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Fig S2 Regional plot of SNP(s) without LD cluster in hg19 1000gEUR
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Fig S3: Quantile-Quantile plots of GWAS P-values in (a) female and (b) male datasets

rs78971134_female

Observed —logo(p)

80

40

20

(b)

Males
/./"

Expected —logg(p)

rs78971134_male

Piotted SNPs | 11111 [0 1100 10000 00 1 000N BRI 1 0 D AORO AL 00T AR RO |0 SROTLARO O URY O AT OO 0TI 00T T 0 Piotted SNPs. || {1111 L0 000000 A0 OO RN OO AR 0O ORI |0 OO0 RV UYL 10001 0
10 | Z |k 100 10 -| Z |k
08 08
06 06
8 -| I 80 | =
04 B 178971134 04
02 2 ° 0% 02
8
= E
s & L 3
3 3 3
& 5 &
60'7 Iy 2
g 44 e ® &
[l Q [
s
2
=
50| I 20
BAALS s ;
5 o0
0 0

‘ BTBD11->,

BTBD11—>|

107.6 107.65 107.7 107.75
Position on chr12 (Mb)

Fig S4(a) Regional LD plot of the signigicant SNPs in the discovery series
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Fig S4(a) Regional LD plot of the signigicant SNPs in the discovery series
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Fig S4(a) Regional LD plot of the signigicant SNPs in the discovery series
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Fig S4(b) Regional plot of the suggestive SNPs in the discovery series
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Fig S4(b) Regional plot of the suggestive SNPs in the discovery series
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Fig S4(b) Regional plot of the suggestive SNPs in the discovery series
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Fig S4(b) Regional plot of the suggestive SNPs in the discovery series
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Fig S4(b) Regional plot of the suggestive SNPs in the discovery series
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Fig S5(a) Quantile-quantile plot of sex x genotype interaction from the
discovery series
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SAMDS5 expression in IARC RCC dataset
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