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Taxonomy

Bacteroides fragilis

M Bacteroides thetaiotaomicron
Sweets - 0.75 M Bacteroides vulgatus
Fish N I Bacteroides xylanisolvens i
Shellfish A -% "] Eubacterium rectale Q
White meat o 0.50 M Faecalibacterium prausnitzii <
Red meat - Roseburia hominis S
Proc. meat - @ 008 Escherichia coli S
Eggs - : Klebsiella pneumoniae N
Starch 1 ¥ Blank C2likevirus unclassified 8
Whole grains - None 7+ days 0.00 M other a
Beans - Within 4-7 days C
Vegetables A I Within 2-3 days 1.00
Fruits 1 I Yesterday 1-2x ' 1"l Bacteroides dorei 1
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20 g 0.50 - I unclassified Myoviridae 1 .
— 157 S Pseudomonas phage UNO-SLW1 -
@ 10- 0.25 - unclassified Siphoviridae S
I : \/\_\//\/4/\/\/ Cucumber green mottle mosaic virus ™
0 - 0.00 A other &: -
T T T T T T T T T T T T T T T T T ! ! ! N ° o .
»n 1.0 c; .
M09 T——m—m—— T K01881: prolyl-tRNA synthetase [EC:6.1.1.15] O
R 0 X < 1 I . ~ K01912: phenylacetate-CoA ligase [EC:6.2.1... a
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C3003: 43 Female White Cedars—Sinai | UC 1.001 B Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets - 0.754 Bacteroides dorei
Fish A %) I Bacteroides ovatus i
Shellfish - -g M Bacteroides thetaiotaomicron @
White meat @ 0.50- M Bacteroides uniformis <
Red meat - (% I Parabacteroides distasonis_ o |
Proc. meat A 0.95 - M Faecalibacterium prausnitzii :
Eggs 1 ' Subdoligranulum unclassified o
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S - K02914: large subunit ribosomal protein L34 ' ' '
> c K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30-8%)
o © ha— — ~ K04078: chaperonin GroES
2 = K06942: NO_NAME Metabolites
= -~ K07154: NO_NAME
3 K13993: HSP20 family protein
m -
8 —— 9
O 2e+07 1 K00134: glyceraldehyde 3—phosphate dehydr... >
o Human ~ K00262: glutamate dehydrogenase (NADP+) ... N~
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Sweets

Fish
Shellfish
White meat
Red meat
Proc. meat
Eggs

Starch
Whole grains
Beans
Vegetables
Fruits
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Dairy

Yogurt
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Water
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Chemo -
Antibiotics -
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None 7+ days

Within 4-7 days
| Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

No

- - Dysbiosis
- - Eubiosis

Human
M Filtered

Human
B Filtered

Transcription

Species

Transcription

0.001 -

B Bacteroides caccae

[ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

B Parabacteroides merdae

[ Eubacterium rectale

B Faecalibacterium prausnitzii
Subdoligranulum unclassified

B Roseburia inulinivorans

B Akkermansia muciniphila

M other

Alistipes finegoldii
M Bacteroides caccae
[ Bacteroides ovatus
B Bacteroides uniformis
M Bacteroides vulgatus
[ Parabacteroides distasonis
[ Eubacterium rectale
M Faecalibacterium prausnitzii
B Akkermansia muciniphila
M other
[ unclassified

obligate_anaerobe
M aerotolerant
M facultative_anaerobe
¥ unknown

Sfillvirus
Lactococcus phage ASCC191
Lactococcus phage biBB29
[ Skilvirus
[ Gokushovirus WZ-2015a
Pepper mild mottle virus
Tomato mosaic virus
Tomato mottle mosaic virus
other

1.00

Proteins

K00790:
~ K00850:
K01689:
- K01881:
K02078:
-~ K02887:
K02968:
~- K03088:
K04069:
~ KO07114:
K11065:

K00024:
-~ K00262:
K01805:
-~ K02358:
K03046:
~ K03561:
K10117:
~ K10439:

UDP-N-acetylglucosamine 1-carbo...
6—phosphofructokinase 1 [EC:2.7.1....
enolase [EC:4.2.1.11]

prolyl-tRNA synthetase [EC:6.1.1.15]
acyl carrier protein

large subunit ribosomal protein L20
small subunit ribosomal protein S20
RNA polymerase sigma-70 factor, E...
pyruvate formate lyase activating en...
NO_NAME

thiol peroxidase, atypical 2-Cys per...

malate dehydrogenase [EC:1.1.1.37]
glutamate dehydrogenase (NADP+) ...
xylose isomerase [EC:5.3.1.5]
elongation factor EF-Tu
DNA-directed RNA polymerase sub...
biopolymer transport protein ExbB
raffinose/stachyose/melibiose transp...
ribose transport system substrate—b...

UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



C3005: 76 Female White Cedars—Sinai | UC 1.001 B Alistipes putredinis Taxonomy
M Bacteroides caccae
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Fish - 8 M Bacteroides vulgatus ]
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I:)Red meat (% = Eubacterium siraeum ©
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Eggs 1 Subdoligranulum unclassified N
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01— . . — . . — . . — . " 0.75 1 Lactococcus phage 936 sensu lato Proteins
@ Lactococcus phage jm2
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5 071 ——~—— T O~ o EytS)bIO_SIS S K02078: acyl carrier protein _ .
5\ 0.6 1 ubiosis = ~- K02968: small subunit ribosomal protein S20
o5 00O OO OO = K03088: RNA polymerase sigma-70 factor, E... i °
3 ~ K03595: GTP-binding protein Era ' ' ' ' 0 '
- c K03771: peptidyl-prolyl cis-trans isomerase ... PCo 1 (30.8%)
g’ S 0.001 - ~- K04069: pyruvate formate lyase activating en...
E ) o408 cheparonin GroES Metabolites
3 K06942: NO_NAME
m -
S 1.00 1 >
S X
o 2e+07 A S
o Human K00074: 3—-hydroxybutyryl-CoA dehydrogena... E
< 1e+07 1 M Filtered ~- K00134: glyceraldehyde 3—phosphate dehydr... — -
O] 8 K00262: glutamate dehydrogenase (NADP+) ... N
S 0e+00 - D -~ K01803: triosephosphate isomerase (TIM) [E... o )
n ! K01805: xylose isomerase [EC:5.3.1.5] 8 o g L
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C3006: 32 Male White Cedars—Sinai | UC 1.00 B Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets 1 0.75 I Bacteroides ovatus
Fish 4 B 4 M Bacteroides uniformis |
Shellfish - 'S M Bacteroides vulgatus @
White meat - @ 0.50 " Eubacterium rectale S
Red meat - & M Eubacterium eligens o
Proc. meat A 0.95 M Faecalibacterium prausnitzii ~
Eggs 1 ' Subdoligranulum unclassified N
Starch 1 ¥ Blank B Roseburia intestinalis 8
Whole grains - None 7+ days 0.00 M other a
Beans 1 Within 4-7 days '
Vegetables A I Within 2-3 days
Fruits - W Yesterday 1-2x 1.00 Alistipes shahii .
Probiotic 1 M Yesterday 3x+ M Bacteroides caccae ' ' '
Ylgalljr%: § 0.75 Bacteroides dorei PCo 1 (8.1%)
Alccg)]hol i g_ [ | Bactero!des ovatus _
Water - £ 050 M Bacteroides uniformis Transcripts
Fruit juice - 8 . [ | Bactermdes vulgatus _
Diet drinks c M Odoribacter splanchnicus
Sweet drinks - © 0.25 M Faecalibacterium prausnitzii
. . . . . . . . . . = v B Roseburia intestinalis -
M other S
Immunosupp. - 0.00 . " unclassified N
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8 0 1 1 . 7\ - ~ K00973: glucose-1-phosphate thymidylyltra...
L0771 o~ - Dysbiosis S ,_/ K01689: enolase [EC:4.2.1.11] o .
> 0.6 - — - - Eubiosis = ~ K01808: ribose 5-phosphate isomerase B [E...
0 0.5- 1= K01912: phenylacetate—CoA ligase [EC:6.2.1... ©
S 0.001 - - K01928: UDP-N-acetylmuramoyl-L-alanyl-... ' ' ' 0
- c P/ S— K02935: large subunit ribosomal protein L7/L... PCo 1 (30.8%)
o)) © Al - K03088: RNA polymerase sigma-70 factor, E...
% = K03550: holliday junction DNA helicase RuvA... Metabolites
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4 ° R %“cmo Ooo &
3 2.5e+07 1.00 Sl T AT I S
© 2 0e+07 v W S | Rogmeg ° o F Cesle.
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1 Alistipes putredinis

Taxonomy

M Bacteroides caccae
Sweets 1 I — " Bacteroides dorei
Fish A %) I Bacteroides ovatus
Shellfish A -% M Bacteroides uniformis <
White meat A ) M Bacteroides vulgatus =
Red meat - (%- B Parabacteroides merdae ©
Proc. meat - B Faecalibacterium prausnitzii ~
Eggs I Escherichia coli c;
Starch A I Sutterella wadsworthensis O
Whole grains - None 7+ days M other o
Eruits - B Yesterday 1-2x 1
Probiotic - Bl Yesterday 3x+ M Bacteroides caccae
Dairy - e | S 0754 " Bacteroides dorei
Yogurt A o M Bacteroides uniformis
Alcohol - a M Bacteroides vulgatus
Water - S 0.50- [ Eubacterium rectale
Fruit juice - n B Ruminococcus torques
Diet drinks - = I Escherichia coli
Sweet drinks 1 = 0.25- Klebsiella pneumoniae LR
M other 1 ». 0 an S lge
[ unclassified N R T ¥
Immunosupp. | G 0.00 1 T ERC ORI o . .
Chemo A B Ves o ~|° & oo PR o S5 80
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Medication | [ R Ml Blank g 0.75 obligate_anaerobe O
Hospitalized - 9 550 M aerotolerant s
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T T T T m
Q
20 1 ) i .
— 151 § -
2 10- S
5 - \ / (Y)_ °
A4 — N -
0 i T T T T d ] °
v 1.0+ 3 o . (; O .
»n 0.91 K02864: large subunit ribosomal protein L10 O -
2 0.81 . Dvsbiosi ~ K02879: large subunit ribosomal protein L17 o
% 0.7 =t 5 . K02886: large subunit ribosomal protein L2 :
2 061 UbIOSIS = ~ K02904: large subunit ribosomal protein L29 .
0.5 - . . . T g— R K02907: large subunit ribosomal protein L30 : : : : —
O ~ K02935: large subunit ribosomal protein L7/L...
> f’;) K02954: small subunit ribosomal protein S14 PCo1l (30-8%)
8’ © . ~ K02965: small subunit ribosomal protein S19
° = K02968: small subun!t r!bosomal prote!n S20 Metabolites
o ~ K02970: small subunit ribosomal protein S21
0p) K06078: murein lipoprotein lipoprotein . e g0
o | | | | 1 B
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I Alistipes putredinis

