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Supplementary Figure 6
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Supplementary Figure 7

Early KIC Macrophage Signatures
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Supplementary Figure 8
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Supplementary Figure 11

F
B

1
F

B
3

Fold Enrichment

Gene Ontology Analysis of KIC Fibroblast 
Increasing Signature 

Fold Enrichment

PDA Fibroblast Signatures
Gene Ontology Biological Process Analysis

F
B

1
F

B
2

F
B

3

Late KIC Late KPC

C
ad

he
rin

-1
1/

P
D

G
F

R
α/

α
S

M
A

A

B

D

Normal 
Pancreas 

Late KIC 

KIC FB1 Increasing Signature 

Early KIC Normal 
Pancreas

KIC FB3 Increasing Signature

Late KIC 

Early KIC 

C



Supplementary Figure 12
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