SUPPLEMENTARY FIGURES

o o
%

sessssssssssssns
sesssessssananne

B Young
I Older

sessssssessnsasns

o
T

log fold change
S
Y

S
e

b esssesssscsscscafectcccccccnccnnas
I nmmnII
essssssssssssssdecssccscsscsnsnne
bececocsvsscsconfecoccccscsccacsce

.
.
.
.
.
.
.
.
.
.
.
.
.
.
.

EIF2 XBP1 sXBP1 IRE1a PERK ATF4 ATF6 CHOP GRP78

1
o
-2

Supplementary Figure 1. gRT-PCR validation of RNA-Seq. We verified nine mRNAs associated with the three primary transducers of
the UPR. gPCR, quantitative PCR. *Significant (p <0.05) log fold change from baseline within group. Data are means + SEM.
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Supplementary Figure 2. Protein expression of p53 (A), PDI (B), UPR chaperone GRP78 (C), and PERK arm-associated terminal protein
CHOP (D) in young (Y) and older (O) adults at baseline (Pre) and 18h post-exercise (Post). P53 and PDI protein expression was completed for
six young and six older adults. CHOP and GRP78 protein expression were completed for three young and three older adults.
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GRPT8 PERK EiF2a ATF4 CHOP  GADDM ATF3 p21 ps3 SESN1 CASP] GADD4SA GADDMSE GADDYSG BECN! BCL2 ATGT CYcs

GRP78 042 064 031 010 037 070 068 064 018 068 053 0.51 050 038 0620 019 048
PERK 0.72° 065 0.19 0.21 038 058 054 0.57 013 049 007 019 010 055 038 012 055
EIF2a 080* 052 0.47 0.12 038 070* 057 076~ 027 053 0.03 0.52 0.1 054 070 027 088"
ATF4A 041 0.14 0.26 033 064 039 0.09 0.39 0.17 0.42 012 057 009 024 029 008 0865
CHOP 0.78* 050 060 028 059 009 009 007 032 0.35 0.40 0.31 067 019 012 024 030
GADD34 084 060 0865 071" 065 033 015 0.38 017 060* -0.15 060° 018 000 025 D15 0865
ATF3 075~ 0.70* 081" 042 0.51 0.7¢* 084 094 063* 072* 045 0.45 053 048 077 016 084
p21 0.73* 074~ 076 009 0.44 0.48 0.85* 0.75* 0e66° 0064 048 0.48 055 061" 080" -0.18 047
p53 0.81* 084 059 023 0.51 055 0e60° 0.72° 057 057 026 0.50 043 051 074 028 070
SESN1 071 056 067" -0.14 031 047 <0e62¢ 068 -0.76 033 058 011 058 013 049 028 0.21
CASP3 081" 060 087" 042 061 071 089 079" 070 069 038 058 016 011 071 007 064
GADD45A 0.93* 068~ 083" 043 076 080 075 073 080 -067° 085 005 o076~ 016 018 027 -0.13
GADD45B 087 042 073 057 o063* 087" 070 052 0.48 057 067 076" 010 042 067 034 0864
GADD45G -0.79" -0.64* -0.51 €027 073 059 059" 057 D71 048 073" D66~ 059 014 028 0.10 0.00
BECNY1 073 052 052 069 062 076~ 066~ 041 059 043 073 065 073 080 0.48 0.00 -0.40
BCL2 046 -061 066~ 032 -0.31 024 D70 079" D45 056 D64 D44 026 0.43 0.15 008 -069°
ATG7 029 041 007 0.01 035 001 0.12 039 051 022 009 037 005 0.18 0.14 0.00 -0.09

CYCs 024 021 0.7e* 002 027 023 073* 071 022 042 069 041 0.28 021 019 079 002
L )

I
Young

Supplementary Figure 3. Pearson R correlation values between gene transcripts associated with the PERK arm of the UPR
and p53/p21 axis post-exercise in young (lower left) compared to older (upper right) adults. The correlation vales demonstrate
relationships displayed in Figure 4C between the fold-change from baseline to 18h post-exercise for the individual gene transcripts associated
with the UPR pathway in young and older adults. *Significant (p <0.05) correlation.

Wwww.aging-us.com 2 AGING