Taxonomy

[ Bacteroides dorei
Sweets 1 0.75 M Bacteroides uniformis
Fish{0 @ Ml Odoribacter splanchnicus
Shellfish - ‘G "] Eubacterium rectale ’\a
White meat - @ 0.50 M Eubacterium eligens R
Red meat - (% Subdoligranulum unclassified ©
Proc. meat A 0.95 Roseburia hominis ~
Eggs 1 ' B Ruminococcus bromii N
Starch 1 B Akkermansia muciniphila Q
i N 7+d &)
Whole grains oie (1 oays 0.00 M other o
Fruits - B Yesterday 1-2x 1.00 _ _
Probiotic 4 B Yesterday 3x+ . Bacteroides dorei : :
Dairy M Bacteroides uniformis PCo 1 (8.1%
Y am{ 1 S 0.75 M Bacteroides vulgatus 01 (8.1%)
Al Ogrl:rl i = B Odoribacter splanchnicus
\X/Oto 1 o M Eubacterium eligens Transcripts
Fruit yater- I S 0.50 B Faecalibacterium prausnitzii
D'rLt"deie i c Roseburia hominis
S 'et dr!nks i © 0.25 B Roseburia inulinivorans
weet drinks { . . . . . = Y. I Ruminococcus obeum —
M other S
Immunosupp. 0.00 . " unclassified S
Chemo A ~
Antibiotics 1 W ves S 1.00 ~ -
Medication A 0 © 0.75 = obligate_anaerobe O
Hospitalized A Q950 aerotolerant o
P e S e B e E s e e s e e S p e M facultative_anaerobe
© 0.25 I unknown 1
= 288 2 0.00
O : T T T
S 500 1.00- _ PCo 1 (14.2%)
O Sklvirus
P 100 \/\ﬁ . | Beet curly top virus Proteins
O T ——S 8 0.75 Gokushovirus WZ-2015a
[l Carnation mottle virus
n
201 S 0.501 I Bell pepper mottle virus 1. .
— 157 N _— Pepper mild mottle virus
@ 10+ = 0.25 - Pepino mosaic virus ;\3
L 5 - Grapevine fleck virus ™
g ther N A
0 L .|,'| '| '| T T T '| '| :lt\:/.'\.'_ﬁ O.OO T T T T T T T T T T T T T T T T o H o
N—r o °
R— N .
» 104 — . . - . o
‘w 0.9 M ~ ~ - Na+—transporting :ubiquinone...
K00350: N NADH:ub S i
Q08 T T IION T - 1e—-02 - ~ K00876: uridine kinase [EC:2.7.1.48] a
2071 - - Dysbiosis 5 = K01057: 6-phosphogluconolactonase [EC:3.... s
> 0.6 1 - Eubiosis S _ = T -~ K01689: enolase [EC:4.2.1.11]
o o5+ r—onr-—v-——mvv g' K01926: AT-rich DNA-binding protein i °
O 1e-03 A ~- K02005: HlyD family secretion protein ' ' ' ' '
n
c ~— — K02109: F-type H+-transporting ATPase sub... PCo 1 (30.8%)
© - T~ -~ K02503: Hit-like protein involved in cell-cycl...
= 1e—04 - K02899: large subunit ribosomal protein L27 Metabolites
-~ K02914: large subunit ribosomal protein L34
K03530: DNA-binding protein HU-beta ° .
1.00 [ ‘f/-. . o\o ogs::m;:u;g) gc g 0‘5’ %:::zf(zj:&o 00 [}
Y K00134: glyceraldehyde 3—phosphate dehydr... o ;@o%g:%oo:g%o ¥ 0 oF 8 T 00000
uman ~- K00262: glutamate dehydrogenase (NADP+) ... I~ | oo omnod g e et 2L
. F It d N = 0o O Qo
litere 0 K00831: phosphoserine aminotransferase [E... N - jgm A rOCES VL SN
c ~ K01489: cytidine deaminase [EC:3.5.4.5] o o 3y 3580 5 "o %, .
' Q }\ K01610: phosphoenolpyruvate carboxykinase... &) 2t e s, RS
© 0.011 S~ ~ K01805: xylose isomerase [EC:5.3.1.5] o | P
o ¢ -~ K02358: elongation factor EF-Tu o %0 o7 og "0 °.
Human ~ K10117: raffinose/stachyose/melibiose transp... oo @
M Filtered K10439: ribose transport system substrate-b... °
-~ UNGROUPED ' ' '
PCo 1 (8.8%)




C3009: 56 Male White Cedars—Sinai | CD L3 1.001 Bl Bacteroides vulgatus Taxonomy
M Prevotella copri
Sweets - — 0.75 Subdoligranulum unclassified
Fish A N B Roseburia intestinalis
Shellfish - -g B Ruminococcus torques @
White meat A _ @ 0.50- M Oscillibacter unclassified <
Red meat - (% I Akkermansia muciniphila ©
Proc. meat 1 0.25 - Escherichia coli ~
Eggs 1 ' Klebsiella pneumoniae N
Starch 1 B Haemophilus parainfluenzae 8
Whole grains - None 7+ days 0.00 - M other a2
Beans - Within 4-7 days '
Vegetables | I I Within 2-3 days
Fruits - B Yesterday 1-2x 1.00 _
Probiotic 4 B Yesterday 3x+ Ml Prevotella copri : :
Dairv - Eubacterium rectale o PCo 1 (8.1%
Yo ur¥[ i S 0.75 - H Faecalibacterium prausnitzii 01 (8.1%)
Alccg)]hol i 43_ [ | Rose_burla intestinalis _
e | ——— 5 B S tordues Transcripts
Fruit juice | S 0.50 A Bifidobacterium breve
Diet dljfinks i c Eschgrlchla coli .
Sweet drinks {____ NN — 2 0.25- sttt
= v B Haemophilus parainfluenzae —
M other S
Immunosupp. 1 0.00 - unclassified S
Chemo A ~
Yes Q
Antibiotics - .No Q 1.00 g
Medication A M Blank © 0.75 1 — obligate_anaerobe O
italized - Q - aerotolerant o
Hospitalized _-'_ - ¢ 0.50 M facultative_anaerobe
© 0.251 I unknown
= 500 Q 0.00 A
§ 120 < e
~ . ] PCo 1 (14.2%
§ %88 i 1.00 T4virus ( )
T \ e — L 075 1I§I7evl?r§lﬁlla phage Matisse Proteins
3 I Actinomyces virus Avl
201 S 0.50 1 Klebsiella virus 1513
— 157 S Klebsiella phage KLPN1 -
@ 10+ 0.25 A Klebsiella phage Sushi S
L 5 - Streptococcus phage Dp-1 ™
o T S e 0.00+ other S
»n 1.0 0.100 1 N .
‘® 0.9- W ' K00260: glutamate dehydrogenase [EC:1.4.1... 8
0 1< [ . \/ ~ K00927: phosphoglycerate kinase [EC:2.7.2.3] a
L0714 - - Dysbiosis S K01749: hydroxymethylbilane synthase [EC:2...
> 0.6 - - - Eubiosis = -~ K01921: D-alanine-D-alanine ligase [EC:6.3...
a 0.51 . . . . . . . . . . . . . g' K02919: large subunit ribosomal protein L36 i °
S -~ K02970: small subunit ribosomal protein S21 ' ' ' ' '
- & 0.001+ K03768: peptidyl-prolyl cis-trans isomerase ... PCo 1 (30.8%)
=Y © — -~ K05501: TetR/AcrR family transcriptional reg...
% = K06078: murein lipoprotein lipoprotein Metabolites
5 -~ K10540: methyl-galactoside transport syste...
N —_—t— K18920: NO_NAME . o0
% . S el I
g 15e+07 b 100- ._/"—. ;\é\ & é;iociggogoo oo° ; ° f &;: o °
v K00262: glutamate dehydrogenase (NADP+) ... o Boghl o oo, 8% o o8 8, Seoe©
o 1.0e+071 Human ~- K01610: phosphoenolpyruvate carboxykinase... IS | Prenomndld g B30 0 2L
X 5.0e+06 - M Filtered m K01803: triosephosphate isomerase (TIM) [E... Rl/ 170 SRt st 0¥, o,
< 0.0e+00 - < ~- K01805: xylose isomerase [EC:5.3.1.5] o .0 8% o 80 °g° 3,0%00;@:0 .
oo Q H K02040: phosphate transport system substra... O L e e Sa e,
% o 0.011 %\i‘/j“% -~ K02358: elongation factor EF-Tu o o "l g et %"%
8 9e+06 o o K02931.: large subunit ribosomal protein L5 O
i -~ K04043: molecular chaperone DnaK o 0% &
i 6e+06 B Eilﬁgﬁg d K10117: raffinose/stachyose/melibiose transp... s
S 0e+00 - WSS D O TN S PCo 1 (8.8%)



