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Table S1 main characteristics of enrolled studies in diagnostic meta-analyses

Study 1D ethnicity specime cas con Cancer-t  Control-  stage miRNA Reference SEN SPE
n e trol ype type miRNA (%) (%)
N age N age
MiR-92a
1
Liu HN 2018 Asian serum 85 59.5 78 34.8 CRC HC [-IvV miR-92a, miR-29a, miR-21,  cel-miR-39 84.7 98.7

miR-125, miR-223
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a: miR-20a-5p, miR-25-3p, miR-30a-5p, miR-92a-3p, miR-132-3p, miR-185-5p, miR-320a, miR-324-3p.

b: miR-93, miR-26b, miR-192, miR-103a, miR-142-3p.

Abbreviation: AML, acute myeloid leukemia; BC, breast cancer; BLC, bladder cancer; CC, cervical cancer; CF, cerebrospinal fluid; CRC, colorectal cancer;

EEC, endometrioid endometrial carcinoma; EOC, epithelial ovarian cancer; ESCC, esophageal squamous cell carcinoma; GC, gastric cancer; HCC,

hepatocellular carcinoma; LC, lung cancer; LUAD, lung adenocarcinomas; MM, malignant mesothelioma; N, number; NMIBC, non-muscle invasive bladder

cancer; NSCLC, non-small cell lung cancer; OS, osteosarcoma; PCNSL, primary central nervous system lymphoma; PRC, prostate cancer; PTC, papillary

thyroid carcinoma; RCC, renal cell carcinoma; SEN, sensitivity; SPE, specificity.

Table S2 main characteristics of enrolled researches in prognostic meta-analyses

Study ID No. of  No. of  ethnicity speci cancer stage  mMIiRNA reference outco Median HR LL uL NO
low high men miRNA me Follow-u S
p
(month)
MiR-92a
Ingelmo-Torres M NA NA Caucasian Urinar  NMIBC NA miR-92a miR-103-3p, PFS 47 6.210 2.090 18.450 7
2017 y cell miR-30c-5p
Ren CL 2016 34 146 Asian tissue GC I - miR-92a Scramble-miR ~ OS 85.2 3.340 1.670 6.700 6
v
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a: miR-143-5p, miR-27a-3p, miR-31-5p, miR-181a-5p, miR-30b-5p, mMiR-30d-5p, miR-146a-5p,miR-23a-3p, mMiR-150-5p, mMiR-210-3p, miR-25-3p,

miR-196a-5p, miR-148a-3p, miR-222-3p, miR-30c-5p and miR-223-3p; b: UniSp3,cel-miR-39-3p, UniSp2, UniSp4, UniSp5, UniSp6; Abbreviation: HR,

hazard ratio; LL, lower limit; UL, upper Limit; NOS, Newcastle-Ottawa Scale; NMIBC, non-muscle invasive bladder cancer; GC, gastric cancer; HCC,

hepatocellular carcinoma; CRC, colorectal cancer; BC, breast cancer; ESCC, esophageal squamous cell carcinoma; EOC, epithelial ovarian cancer; LUAD,

lung adenocarcinoma; OS, overall survival; PFS, progression-free survival; RFS, relapse free survival, DFS, disease free survival; MFS, metastasis free

survival.

Table S3 NOS scores for each study included

meta-analysis

Items Representa | Selectio Ascertainmen | Demonstratio
tiveness of = n of the @t of exposure n that
the non-exp (6D} outcome  of
exposed osed interest  was
cohort (1) | cohort not present at

) start of study
(¢D)

Jacob H 2017 0 1 1 1

Jacob H 2017 0 1 1 1

Ingelmo-Torres M 2017 0 1 1 1

Ren CL 2016 0 0 1 1

Yang W 2015 1 1 1 1
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NOS, newcastle - ottawa quality assessment.
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Figure S1: Risk of bias graph: a plot of the distribution of judgments (Yes, No, Unclear) across studies for each
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risk of bias entry for each enrolled literature in the diagnostic meta-analysis.
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Figure S2: Risk of bias summary: a summary table of review authors’ judgments for each risk of bias entry for
each study in the diagnostic meta-analysis: proportion of articles with risk of bias (left) and proportion of articles
with regarding applicability (right).
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Figure S3: SROC curve of the whole miR-92a family for cancer diagnostic meta-analysis. SENS, sensitivity;

SPEC, specificity; SROC, summary receiver operating characteristic; AUC, the area under the SROC curve.
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Univariable Meta-regression & Subgroup Analyses
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Figure S4: Forest plots for the diagnostic meta-regression analysis: sensitivity (left) and specificity (right). The
factors included ethnicity, specimen, control types (healthy controls or patients with benign diseases), stage, cancer
types and miRNA-profilings (single miRNA or multiple miRNAs)
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Figure S5: The Deek’s test for assessing the publication bias for miR-92a family in the detection of human

cancers.
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Figure S6: Forest plots of sensitivity and specificity for the cancer diagnosis of miR-25. Both the sensitivity and
specificity of each study were showed by square with its 95% Confidence interval showed by the error bars.
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Figure S7: SROC curve of miR-25 for cancer diagnostic meta-analysis. SENS, sensitivity; SPEC, specificity;

SROC, summary receiver operating characteristic; AUC, the area under the SROC curve.
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Figure S8: Forest plots of sensitivity and specificity for the cancer diagnosis of miR-92a. Both the sensitivity and

specificity of each study were showed by square with its 95% Confidence interval showed by the error bars.
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Figure S9: SROC curve of miR-92a for cancer diagnostic meta-analysis. SENS, sensitivity; SPEC, specificity;
SROC, summary receiver operating characteristic; AUC, the area under the SROC curve.
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Figure S10: The Begg’s funnel plot to assess the publication bias for miR-92a family in cancer prognosis

prediction.
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