
Geitlerinema PCC 7407
Moorea producens PAL
Oscillatoria acuminata PCC 6304
Oscillatoria PCC 6506
Oscillatoria nigro-viridis PCC 7112
Microcoleus FGP-2
Tychonema bourellyi  FEMGT703
PH2015_01U_Oscillatoriales_44_212
PH2015_14S_Oscillatoriales_45_132
PH2015_13U_Oscillatoriales_45_97
PH2015_13D_Oscillatoriales_45_19
PH2015_08U_Oscillatoriales_46_180
PH2015_02D_Oscillatoriales_45_1038
PH2015_01U_Oscillatoriophycideae_45_14
PH2015_03D_Oscillatoriales_45_235
PH2015_09S_Oscillatoriales_45_2470.09 (Nucleotide substitutions / site)
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Oscillatoria sancta PCC 7515
Phormidium animale CCALA140
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Phormidium cf. animale CCALA761
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Microcoleus vaginatus CCALA154
Microcoleus vaginatus CCALA152
Microcoleus vaginatus SAG2211
Microcoleus vaginatus FB1-MC1
Microcoleus vaginatus CCALA143
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Microcoleus vaginatus PCC9802

Microcoleus vaginatus CCALA145
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Microcoleus antarcticus UTCC474

Microcoleus sp. CCALA697
Microcoleus setchellianum CCALA144
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Figure S3 Maximum likelihood trees of nucleotide sequences from the 16S rRNA, gyrB, and rbcL genes. Sample sequences are in bold, and accession numbers for reference 
strains can be found in Table S2. The species identity of sample strains (determined by average nucleotide identity, see Figure 3 in text) is indicated on the right side of each tree. 
Each tree was bootstrapped 100 times and, bootstrap support is shown for nodes with support >50,. The Microcoleus sensu stricto clade is shown in red on the 16S rRNA tree, as 
was defined by Strunecký et al. (2013).