C3010: 51 Female White Cedars-Sinai | CD L3

I Alistipes putredinis

Taxonomy

M Bacteroides caccae
Sweets 1 0.75 M Bacteroides thetaiotaomicron
Fish . M Bacteroides uniformis
Shellfish - 'S M Bacteroides vulgatus ’\a
White meat - @ 0.50 I Parabacteroides distasonis ,’i
Red meat - (% I Eubacterium siraeum ©
Proc. meat A 0.95 M Faecalibacterium prausnitzii ~
Eggs 1 ' Subdoligranulum unclassified N
Starch - B Roseburia intestinalis Q
I Blank O
Whole grains - None 7+ days 0.00 M other a
Beans 1 Within 4-7 days
Vegetables A I Within 2-3 days |
Fruits 1 B Yesterday 1-2x 1.00 Alistipes shahii ’
Probiotic 1 M Yesterday 3x+ Alistipes finegoldii .
Dairy 1 § 0.751 I Bacteroides dorei PCo 1 (8.1%)
Ang#(;tl: g_ | Bactero!des thetaiotgomicron _
Viner B BecCrones s Transcrpts
DF'ntJIEiMEe 2 I Parabacteroides distasonis
Swelgt d;:ﬂkg i g 0.25 - H Odoribacter splanchnicus
' | Faecallbgc'gerlun] prausnitzii o
M Roseburia intestinalis S
|mmunosupp. ’ 0.00 L T T T T T T T T T T T T T T T . Other g
Chemo A ® ~
Antibiotics Imes S 1.00 N
Medication A 0 © 0.75 1 = obligate_anaerobe O
Hospitalized A Qo aerotolerant o
P S 0.50 M facultative_anaerobe
© 0.25 I unknown T
— 500 Q 0.00
&S 400 < - - -
T 3007 PCo 1 (14.2%
] . .£Y70
8 ]2_88 i 1.00 Pseudomonas phage Phi-S1 ( )
1 — Pseud hage PPpW-4 -
R EE————e e 0751 T e Proteins
d I unclassified Siphoviridae
20 - 2 0.50- ; . : .
o U " Apis mellifera filamentous virus 4. o
— 151 S Gokushovirus WZ-2015a —
@ 10+ 0.25 A Blueberry shock virus S
L 5 - Pepper mild mottle virus ™
ol e 000+ other S ] :
N—r o °
N .
n 1.04
‘® 0.9 K00950: 2—amino—4-hydroxy—6—hydroxymet... Q
— . . . Y O -
.8 62 < 7 [ Dysbiosis - Ft: e N ~ K01945: phosphoribosylamine——glycine ligas... a
h 0.7 e—\u _ A~ e——— . e L 0.010 1 N—— { K02078: acyl carrier protein .
5\ 0.6 - T~ - Eubiosis '%_ — - —— ~ K02358: elongation factor EF-Tu
oo 4 - - QO O = K02406: flagellin i °
S - K02961: small subunit ribosomal protein S17 ' ' ' ' '
> = K02968: small subunit ribosomal protein S20 PCo 1 (30.8%)
o)) S 0.001 4 — -~ K02970: small subunit ribosomal protein S21
% = — K03530: DNA-binding protein HU-beta Metabolites
) -~ K03979: GTP-binding protein
) — ———— M K19157: NO_NAME
% 1.00 1 T
8 1.5e+07 X
x 1.0e+07 Human K00262: glutamate dehydrogenase (NADP+) ... S
X 5.0e+06 M Filtered -~ K01006: pyruvate, orthophosphate dikinase [... ~
O Q K02357: elongation factor EF-Ts N
E Ooe+00 T T T T T T T T T T T T T T T q_) = K02358 elongation faCIOI’ EF_TU 8
= K03040: DNA-directed RNA polymerase sub...
%) —
T 1.5e+07 g 0.01 1 — ~ K04043: molecular chaperone DnaK O
O 1.0e+07 T ﬁ K04077: chaperonin GroEL -
@ Human -~ K10117: raffinose/stachyose/melibiose transp... 3
> 5.0e+06 WM Filtered : UNGROUPED . . .
E O'Oe+00 T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T PCO 1 (8'8%)



C3011: 37 Female White Cedars—-Sinai | UC 1.0 Alistipes shahii Taxonomy
Alistipes finegoldii
Sweets 1 0.7 I Bacteroides ovatus
Fish4{0 s - N %) B Bacteroides thetaiotaomicron i
Shellfish - -% Il Bacteroides uniformis @
White meat - ] @ 0.5 M Prevotella copri R
Red meat - %) Eubacterium rectale o
Proc. meat A 0.2 M Eubacterium eligens ~
Eggs A 1- . B Faecalibacterium prausnitzii N
Starch A B Roseburia intestinalis Q
Whole grains - None 7+ days 0.0 M other g -
Beans - W|th|n 4_7 dayS ' T T T T T T ™ TTT T T T T T T T T T T T T
Vegetables | Within 2-3 days
Fruits - I Yesterday 1-2x 1.00+ o ) 1
Probiotic - B Yesterday 3x+ éllsttlpes; Jlne?old:! . . .
- acteroides fragilis
Y'ggg%_ § 0.751 I Bacteroides ovatus PCo 1 (8.1%)
i = M Bacteroides uniformis
Alcohol o M Bacteroid Igat '
Water | G 0501 BB _des vulga_ us| Transcripts
Fruit juice QY acteroides xylanisolvens
: B Coccaibacterum preusnici
Sweet drlnks T T T T T T T T T T T T T T T l_ 0.25 I . Roseburla hominls ~
other 2
epe o
Immunosupp.{ | B 0.00 A unclassified N
Chemo i q) T T T T T T T LI T T T T T T T T T T T @/
Antibiotics - Ml Yes © 1.00 N
Medication{ [ NG B No ® 0.75 obligate_anaerobe S
Hospitalized A Q950 M aerotolerant o
L B e e e e e e LI s s s e sy o B facultative_anaerobe
500 - g 0.25 I unknown i
8 400 - < OOO T T T T T T LN I I | T T T T T T T T T T T T T
S 200, T 100- - PCO 1 (14.2%)
100 1
u -
- % 0.751 Erwinia phage vB EamM-Y2 Proteins
. N T7virus
_ %gg | > 0.50 1 Fox fecal picobirnavirus 4 o
< 7’5 4 S " Gokushovirus WZ-2015a
O 5 0.25 1 Tomato mosaic virus <
O 5.01 >
00 T T T T T T T T T T T T T T T T T T T OOO L ! ! ! ! ! ! ! ! ! ! ! ! ! ! ! ! ! ! ! S' l
~— ° o o
»n 1.0 0.10- N °
‘0 0.9 - K02078: acyl carrier protein 8 i
2 089 W - . ~ K02358: elongation factor EF-Tu a
L0717 >~ O T - - Dysbiosis S K02911: large subunit ribosomal protein L32 .
5\ 0.6 - - - Eubiosis = ~- K02913: large subunit ribosomal protein L33
o5 g' | K02914: large subunit ribosomal protein L34 i °
2 0.01- = . ~ K02968: small subunit ribosomal protein S20 ' ' ' ' '
- c v / K02970: small subunit ribosomal protein S21 PCo 1 (30.8%)
8’ IC—E -~ K04043: molecular chaperone DnaK
= K04077: chaperonin GroEL i
g -~ K04078: chaperonin GroES Metabolites
N K13993: HSP20 family protein
U) -
'% 2.0e+07 >
N
Z 1.5e+07 Human K00024: malate dehydrogenase [EC:1.1.1.37] o
1.0e+07 M Filtered -~ K00134: glyceraldehyde 3—-phosphate dehydr... N~
6 5.0e+06 0 K00262: glutamate dehydrogenase (NADP+) ... : ’
< 0.0e+00 c -~ K01610: phosphoenolpyruvate carboxykinase... o
Q ; g ! K01744: aspartate ammonia-lyase [EC:4.3.1... O
3 o ~- K02358: elongation factor EF-Tu Q|
< 1.5e+07 o \ K02863: large subunit ribosomal protein L1
&" 1.0e+07 Human ~ K04043: molecular chaperone DnaK .
< 5.0e+06 M Filtered — KO#D7 - shaperonin GroEL —
E ooe+tOOt — (o °9 O O OO OO N PCo 1 (8.8%)



C3012: 37 Female White Cedars—Sinai | CD L1

I Alistipes putredinis

Taxonomy

M Bacteroides caccae
Sweets A I Bacteroides ovatus
Fish n M Bacteroides uniformis
Shellfish - -g M Bacteroides vulgatus ’\a
White meat A @ M Odoribacter splanchnicus 2
Red meat - & | Eubacterium rectale o
Proc. meat A M Eubacterium siraeum ~
Eggs 1 M Faecalibacterium prausnitzii N
Starch 1 Subdoligranulum unclassified 8
Whole grains - None 7+ days M other t
Fruits - B Yesterday 1-2x o o
Probiotic - B Yesterday 3x+ [ | Al!st!pes putredinis ) . .
Dairv - Alistipes onderdonkii PCo 1 (8.1%
Yo u% i g B Bacteroides caccae 0 ( . 0)
Al gh |- = I Bacteroides ovatus
\xloto | g' B Bacteroides uniformis Transcripts
Eruit _a_ceer I 8 M Bacteroides vulgatus
Di ltJIde 1 c [ Eubacterium rectale
S 'et dr!nks i ] © 0.25 - B Eubacterium siraeum
weet drinks ——— — T T T T T = B Faecalibacterium prausnitzii —
M other S
immunosupp. | I 0.00- B unclassifd >
T T T T T T T T T T T T T T m
Chemo A ® ~
Antibiotics - M es © 1.00 N
Medication | ° © 0.751 obligate_anaerobe O
Hospitalized A D 550+ M aerotolerant o
T T T — T T T — T T — e B facultative_anaerobe
© 0.25 I unknown i
E 288: g 0'00 T T T T T T T T T T T T T T T T T
O
< 3001 PCo 1 (14.2%)
© ] - 2%
8 ]2_88 1.00 Podoviridae
L i 1 Lactococcus phage 936 sensu lato :
013 T —T— T T T B s — 0 0.75 Lactococcus phage jm3 Proteins
aQ 1] Gokushovirus WZ-2015a
201 S 0.50 1 I Bell pepper mottle virus 1. .
— 151 S Pepper mild mottle virus —
@ 10+ 0.25 A Tomato mosaic virus S
L 5 - Faeces—associated gemycircularvirus 8 ™
. ther N A
0 b 0'00 T T T T T T T T T T T T T T o H o
N—r o °
N .
n 1.04
‘0 0.9 - K02078: acyl carrier protein Q i
2 0.8 o W — ~ K02358: elongation factor EF-Tu 8
3 0.7 - ' Dysbiosis S 0.0104 ¢ & A K02563: UDP-N-acetylglucosamine--N-ac... .
> 0.6 - - - Eubiosis = =~ — ~- K02884: large subunit ribosomal protein L19
0O 0.5 EEEEEEE————————— % K02913: large subunit ribosomal protein L33 i °
O -~ : large subunit ribosomal protein
3 K02919: | bunit rib I in L36 ' ' ' ' '
c K02948: small subunit ribosomal protein S11 PCo 1 (30.8%)
C 0.001- ~ K02968: small subunit ribosomal protein S20
== —— K03088: RNA polymerase sigma-70 factor, E... Metabolites
—~ T -~ K09013: Fe-S cluster assembly ATP-binding...
K12343: 3—oxo-5-alpha-steroid 4—-dehydrog... . T oo
1 B e
100- ? o°m<>00§ 5)08:00 o%o%@&o > oo
’/. o \ oocc::d) o o ® OOO ocoo
H K00024: malate dehydrogenase [EC:1.1.1.37] °o %@%& ogmo;ﬂ% Y S8 8 T, B0
uman -~ K00262: glutamate dehydrogenase (NADP+) ... S RS AACIPS - RIS
M Filtered , = 5 g
o K01610: phosphoenolpyruvate carboxykinase... ~ o BEE LT W T
< ~- K01805: xylose isomerase [EC:5.3.1.5] o o g 2350 % et .,
o K02358: elongation factor EF-Tu O e e g e0e
% 1.2e+07 O 0.01 *\ ﬁ\'\. -~ K02884: large subunit ribosomal protein L19 o 2 000 8 o 50900 gf ’
) — ~ / . ° o s ° 0 0, o ©
© 9 0e+06 o — K04043: molecular chaperone DnaK ° 5 e
2 6 0e+06 Human — ~ K04077: chaperonin GroEL . X(.
< 3-09 06 M Filtered A\/\ K15633: 2,3-bisphosphoglycerate-independ... °
Ue+ ¢ -~ UNGROUPED ' ' '
S 0.0e+00 PCo 1 (8.8%)



