
Supplemental Fig. 1. The nucleotide sequence of TrGDH cDNA and its deduced amino acid 

sequence.The full-length TrGDH cDNA consists of 1,359 bp nucleotides, which was predicted 

to encode 452 amino acids with a molecular mass of 49.0 kDa and a calculated pI of 5.7. 
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Supplemental Fig. 2. Protein sequence similarity between TrGDH and other representative 

reported GDHs from bacterial, fungal, and plants using MEGA 4.0 and GENEDOC.  

The identical amino acids are indicated with black shading, and the similar with gray shading. 

Dashes indicate a gap. The GDHs for the aligned sequences were as follows: TrGDH; MoGDH; 

CgGDH; NcGDH; EcoGDH; OsGDH4. The blue line indicate Glu/2-OG binding site and 

NADP(H) binding site. (Color figure online) 



Supplemental Fig. 3. Lineweaver-Burk equations, Eadie-Hofstee plot and Hanes-Woolf plot 

used to calculate Km values of TrGDH and OsGDH4.  

The kinetic constant (Km) of TrGDH and OsGDH4 for different substrates was calculated with 

various NH4Cl concentrations (1, 2.5, 5, 7.5 mM), various 2-oxoglutarate (2-OG) concentrations 

(1, 2.5, 5, 10 mM) or various L-glutamate concentrations (25, 50, 75, 100 mM).  




