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Figure S1: Nv-tsl RNAi knockdown in ovaries and qPCR.

A) Phalloidin and DAPI stained ovaries from Nv-ts/ RNAI treated Nasonia

B) DAPI stained Egfr-RNAi treated ovary. Scale bars are 100 um C) gPCR quantitation

of Nv-ts/ RNA in Egfp RNAi and Nv-ts/ RNAI injected Nasonia expressed as ACT. Nv-ts/ RNAI
treated tissues have a higher ACT indicating significantly reduced amounts of Nv-ts/ RNA.
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Figure S2: Phylogram of insect VM proteins. Proteins were identified in insect genomes as best reciprocal blast hits. Proteins
were aligned with ClustalW (Thompson, Higgins et al. 1994) under standard settings and the Maximum Likelihood phylogenetic
reconstruction carried out in CLC Main Workbench using the WAG model (Whelan and Goldman 2001). Bootstraps support per-
centage (from 1000 replicates) is shown at nodes.

Nasonia orthologues (in red) of Drosophila VM proteins are easily identifiable as either Closca, Fs(1)Nr or Fs(1)M3.
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Nv-clos sense Nv-fs(1)M3 sense
Nv-PTTH antisense Nv-PTTH sense Nv-tor antisense

Figure S3: Sense (negative) controls for in-situ hybridistaion in ovaries and embryos. Antisense staining
in embryos (showing no expression) for Nv-fs(1)N, Nv-fs(1)M3, Nv-closca, Nv-PTTH and NV-tor. Embryos are
oriented with anterior to the left.
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Table S1: Sequences of clones used in this analysis.

Click here to Download Table S1

Table S2: PCR primers used in this analysis

Click here to Download Table S2

Table S3: ClustalW alignment of insect fs(1)N, fs(1)M3, and clos proteins

Click here to Download Table S3
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