C3013: 26 Female White Cedars-Sinai | UC 1.00 B Bacteroides caccae Taxonomy
Bacteroides dorei
Sweets {HIIN I . 0.75 I Bacteroides ovatus
Fish . M Bacteroides uniformis i
Shellfish - [ ] S B Prevotella copri <
White meat - @ 0.50 Eubacterium rectale R
Red meat - (% M Faecalibacterium prausnitzii ©
Proc. meat 0.25 Subdoligranulum unclassified ~
Eggs - ' B Oscillibacter unclassified N
Starch ¥ Blank B Akkermansia muciniphila 8
Whole grains - None 7+ days 0.00 M other a
Beans 1 Within 4-7 days
Vegetables 4 Within 2-3 days 1,00
Pruits 1 B Yesterday 1-2x ' M Bacteroides caccae I : : :
PI‘OtE))IO_tIC M Yesterday 3x+ Bacteroides fragilis 0
Y alr){ | S 0.751 M Bacteroides uniformis PCo 1 (8.1%)
AIOQ#rI i = [l Parabacteroides distasonis
\;:VO to 2 M Prevotella copri Transcripts
Eruit valer S 0501 Eubacterium rectale
D'rLt“dJl'JIEe c M Faecalibacterium prausnitzii
S 'et dr!nks © 0.25 - B Akkermansia muciniphila
WEEL arinks = B Haemophilus parainfluenzae -
M other S
Immunosupp. 0.00 | unclassified g
Chemo H ~
Yes Q
Antibiotics No 2 1.001 ‘; .
Medication M Blank © 0.75 1 — obligate_anaerobe O
Hospitalized L 0.50- aerotolerant o
P S B facultative_anaerobe
© 0.25 I unknown 1
= 500 Q 0.00
O 400 - < T T T
T 3001 PCo 1 (14.2%
] g .£Y70
8 %88 i 1.00 unclassified Myoviridae ( )
LL T 1 Bacillus virus B103 :
T e e T L e s e e 8 0.75 unclassified C2likevirus Proteins
Siphoviridae
- N
— %gg . > 0.50 1 Lactococcus phage 50101 4. .
< 7'5 i = Lactococcus phage 936 sensu lato —
O 0. 0.25 A Gokushovirus WZ-2015a S
8 2'5 i Pepper mild mottle virus ™
. i N A
0-0 b 0'00 T T T T T T T T T T T T T T T T T T T T Other \F_'/ o o
o 1.0 0.100 A1 N °
‘w 0.9 // K00057: glycerol-3—phosphate dehydrogena... 8 i
2 0.8 o ’ A ~ K02111: F-type H+-transporting ATPase sub...
. o
2 0.7 - - Dysbiosis S ~ K02358: elongation factor EF-Tu .
> 0.6 - - - Eubiosis = ~- K02874: large subunit ribosomal protein L14
0 0.5 ISESES————————————. g' K02879: large subunit ribosomal protein L17 i °
S - - - K02886: large subunit ribosomal protein L2 ' ' ' ' '
> c K02902: large subunit ribosomal protein L28 PCo 1 (30-8%)
o @ 0.001 - ~ K02914: large subunit ribosomal protein L34
% = K03522: electron transfer flavoprotein alpha s... Metabolites
5 -~ K04069: pyruvate formate lyase activating en...
N K09458: 3—oxoacyl-[acyl-carrier—protein] sy... . T s
5 1.00 y R FE
(.U 4e+07 T . :—/-‘ O\o ogsjzm%w;igc g @ %g:cbi;@o&;o ) o [}
O 3e+07 A Y K00024: malate dehydrogenase [EC:1.1.1.37] o o o o, P %0 o 5 oo
X 2e+07 - 0 F.‘Ijtmaré - K00134: glyceraldehyde 3-phosphate dehydr... N | Cevearof g B oot gt 4
X 1e+07- L - . nere 0 K00262: glutamate dehydrogenase (NADP+) ... o~ . :’@%gig“ B e T
(29 Oe-+00 1= e . - f= ~- K01006: pyruvate, orthophosphate dikinase [... o R T 0 AT A
T T T T T T T T—T—T— T [ K01610: phosphoenolpyruvate carboxykinase... &) s S%g‘;ooco fo0 <§%OO§ .
% © 0.011 e - ~- K01805: xylose isomerase [EC:5.3.1.5] o o "%ae 8 g e g%
] o &_ K01812: glucuronate isomerase [EC:5.3.1.12] A N
8:-’ 2e+07 ~ Human e ~ K02358: eIongation factor EF-Tu 0%
x 164071 M Filtered J — KO#D7 - shaperonin GroEL . —
S oe+0o L = = PCo 1 (8.8%)



C3015: 50 Female White Cedars—Sinai | UC 1.00 B Bacteroides caccae Taxonomy
Bacteroides dorei
Sweets - NG 0.75 M Bacteroides ovatus
Fish N M Bacteroides thetaiotaomicron i
Shellfish I -g M Bacteroides uniformis @
White meat I @ 0.50 I Parabacteroides distasonis ,CL
Red meat (% I Faecalibacterium prausnitzii ©
Proc. meat ] 0.25 Subdoligranulum unclassified ~
Eggs ' B Ruminococcus torques N
Starch ¥ Blank Il Ruminococcus obeum 8
Whole grains None 7+ days 0.00 M other a
Beans Within 4-7 days '
Vegetables | Within 2-3 days 1.004
Fruits I Yesterday 1-2x ' M Bacteroides caccae 1
Probiotic I Yesterday 3x+ Bacteroides dorei ' ' 0 '
YDalr); § 0.751 I Bacteroides ovatus PCo 1 (8.1%)
AIOQ#rI = M Bacteroides thetaiotaomicron
V(ilo to 2 M Bacteroides uniformis Transcripts
Fruit 'a'ceer S 0.50 A I Bacteroides vulgatus
Di ltjldjrgrllk c I Bacteroides xylanisolvens
S 'et q ; kS © 0.25 - I Parabacteroides distasonis
Wee rln S T T T T T T T T T T T T T T T T T T T T T T T T l_ ' . RumInOCOCCUS Obeum o
Escherichia coli X ]
|mmunosupp. ’ O.OO L T T T T T T T T T T T T T T T T T T T T T T T T . Other g
Chemo A ® =
Antibiotics A No © 1.00 ‘; .
Medication A © 0.75 = obligate_anaerobe O
Hospitalized L 0.50 aerotolerant o
P —T—T—T—T—T T T T T T T T T T T T T T T T T T e B facultative_anaerobe
© 0.25 I unknown 1
— 500 Q 0.00
8 400 - < T T T T T T T T T T T T T T T T T T T T T T T T T T T
D 100 A Pseudomonas phage PPpW-4 _
L "0 . . 0.75 - Lactobacillus phage LL-H Proteins
T T T T T T T T T T T T T T T T T T T T T T T T 8 unclassrﬁed S|ph0v|r|dae
12.5 - 2 0.50- Il Gokushovirus WZ-2015a |
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"l unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Yersinia virus D1
Pseudomonas phage UNO-SLW1
Gokushovirus WZ-2015a
! Cucumber green mottle mosaic virus
[ Pepper mild mottle virus
Tobacco mild green mosaic virus
Tomato mosaic virus
Pepino mosaic virus
other

1.00 1

0.01 1

Proteins

K01951:
~ K02078:
K02886:
- K02926:
K02948:
-~ K02968:
K03088:
~ K03797:
K04069:
~- K04078:
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Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)
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T T T T T T T T T T T T T T T T T T T T T T T . facultatlve_anaerObe
500 I unknown
3 o "
© | PCo 1 (14.2%
§ 32-88 T7virus ( )
L 1 Pseudomonas phage PPpW-4 -
o ) Streptococcus phage YMC-2011 Proteins
aQ I Gyrovirus Tu243
20 S 0.50 | Gokushovirus Wz-2015a 1 :
— 157 S Pepper mild mottle virus .
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Immunosupp. - 0.00 - [ unclassified N
Chemo A ) e
Antibiotics A No 2 1.00 ‘3 i
Medication 1 © 0.75 = obligate_anaerobe O
italizad - Q aerotolerant o
Hospitalized ————r—r—T—T——TT—rr—Tr—r—r—T 8 0.50 M facultative_anaerobe
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I Alistipes putredinis

Taxonomy
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M Bacteroides thetaiotaomicron
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Shellfish - S [ Bacteroides massiliensis <
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LL Klebsiella phage KPV15 i
n 0.751 Klebsiella phage vB KpnM KpVv477 Proteins
! @ I Pseudomonas phage PPpW-4
20 %) ;
15 > 0.501 I Gokushovirus WZ-2015a 1° °
- < Bell pepper mottle virus
% 10 = 0.25 - Pepper mild mottle virus <
51 Tomato mosaic virus ™
./'\'—.—./'_'\/\'/.\'_'_'_' . (\i -
O i T T T T T T T T T T T T T T T O'OO h Other H
T T T T T T T T T T T T T T T ~— ] ° o
n 1.01 (; .
2 8 g _____________________________________ K02342: DNA polymerase IIl subunit epsilon [... O -
a /\*—V' ——— - inai //\' » - K02428: XTP/dITP dl_phosphohydrolas_e [EC:... o
n 071 T T T~ o _____ . [E)zz?cl)glssls S 0.010- N VAN K02914: large subunit ribosomal protein L34 °
5” 0.6 - =R N\ / -~ K02968: small subunit ribosomal protein S20 .
o6 o+ - - 2 \\ K02988: small subunit ribosomal protein S5 , , , , —
) -~ K03073: preprotein translocase subunit SecE
> 2 K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30-8%)
2 © 0.001 1 ~ K04069: pyruvate formate lyase activating en...
) . .
S = K04078: chaperonin GroES Metabolites
o — v -~ K11717: cysteine desulfurase / selenocystein...
n r—”"\\;j:: K12343: 3—oxo-5-alpha-steroid 4-dehydrog...
U) T T T T T T T T T T T T ]
© —~
@ 2.0e+07 A Q
S:J 1.5e+07 1 Human g
x 1.0e+071 M Filtered =
(9 5.0e+06 - 0 N
s 0.0e+00 1 . < o
%) 2 8
g o _
S 1e+07 1 o
e Human 5
> 5€e+06 - M Filtered : — :
E Oe+00- T T T T T T T T T T T T T T T PCO 1 (8'8%)



