

Chroococcales (3 refs; 1 sample)

rpS3_116_PH2015_07U_scaffold_23_83

Rhodospiralles (3 refs)

rpS3_124_PH2015_06S_scaffold_17_26

rpS3_145_PH2015_14S_scaffold_2733_6

rpS3_113_PH2015_01D_scaffold_6236_5

rpS3_152_PH2015_08D_scaffold_101_61

rpS3_115_PH2015_14S_scaffold_83_37

Microgenemates (3 refs)

ADJ22837_1_Rhizobiales_Hyphomicrobium_denitrificans_ATCC_51888

rpS3_37_PH2015_11S_scaffold_14706_1
AFY82336_1_Oscillatoriales_Oscillatoria_acuminata_PCC_6304

rpS3_194_PH2015_01D_scaffold_24034_5

rpS3_159_PH2015_11S_scaffold_60168_1

rpS3_148_PH2015_06S_scaffold_30607_2

CBN55363_1_Oscillatoriales_Oscillatoria_sp_PCC_6506

ALM12717_1_Peregrinibacter_Candidatus_Peribacter_riflensis

rpS3_151_PH2015_14S_scaffold_4194_1

OKH38406_1_71_Oscillatoriales_Phormidium_ambiguum_IAM_M-71

KND50299_1_Parcubacteria_bacterium_C7867-007007

rpS3_195_PH2015_11S_scaffold_19086_2

rpS3_132_PH2015_14S_scaffold_1275_14

rpS3_11_PH2015_08D_scaffold_16_75

Verrucomicrobiales (3 refs; 8 samples)

WP_026786899_1_Oscillatoriales_Planktothrix_rubescens

rpS3_208_PH2015_01D_scaffold_28463_2
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Figure S1  Maximum likelihood (RAxML) phylogenetic tree of ribosomal protein S3 (rpS3) sequences with archaea as the outgroup. Collapsed nodes are 
represented with colored triangles and the number of reference and sample sequences in the collapsed node indicated in parentheses. Sample sequences 
are bolded and rpS3 sequences forming a clade with Oscillatoria nigro-viridis PCC7112, Microcoleus vaginatus FGP-2, and Oscillatoria sp. PCC506 are col-
ored blue. Nodes with bootstrap values >50% are indicated on the tree.