C3029: 32 Male White Cedars—Sinai | UC 1.00 W Alistipes putredinis Taxonomy
Bacteroides fragilis
Sweets 1 0.75 1 I Bacteroides ovatus
Fish A n [ Eubacterium rectale i
Shellfish - -g M Faecalibacterium prausnitzii <
White meat A @ 0.501 Subdoligranulum unclassified =
Red meat - (% B Roseburia intestinalis o)
Proc. meat - 0.95 Roseburia hominis 7
Eggs - . B Oscillibacter unclassified N
Starch - B Akkermansia muciniphila 8
Whole grains - None 7+ days 0.00 - M other a
Beans - Within 4-7 days . r —
Vegetables - I Within 2-3 days
Fruits - B Yesterday 1-2x i
Probiotic - B Yesterday 3x+
Dairy A c
Yogurt 1 o
Alcohol 1 B
Water - 5
Fruit juice - ) .
Diet drinks 1 = o
Sweet drinks 1 = £
;\3' T et w8 Ao
o0 . % % & o0 el % S
Immunosupp. g . °° PRI TERTR | KL
Chemo - ® Sl I IR ‘%%;o
Antibiotics - Ml Yes © 1.00- g . s 5
Medication A No © 0.751 obligate_anaerobe O
Hospitalized 1 2 0.50 M aerotolerant o
T T T T T T T T . . . . . . S M facultative_anaerobe
500 g 0.251 I unknown i
8 400 - < O.OO ! ! ! ! ! ! ! ! ! ! ! ! ! ! T T T
§ 288_ 1.00 - PCo1l (14.2%)
¢ 1004 ™/ T7virus :
I e —— 0 0-797 Gyrovirus Tu243 Proteins
o Gokushovirus WZ-2015a
12.51 > 0.50 1 I Paprika mild mottle virus . o
< 10.01 S 1 Pepper mild mottle virus -
8 gg 0.25 1 Tobacco mosaic virus L
n 2.5 1 /—\’_'_\_’\/'\\_/ 0.00 A1 " 2 l c
0_0 = T T T T T T T T T T T T T T ) T T T T T T T T T T T T T T \F_L o ° o
0 1.0 < o
‘» 0.9 O A
Q08 TS 7 . al
-8 0.7 - - - Dysbiosis g o
>~064 "~ TTTTTTTTTTTTTTTTTTTTTTT - - Eubiosis S
D 0:5 i T T T T T T T T T T T T T T .% i -
o
. @ PCo 1 (30.8%)
=2 s
% = Metabolites
o) . )
U') o ° &
J ° I ‘fe «  op
% 2.0e+07 1.00 - —— @ Pt o°°§§>: °° ;O 99 %?@i: $ %
8 1.5e+07 K00134: glyceraldehyde 3—phosphate dehydr... > ’
X 1.0e+07 Human ~ K01006: pyruvate, orthophosphate dikinase [... N
X 5 0e+06 M Filtered " K01812: glucuronate isomerase [EC:5.3.1.12] : 1
Q c ~ K01813: L-rhamnose isomerase [EC:5.3.1.14] o
= 0.0e+ 00t —F—FF——— L Q K02886: large subunit ribosomal protein L2 O
%) O 0.01+ ~ K03737: pyruvate—ferredoxin/flavodoxin oxido... o
s o K04043: molecular chaperone DnaK
& -~ K04077: chaperonin GroEL
Pl
|_
=

K12257: SecD/SecF fusion protein
/ \ ~ UNGROUPED ' ' '
_—\ PCo 1 (8.8%)



C3030: 44 Male White Cedars—Sinai | CD L2

B Bacteroides caccae

Taxonomy

Bacteroides fragilis
Sweets A I Bacteroides ovatus
Fish @ M Bacteroides uniformis
Shellfish - ‘G M Bacteroides vulgatus ’\a
White meat A o} I Bacteroides xylanisolvens 2
Red meat - %) M Prevotella copri o
Proc. meat A [ Eubacterium rectale ~
Eggs 1 B Faecalibacterium prausnitzii N
Starch A I Escherichia coli 8
Whole grains - None 7+ days M other t
Beans - Within 4-7 days
Vegetables | Within 2-3 days
Fruits - B Yesterday 1-2x 1.00 - _ N i
Probiotic - B Yesterday 3x+ Bacteroides fragilis . . .
Dairy - I Bacteroides ovatus - PCo 1 (8.1%)
Y - S 0.751 M Bacteroides uniformis .
A|((3)g|‘l:(;| i 43_ [ Bacteroic!es xylanisolvens _
Water - = " Eubacterium rectale Transcripts
Eruit ivice 3 H Faecallbgicterlum prausnitzii
Di tdf"nk 1 c M Roseburia intestinalis
S 'et q : kS i © [l Lachnospiraceae bacterium 5 1 63FAA
weet drinks = 1| Escherichia coli .
M other S
Immunosupp. - [ unclassified N
Chemo A ® 2
Antibiotics - M es © N
Medication - ° @ - obligate_anaerobe O
italized - Q aerotolerant o
Hospitalized T T T T T T T T T T T T e M facultative_anaerobe
500 g I unknown 1
&S 400 < - - -
T 3001 PCo 1 (14.2%)
'S} b .
®100{ _—" .
LL
01 T T T T T T T T T T T n Erwinia phage vB EamM-Y2 Proteins
3 Cronobacter phage vB CsaP GAP52
201 > Siphoviridae 4. .
— 157 S [l Pepper mild mottle virus -
@ 10- I Tobacco mosaic virus S
T %
N
=t .
0 N ’
) K01755: argininosuccinate lyase [EC:4.3.2.1] 8
8 o ~ K01770: 2—C-methyl-D—erythritol 2,4—cyclo... a
2 - - Dysbiosis S 1e-02 K02078: acyl carrier protein
> - - Eubiosis S ~ K02111: F-type H+-transporting ATPase sub...
o g' K02428: XTP/dITP diphosphohydrolase [EC....
Q 1e-03 ~- K02968: small subunit ribosomal protein S20 ' ' '
c K04078: chaperonin GroES PCo 1 (30.8%)
© -~ K05601: hydroxylamine reductase [EC:1.7.99...
= K08289: phosphoribosylglycinamide formyltra... Metabolites
1e-04+ ~ K18841: NO_NAME
K18922: NO_NAME * ﬂ
0 - S gte Seltign oE
-(% 2.0e+07 1.00+ ) /\é\ 8 a0 ° 8 &05’?:0: °° ; WS e’ 85
5 & ° °. 3 °
0 1.5e+07 K00262: glutamate dehydrogenase (NADP+) ... o) %@gg 2SR, W5, g G, Feooe
X 1.0e+07 Human ~ K01869: leucyl-tRNA synthetase [EC:6.1.1.4] N | vented a8 et st f
35 5:0e+06 W Filtered " K02358: elongation factor EF-Tu et IR T ¢ 4 P
< 0.0e+00 < ~- K02988: small subunit ribosomal protein S5 o . 6% S, °° 2,5;000@} .
Q K02994: small subunit ribosomal protein S8 &) ° %8 %g‘;,oo°° “fogo WG o0 )
8 2.0e+07 © 0.01 - / ~ K04077: chaperonin GroEL o e 8 g oo B
© 1.5e+07 o K10117: raffinose/stachyose/melibiose transp... ° %0 0 ceetof
& 1.0e+07 Human / ~ K10192: oligogalacturonide transport system ... oo @
< M Filtered —— K10540: methyl-galactoside transport syste... °
> ©.0e+06 . '~ UNGROUPED ' ' '
S 0.0e+001  —4— =& =™ - — PCo 1 (8.8%)



Sweets 1

Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs -

Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol A
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

C3031: NA Female White Cedars—-Sinai | CD

None 7+ days

Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

Immunosupp. -
Chemo A
Antibiotics A
Medication o
Hospitalized A

B Yes
No

o
1

— - - - Dysbiosis
------------------------------------- - - Eubiosis

Dysbiosis
coocoor
U1~ 00 ©

Serology

Human
M Filtered

MGX Reads
o U1 -

D D D

+ + +

O O O

o O

Proteins

X 5.0e+06

Human
B Filtered

I

|_
S 0.0e+00

Transcription

Species
o
a
o

0.00

1.00 1

Transcription
o
a
o

0.00 1

0.75
0.50
0.25
0.00

Aerotolerance

1.00 1

0.75 1

Iruses

Vv

0.25 1

0.00 1

0.100 1

0.001

1.00

0.50 1

B Bacteroides caccae

¥ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

B Parabacteroides merdae

[ Eubacterium rectale

M Eubacterium siraeum

B Faecalibacterium prausnitzii

B Akkermansia muciniphila
C2likevirus unclassified

B other

B Bacteroides caccae

[ Bacteroides dorei

¥ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

B Parabacteroides merdae

M Faecalibacterium prausnitzii
B Akkermansia muciniphila
B Haemophilus parainfluenzae
B other

[ unclassified

obligate_anaerobe
M aerotolerant
M facultative_anaerobe
M unknown

Streptococcus phage Alg132
Lactococcus phage 936 sensu lato
Streptococcus phage CHPC1151
[l unclassified Siphoviridae
I Gokushovirus WZ-2015a
Bell pepper mottle virus
Pepper mild mottle virus
Tobacco mild green mosaic virus
Tomato mosaic virus
I other

K00057: glycerol-3—phosphate dehydrogena...
-~ K00942: guanylate kinase [EC:2.7.4.8]
K01714: 4-hydroxy—tetrahydrodipicolinate sy...
-~ K01951: GMP synthase (glutamine—hydrolysi...
K02078: acyl carrier protein
~- K02914: large subunit ribosomal protein L34
K02956: small subunit ribosomal protein S15
~ K03088: RNA polymerase sigma-70 factor, E...
K03217: YidC/Oxal family membrane protein...
-~ K04069: pyruvate formate lyase activating en...
K04078: chaperonin GroES

Taxonomy

PCo 2 (6.7%)

PCo 2 (9.2%)

PCo 1 (14.2%)

Proteins

PCo 2 (12.3%)

PCo 1 (30.8%)

Metabolites

PCo 2 (7.0%)

PCo 1 (8.8%)



C3032: 42 Female White Cedars—-Sinai | UC W Alistipes putredinis Taxonomy
Alistipes onderdonkii
Sweets - ] I Bacteroides ovatus
Fish N M Bacteroides uniformis i
Shellfish - -% I Bacteroides massiliensis @
White meat - Q I Parabacteroides merdae =
Red meat - (% I Eubacterium siraeum ©
Proc. meat A M Faecalibacterium prausnitzii ~
Eggs 1 B Ruminococcus bromii N
Starch 1 B Akkermansia muciniphila 8
Whole grains - None 7+ days M other 5
Beans - Within 4-7 days
Vegetables - | Within 2-3 days
Fruits - B Yesterday 1-2x o )
Probiotic - B Yesterday 3x+ Alistipes onderdonkii
Dairy - Alistipes shahii
Yogurt- S Alistipes finegoldii
Alcohol 1= [ | Bacteroides ovatus
Water - = M Bacteroides uniformis
Fruit juice 8 [ | Bactero!des vulgafu_Js .
Diet drinks - c I Bacteroides massiliensis
Sweet drinks - © 0.25 - [ Parabacteroides distasonis
= v B Faecalibacterium prausnitzii —
M other 9
Immunosupp. - oo = unclassified g
Chemo A 2z
Yes <)
Antibiotics - o NoO 2 1.00 g :
Medication A M Blank © 0.75 obligate_anaerobe O
Hospitalized - D g50- [ | aerotolerant o
o B facultative_anaerobe
© 0.25- I unknown 1
5 5 2oool .
O T T T
T 3001 1.00- _ PCo 1 (14.2%)
8 32-88 (E;elll(perr])per endornavirus
L 1 okushovirus WZ-2015a -
o n 0.751 Cucumber leaf spot virus Proteins
125 - aQ [ Pepper mild mottle virus
— 100- > 0.50 1 I Tobacco mild green mosaic virus 4. o
< 7'5 i = Tomato mosaic virus —
8 5'0 i 0.25 A Tropical soda apple mosaic virus XX
N 25 Human smacovirus 1 ™
00 i T T T T T T T T T T T T T T T T T OOO L ! ! T Other \(;l'_/ ) °
»n 1.0 N .
‘v 0.9 K02078: acyl carrier protein 8 ]
0K - ~ K02358: elongation factor EF-Tu g
207 — ——  ~Dysbiosis S K02911: large subunit ribosomal protein L32 o
> 0.6 - - - Eubiosis = ~- K02914: large subunit ribosomal protein L34
0 05- -7 r—7r—T—T—7T—7T—7—7 E— K02946: small subunit ribosomal protein S10 ° °
2 001 ~ K02968: small subunit ribosomal protein S20 ' ' ' ' '
> c v K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
= © ~ K04078: chaperonin GroES
° = K04480: methanol-—-5-hydroxybenzimidazo... Metabolites
o - K13993: HSP20 family protein
N K14081: methanol corrinoid protein L% e e
N i Le oo % co. %“Om oo °g
® 2.0e+07 1 1.001 — — . S| smemsrdalol o ‘%i $ %
O 1.5e+07 A H K00239: succinate dehydrogenase / fumarate... > B eosa, 7% %, 08 8 %, Sese o
1.0e+07 1 B Filljtg]rzr& ~ K00262: glutamate dehydrogenase (NADP+) ... ~ | 002,2%;%‘;}0%‘90% L RESE Lo RO
O 5.0e+06 A 0 K00625: phosphate acetyltransferase [EC:2.3... o~ - :’% SO P
s 0.0e+00 - £ -~ K01006: pyruvate, orthophosphate dikinase [... o ~ s %'; °§,o%o 3. .
C ' 2 K/\‘ — — K01812: glucuronate isomerase [EC:5.3.1.12] O R R A
£ 1.0e+07 - S 0.01- N — /7 ~ K02358: elongation factor EF~Tu o ERA IS S
@ 7.5e+06 - o '\ Vo ¢ K04043: molecular chaperone DnaK e %0 o Taete %
8:" 5.0e+06 - Human \/ > ~ K10112: multiple sugar transport system ATP... oo @
> ' B Filtered K10540: methyl-galactoside transport syste... °
S 2.5e+06 1 ~ UNGROUPED ' ' '
s 0.0e+tO0 - —m—mv—v—"v—-—T—Tv-T""T"-cT—"F"tT——T—T—T—"T— EEEEE————————— PCo 1 (8.8%)



Sweets

Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs 1

Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -
Probiotic 1
Dairy -
Yogurt A
Alcohol 1
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

C3034: 36 Female White Cedars—-Sinai | UC

FecalCal
PNWHO
eoleololole)

eleolololole)

UIoONOOO owviouiowu
1

COO0O00r ONONON

Dysbiosis

Serology

1.5e+07 -
1.0e+07 -
5.0e+06 1
0.0e+00

1.5e+07 1
1.0e+07
5.0e+06 1

MTX Reads MGX Reads

0.0e+00

None 7+ days

Within 4-7 days
| Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

B Yes
No

- - Dysbiosis
- - Eubiosis

Human
M Filtered

Human
B Filtered

Transcription

1.00

Species
o
al
o

0.50 1

Transcription

0.251

0.00 1

1.00
0.75

0.50
0.25
0.00

Aerotolerance

1.00 1
0.751

0.50 1

Iruses

\Y

0.251

0.00 1

0.010 1

0.001 1

B Bacteroides caccae

[ Bacteroides ovatus

M Bacteroides thetaiotaomicron
M Bacteroides vulgatus

B Parabacteroides merdae

[ Parabacteroides distasonis
B Eubacterium eligens

M Faecalibacterium prausnitzii
B Roseburia intestinalis

[ Haemophilus parainfluenzae
M other

Alistipes onderdonkii
B Bacteroides caccae
[ Bacteroides dorei
¥ Bacteroides ovatus
B Bacteroides uniformis
M Bacteroides vulgatus
[ Parabacteroides distasonis
M Faecalibacterium prausnitzii
B Roseburia intestinalis
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Lactococcus phage bIL67
Salmonella phage IME207
unclassified Siphoviridae

[ Bell pepper mottle virus

[ Cucumber green mottle mosaic virus
Pepper mild mottle virus
Tomato mosaic virus
Tomato mottle mosaic virus
other

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

1.00 1

0.01 1

Proteins

e DO( 0 -0

K00560:
~ K00768:
K01057:
- K02078:
K02358:
-~ K02952:
K02965:
~ K02968:
K03088:
~- K06199:
K12343:

K00134:
-~ K00262:
K00831:
~- K01006:
K01804:
~ K02027:
K02358:
~ K10117:
K10540:

thymidylate synthase [EC:2.1.1.45]

nicotinate—nucleotide——dimethylben...
6—phosphogluconolactonase [EC:3....

acyl carrier protein

elongation factor EF-Tu

small subunit ribosomal protein S13
small subunit ribosomal protein S19
small subunit ribosomal protein S20

RNA polymerase sigma-70 factor, E...

CrcB protein

3-oxo—5-alpha-steroid 4-dehydrog...

glyceraldehyde 3—phosphate dehydr...
glutamate dehydrogenase (NADP+) ...
phosphoserine aminotransferase [E...
pyruvate, orthophosphate dikinase [...

L-arabinose isomerase [EC:5.3.1.4]

multiple sugar transport system sub...

elongation factor EF-Tu

raffinose/stachyose/melibiose transp...

methyl-galactoside transport syste...

-~ UNGROUPED

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



Sweets 1

Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs -

Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol A
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

Immunosupp. -
Chemo A
Antibiotics A
Medication o
Hospitalized A

HB
ocnbmd FecalCal

C3035: 62 Male White Cedars—Sinai | CD L3

T S

O ~N®©OO
1

Dysbiosis
OCQOO0OO0OO0Or

>
>

o
O
S
@,
0p)

N 2.0e+07 A
1.5e+07 1
1.0e+07 A
5.0e+06 1

0.0e+00 -

MTX Read

7 Blank
None 7+ days

Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

No
I Blank

- - Dysbiosis
- - Eubiosis

Human
M Filtered

Human
B Filtered

Species

o o =

al ~ o

o ol S
1 1 1

Transcription

Aerotolerance

Iruses

Vv

Transcription

e

._‘“"\// v —— .‘\

Proteins

B Bacteroides caccae
[ Bacteroides dorei
Bacteroides fragilis
¥ Bacteroides ovatus
B Bacteroides uniformis
M Bacteroides vulgatus
[ Eubacterium rectale
M Eubacterium eligens
M Faecalibacterium prausnitzii
Roseburia hominis
B other

B Bacteroides caccae

¥ Bacteroides ovatus

M Bacteroides uniformis

M Bacteroides vulgatus

M Bacteroides xylanisolvens
[ Parabacteroides distasonis
[ Eubacterium rectale

M Eubacterium eligens

B Faecalibacterium prausnitzii
M other

[ unclassified

obligate_anaerobe
M aerotolerant
M facultative_anaerobe
M unknown

Pseudomonas phage UNO-SLW1

Podoviridae
Sfillvirus

[ Siphoviridae

[ Gokushovirus WZ-2015a
Melon necrotic spot virus
Pepper mild mottle virus
Tomato mosaic virus
other

K01834: 2,3-bisphosphoglycerate—depende...
-~ K01881.: prolyl-tRNA synthetase [EC:6.1.1.15]

K02078: acyl carrier protein

-~ K02911: large subunit ribosomal protein L32
K02931: large subunit ribosomal protein L5

~ K02954: small subunit ribosomal protein S14
K02956: small subunit ribosomal protein S15

~ K02996: small subunit ribosomal protein S9
K03088: RNA polymerase sigma-70 factor, E...

~ K07114: NO_NAME
K18220: NO_NAME

Taxonomy

PCo 2 (6.7%)

PCo 2 (9.2%)

PCo 1 (14.2%)

Proteins

PCo 2 (12.3%)

PCo 1 (30.8%)

Metabolites

PCo 2 (7.0%)

PCo 1 (8.8%)



] . Coia 1.00 -
C3037: 46 Female White Cedars-Sinai | UC 00 B Bacteroides caccae Taxonomy
I Bacteroides ovatus
Fish - n M Bacteroides uniformis i
Shellfish - -% M Bacteroides vulgatus <
White meat - @ 0.507 I Parabacteroides distasonis &
Red meat 1 & "] Eubacterium rectale o
Proc. meat A 0.25 M Eubacterium eligens NS T
Eggs - ' B Faecalibacterium prausnitzii
Starch A M Oscillibacter unclassified 8
o g s e 000- ot <
Fruits - B Yesterday 1-2x 1.00 ‘ |
Probiotic - . Yes[erday 3x+ . Bactero!des cacc_ae
Dairy - ["] Bacteroides dorei
v %_ S 0.751 I Bacteroides ovatus
AIOQ# I = M Bacteroides thetaiotaomicron
V?/Oto 1 2 M Bacteroides uniformis
Fruit vater- 3 0.50 1 M Bacteroides vulgatus
D'”E“djwie ] c I Parabacteroides distasonis
S Iet dr!nks j © 0.25 - M Faecalibacterium prausnitzii
weet drinks = ° I Ruminococcus obeum —
M other L
Immunosupp. 1 0.00 - " unclassified N
’ T T (o))
Chemo A 2z
)
Antibiotics - .mes © 1.00+ g !
Medication A ° © 0.75 1 obligate_anaerobe O
Hospitalized - L 0.50- M aerotolerant o
— T T T T T T T T T T T T T T S M facultative_anaerobe i
O 0.25- I unknown
o 2 0.00 A
© < ) T T T T T
= 100 | PCo 1 (14.2%)
8 ' Pseudomonas phage phil5
LL Pseudomonas phage philBB-PF7A Protein
n 0.75 Pseudomonas phage PPpW-4 oteins
12.5 - aQ 0.50 = unclassified Siphoviridae
— 10.0- o U.oUT Gokushovirus WZ-2015a 1- °
6 7.5 - = Paprika mild mottle virus —_
O 5.0 0.25 - Pepper mild mottle virus §
N 2.5- Tomato mosaic virus ™
0'0 L T T _I/:\I T T T T T T T T T T T T 0'00 h Other S' i
N .
0 107 0.100
2 8-2 . K00850: 6-phosphofructokinase 1 [EC:2.7.1.... 3 .
5 Y.07 _. P =— -~ K01810: glucose—-6-phosphate isomerase [E... o
—
3 0.7 . Dysbiosis c N K01940: argininosuccinate synthase [EC:6.3.... .
> 0.6 - Eubiosis o _ ; ;
A~ Z 0.010- ~- K02078: acyl carrier protein _ . .
T LA S = K02914: large subunit ribosomal protein L34 . . . . .
&) ~ K02968: small subunit ribosomal protein S20
> 2 K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30-8%)
g © —_——~ . ~ K03322: manganese transport protein ]
° F 0.0011 K03797: carboxyl-terminal processing protea... Metabolites
D -~ K18220: NO_NAME
O _
0p) - —- — K19157: NO_NAME
(V)] -
3 2.0e+07 - <
()] -
o 1.5e+07 Human N
1.0e+07 BEi ~
P ilttered ~ -
0) 5.0e+06 A 0 N
S 0.0e+00 1 : £ S
O
£ 12500000 - ‘é‘ o
@ 10000000 - o
& 7500000 T Human
< 2288888: M Filtered : : :
E O- T T T T T T T T T T T T T T T T T PCO 1 (8'8%)



E5001: 8 Female More than one race Emory | CD L3+L4

¥ Bacteroides ovatus

Taxonomy

M Bacteroides vulgatus
Sweets - [ Parabacteroides distasonis
Fish 1 0 [ Eubacterium rectale i
Shellfish - -% M Faecalibacterium prausnitzii @
White meat A O M Roseburia intestinalis =
Red meat 1 %) Roseburia hominis <
Proc. meat M Roseburia inulinivorans ~
Eggs - M Haemophilus parainfluenzae N
Starch 1 C2likevirus unclassified 8
Whole grains - None 7+ days M other o
Beans - Within 4-7 days
Vegetables | Within 2-3 days
Fruits - B Yesterday 1-2x _
Probiotic - B Yesterday 3x+ H Bacteroides ovatus
Dairy - [ ] Bactero!des uniformis
Yoqurt 5 M Bacteroides vulgatus
gur = M Bacteroides xylanisolvens
Alcohol A = Xylan .
Water - = || Parabacteroides distasonis
Fruit juice - 8 [ | Eubact_erlum rectale o
Diet drinks - c [ | Faecallbacterlum prausnitzii
Sweet drinks - © M Roseburia intestinalis
= Escherichia coli ]
M other L
|mmunosupp_ . . unclassified N
o
(?hemo 1 B ves © :\T
Antibiotics - No e o |
Medication A M Blank © obligate_anaerobe @)
Hospitalized A Q M aerotolerant a®
£ M facultative_anaerobe |
500 % I unknown
3 o : E————.
= . 0
§ 288 PCo 1 (14.2%)
w oL @@ @000  0.75- Proteins
Q T7virus
20 - 5 0.50- unclassified Siphoviridae 1- .
— 157 = Pepper mild mottle virus —_
2 10- 0.25 S
5 T '—0\'_'\‘/'; - - - - OQ
0 L T T T T T T T T T T T T T T T OIOO L T T T T T T T T T T T T T T T S' | o
N—r o o
n 1.0 (; ’
9 0941 K02078: acyl carrier protein O -
S 081 —0 T~ ——— ~ . Dvsbiosis -~ K02110: F-type H+-transporting ATPase sub... o
o 0.7 e __ . ysSbio < 1le-02 - K02745: PTS system, N—acetylgalactosamin... °
2 0.6 1 Eubiosis 2 ~ K02874: large subunit ribosomal protein L14
) ] =4 - arg it protel S
oS+ = K02904: large subunit ribosomal protein L29 . . . . .
O ~ K02948: small subunit ribosomal protein S11
> 2 1e-03 A K02965: small subunit ribosomal protein S19 PCo 1 (30-8%)
3 © ~ K03088: RNA polymerase sigma-70 factor, E... _
S = K03544: ATP-dependent Clp protease ATP-... Metabolites
o -~ K04078: chaperonin GroES
n le-04+ K13993: HSP20 family protein
5 2.0e+07 ~
O 1.56+07 S
X 1.0e+07 Human <
X 5 0e+06 M Filtered — -
O~ ") N
s 0.0e+00 c 8
[}
B 4e+07 IS o
S 3e+07 o
X 2e+07 H‘uman °°3
X 1e+07 M Filtered , , ,
E 0e+00 PCo 1 (8.8%)




E5002: 15 Female Black or African American Emory | nonIBD 1.00 Bacteroides fragilis Taxonomy
M Bacteroides uniformis
Sweets - -__ 0.75 - M Bacteroides vulgatus
Fish 1 n [ Eubacterium rectale i
Shellfish - -% M Faecalibacterium prausnitzii <
White meat - @ 0.507 B Roseburia intestinalis =
Red meat 1 & M Roseburia inulinivorans <
Proc. meat A 0.25 - Escherichia coli ~
Egys ' M Haemophilus parainfluenzae N
Starch 1 ﬁ I Blank M Sutterella wadsworthensis 8
Whole grains A None 7+ days 0.00 - M other a
Beans - Within 4-7 days
Vegetables - - _ " Within 2-3 days
Pruits - B Yesterday 1-2x 1.00 I Bacteroides dorei
Probiotic 1 M Yesterday 3x+ Bacteroides fragilis
YEO)alr% I I —— S 0.75 I Bacteroides ovatus
gu = M Bacteroides uniformis
Alcohol 1 2 I Bacteroides vulgatus
F _}[/\_/a_ter: G 0.50- I Eubacterium rectale
Diélt“djr?rllig i 8 H Faecalibacterium prausnitzii
: @ [l Lachnospiraceae bacterium 5 1 63FAA
Sweet drinks { DI T . . . . = 0.251 = Escherichia coli .
other X
Immunosupp. 1 0.001 . " unclassified o
Chemo A " 2z
Antibiotics - NoO © 1.001 g .
Medication A © 0.75 1 obligate_anaerobe O
Hospitalized - L 0.50- M aerotolerant o
. . . . . . . S M facultative_anaerobe i
O 0.25- I unknown
— 500 L 0.00-
8 g_oo . < . T T T T T T T T CI 2|0 r
= 300+ PCo 1 (14.2%
§ 2001 ° - — I ( )
2 108 ] Proteins
0
E - °
~~
> S
™
N -
A ° .
o 1.0 0.100 _ N °
‘w 0.9 K00973: glucose—-1-phosphate thymidylyltra... 8 i
08 """ s Tt TTToTTTTTTITTTTT . ~ K01876: aspartyl-tRNA synthetase [EC:6.1.1... 5
A e — -~ - - Dysbiosis S /\ K02078: acyl carrier protein o
> 0.6 - - Eubiosis S 0.010 - — ~ K02959: small subunit ribosomal protein S16
Qo5 . . . . . . . % — K02968: small subunit ribosomal protein S20 ° °
S o -~ K03040: DNA-directed RNA polymerase sub... ' ' ' ' '
-~ c K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
> © 0.001 - — s - — < K04077: chaperonin GroEL
% = K04078: chaperonin GroES Metabolites
= -~ K06153: undecaprenyl-diphosphatase [EC:3....
% - —_ K09761: ribosomal RNA small subunit methyl... . oo
3 T R T S
R 2.0e+07 - 1.00 — — S| messlel ol s gt
8:9 1.5e+07 - Human K00262: glutamate dehydrogg—:-nase (NADP+) ... o |. %é@ o?:g%o;s%o o8& %°w00°°:°°
1.0e+07 1 M Filtered ~ K00789: S—adenosyl_methlo_nlne synthetase [... g TR 08 00@;5050@% ;ii%so QJ
z<9 5.0e+06 1 0 K00831: phosphoserine aminotransferase [E... o~ o BRI VY
< 0.0e+00 - . . c - K01610: phosphoenolpyru_vate carboxykinase... o T SR YK S
Q K01803: triosephosphate isomerase (TIM) [E... O R P
8 o \/ ~- K01805: xylose isomerase [EC:5.3.1.5] a | R
g 2:0e+07+ o 0.01 1 - K01812: glucuronate isomerase [EC:5.3.1.12] A A
& 1.5e+07 + Human ~ K10117: raffinose/stachyose/melibiose transp... ooy o
1.0e+07 - M Filtered K15580: oligopeptide transport system substr... o
< 5.0e+06 7/ : ~ UNGROUPED ' ' '
S 0.0e+00L , I PCo 1 (8.8%)




E5004: 7 Female Black or Africa i 1.00 1
n American Emory | UC I Alistipes putredinis Taxonomy
I Bacteroides ovatus
Sweets - 0.75 1 M Bacteroides thetaiotaomicron
Fish 1 8 M Bacteroides uniformis ]
Shellfish 1 'S M Bacteroides vulgatus )
White meat - @ 0.501 Il Bacteroides massiliensis >
Red meat - (% M Parabacteroides merdae g
Proc. meat A 0.25 I Eubacterium rectale ~ 7
Eggs - : M Faecalibacterium prausnitzii N
Starch 1 I Blank B Roseburia intestinalis Q
Whole grains A None 7+ days 0.00 - M other é_) .
Beans - Within 4-7 days R '
Vegetlgmietg y ' Within 2-3 days 100
"UILS 7 Yesterday 1-2 U i fo .
Probiotic - = Yesterda¥ 3x+X W Alistipes putredinis : : :
Dairy - Bacteroides dorei o
Yogurt - § 0.751 I Bacteroides ovatus PCo 1 (8.1%)
Alcohol - = | Bacteroides thetaiotaomicron
Water - S 0.50- M Bacteroides uniformis Transcripts
Fruit juice 2 M Bacteroides vulgatus
Diet drinks - = I Bacteroides massiliensis
Sweet drinks - = 0.25- H Parabacteroides merdae
' B Faecalibacterium prausnitzii o
_ M other S
Immunosupp. 0.00 - "l unclassified N
Chemo - ' ' <)
Antibiotics - g 1.00 1 N
Med_lca:tlon . © 0.75 obligate_anaerobe 8
Hospitalized A L 0.50- M aerotolerant o
% 0.25 B facultative_anaerobe
500+ oY I unknown 7
8 400 - 2 000 = T T T T T T T T T T T T T T T
c—d 300 i T T T
fﬁ 100 - Eseuglomonas ptr:age UNO-SLW1
0 1 seudomonas phage PPpW-4 :
g 0.75 - unclassified C2likevirus Proteins
12.5 - N Chicken anemia virus
Z 100 - > 0.50 A " Gyrovirus GyVv3 4. .
7.5 = Gokushovirus WZ-2015a
8 5.0 - 0.254 Pepper mild mottle virus ;\3
N 2.5- Tobacco mosaic virus ™
0.0 0.00 other N A
T T T T T T T T T T T T T T T T H
~— ° o o
»n 1.04 o\ .
R ] 0.100 1
.8 83 ] K00648: 3—oxoacyl-[acyl-carrier—protein] sy... 8 1
'S 0-7 ] - - Dysbiosis - ~ K01689: enolase [EC:4.2.;.11] a
Q 06 ~ . Eubiosis S _— K02078: acyl carrier protein °
A 0-5 ] 48_ < - K02911: large subunit ribosomal protein L32
. — T 7T T T T T T T T = 0.010 1 — ———— K02948: small subunit ribosomal protein S11 ) °
100 2 . "t —— - K02952: small subunit ribosomal protein S13 ' ' ' ' '
& oz ANCA EU c K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
) o - Cbirl EU IC—E -~ K03110: fused signal recognition particle rec...
o . IgA ASCA EU | K04078: chaperonin GroES Met li
g 5] - — ~ IgG ASCA EU 0.001 ~ K11065: thiol peroxidase, atypical 2-Cys per... abolites
0- OmpC. EU K19158: NO_NAME
)
9 . -
= 1.004 , . — @
&J Human K00134: glyceraldehyde 3—phosphate dehydr... °o
< M Filtered ~ K00262: glutamate dehydrogenase (NADP+) ... >~ ]
%) o K01610: phosphoenolpyruvate carboxykinase... ~
= c ~- K02867: large subunit ribosomal protein L11 o
" Q K02881: large subunit ribosomal protein L18 O
% © 0.01 1 — ~ K02982: small subunit ribosomal protein S3 o 002 5
8 o ] K02994: small subunit ribosomal protein S8 N
0 Human - ~ K10117: raffinose/stachyose/melibiose transp... o o
P M Filtered \ // shoGlgg lj)lggECIJDgalacturonide transport system ... s °
l_ —-— T T T
2 T T T T T T T T T T T T T T T T PCO 1 (8'8%)




: i i 1.00 - - Taxonom
E5006: NA Male Black or African American Emory | CD Bl Alistipes putredinis axonomy
M Bacteroides caccae
Sweets A 0.75 Bacteroides fragilis
Fish 4 8 B Bacteroides thetaiotaomicron ]
Shellfish A S M Bacteroides vulgatus <
White meat - o 0.50 I Bacteroides xylanisolvens 2
Red meat - (% M Parabacteroides merdae ©
Proc. meat - 0.25 M Faecalibacterium prausnitzii ~
Eggs 1 ' Subdoligranulum unclassified c;
Starch 1 None 7+ days Klebsiella pneumoniae O
Whole grains A other .
Seans . Within 4-7 days 0.00 u -
Vegetables | NI | Within 2-3 days
Eruits - B Yesterday 1-2x 1.00 1
Probiotic - B Yesterday 3x+ M Bacteroides caccae
Dairy - Bacteroides dorei
rew 5 075 Bacterices ragis
gurt o . ; .
Alcohol A =4 [ | Bacteroides thetaiotaomicron
Water { 5 = Bacteroides vulgatus
Fruit juice { R 5 00 = Bacteraides xylanisolvens
Diet drinks - % [ | Parabacteroides merdae
inks {__ I £ W prevotellacopri
Sweet drinks T T = 0.25 B Odoribacter splanchnicus —
M Faecalibacterium prausnitzii X
immunosupp. | - 0.00 B otrer Q
Chemo A o ~
Antibiotics IE%S S 1.00 N -
Medication - S 0.75 obligate_anaerobe O
Hospitalized A Q M aerotolerant o
0.50 ;
: : S M facultative_anaerobe i
500 - © 0.25 I unknown
S 200 A 2 0.00 . T T
< 300+ PCo 1 (14.2%)
33 -
L 5] Proteins
T T 8
20 N g - ° °
— 15+ = -
2 10- > >
5 1 - N .
0 - r . &: . o
~ o o
n 1.0 (; ’ )
w091 K00024: malate dehydrogenase [EC:1.1.1.37] O -
-8 0.8 - o . Dvsbiosi -~ K00262: glutamate dehydrogenase (NADP+) ... o
w071 __ I — - Eyts)' 0SS § 0.101 K02078: acyl carrier protein .
5\ 0.6 - ubIosIS g= . . ~- K02358: elongation factor EF-Tu .
0.5 - . T g— K02913: large subunit ribosomal protein L33 : : : : —
2 //'7/"’. ~- K02968: small subunit ribosomal protein S20 o
> C 001 / s K02970: small subunit ribosomal protein S21 PCo 1 (30.8%)
S © > ~ K03088: RNA polymerase sigma-70 factor, E...
S = K04077: chaperonin GroEL Metabolites
o -~ K04078: chaperonin GroES
n K13993: HSP20 family protein . e o°
£ 2.0e+07 I I SCI R AL DA
© 1 5+07 S| gL el a e b
XX 1.0e+07 Human ~ |° . A OB b e S
. i 00 OO‘%%?OQ:O o ° oo 00000 cooo S @
z<D 5 0e+06 M Filtered N le O%Oc@:oa%%‘% 9;%90&80 e L
< 0.0e+00 = Q| e nplite gt twEs o
9 O 2 OBQ;:LDOOD o, © %%000000
3 1.0e+07 S o . o e e gL
T 7 5e+06 o ° et
X' 5.0e+06 Human A
X 2 50406 M Filtered . . .
S 0.0e+00 PCo 1 (8.8%)




E5008: 13 Male Black or African American Emory | UC 1.00 I Bacteroides ovatus Taxonomy
M Bacteroides uniformis
Sweets - 0.751 M Bacteroides vulgatus
Fish - N M Parabacteroides merdae i
Shellfish A -% B Eubacterium eligens <
White meat - @ 0.501 B Faecalibacterium prausnitzii S
Red meat 1 & Subdoligranulum unclassified o |-
Proc. meat A 025 - M Roseburia intestinalis 7
Eggs - : Escherichia coli N
Starch 1 M Haemophilus parainfluenzae 8
Whole grains 1 None 7+ days 0.00 - M other a
Beans - Within 4-7 days . T T T
Fruits - M Yesterday 1-2x 1.00 - N ) _
Probiotic - B Yesterday 3x+ Alistipes onderdonkii
Dairy - Bacteroides dorei
Yogurt - S 0.751 I Bacteroides ovatus _
Alcohol - = | Bacteroides thetaiotaomicron
Water - = Il Bacteroides uniformis
Fruit juice 1 S 0.50 1 M Bacteroides vulgatus
Diet drinks A c [ | Bacteroides xylanisolvens
Sweet drinks © 0.25 - M Faecalibacterium prausnitzii
=Y Escherichia coli ]
M other L
Immunosupp. - 0.00 - unclassified g
Chemo 1 ' ' ' =
Yes )
Antibiotics - - No © 1.001 g .
Medication - M Blank © 0.75 - obligate_anaerobe @)
Hospitalized A D g50- M aerotolerant o
e M facultative_anaerobe |
500 - © 0.257 I unknown
S 400 -1 g O'OO L T T T T T T T T T
‘o0l — PCo 1 (14.2%)
® 100- T
onl P I . . . . . m Proteins
Q
.51 %)
< %(2)8 7 2 ’ ’
O 5.0- ™
0p)] 25 b N |
0.0 > y s —
T T T T T T AN ° . )
»n 1.01 _ _ N .
‘0 0.9 - K02078: acyl carrier protein 8 ]
Qo8f{ " """ TTTTTeTTTTLTTTTTT T T T m T o ~- K02358: elongation factor EF-Tu ot
ﬁ 0.7 1 "’ -+ Dysbiosis S K02886: large subunit ribosomal protein L2 o
>~o064 oo - - Eubiosis = . ~ K02890: large subunit ribosomal protein L22
0 0.5- . . . . . . % * K02919: large subunit ribosomal protein L36 ° °
Q ~- K02935: large subunit ribosomal protein L7/L... ' ' ' ' '
- c K02968: small subunit ribosomal protein S20 PCo 1 (30.8%)
g: }‘_E -~ K02970: small subunit ribosomal protein S21
= K02982: small subunit ribosomal protein S3 i
o ' - K02992: small subunit ribosomal protein S7 Metabolites
% K04078: chaperonin GroES LT e e
4 ° R 4™ Ooo &
-c.‘g 2 0e+07 - 1.00 A __ . . S| s #8570 ; %OE %;mio oo
0 1.5e+07 K00134: glyceraldehyde 3-phosphate dehyadr... > %c‘goégg,:’“fp Zifocgo%;s%o 08y, Seoe
@ 1.0e+07 A Human ~ K00262: glutamate dehydrogenase (NADP+) ... D | Ceenegntsd g B oo d gl o
X 5.0e+06 - W Filtered " K01689: enolase [EC:4.2.1.11] el B L S S A
LED 0.0e+00 A = . ~- K02867: large subunit ribosomal protein L11 o T P )
' ' ' Q | \ K02879: large subunit ribosomal protein L17 O e e S g e wa et
8 c 0.01 \ﬁ ~ K02982: small subunit ribosomal protein S3 o C e 8 g e
8 6e+06 - o . K03695: ATT—deIpengent Clp protease ATP-... A A
— ., — -~ K04043: molecular chaperone DnaK o o O
@ 4e+06+ B Fitoran K07175: PhoH-like ATPase -
7 2e+06 - ~ UNGROUPED ' ' '
S 0e+00 - : : , : : : . : : : : : . PCo 1 (8.8%)



E5009: 17 Female White Emory | CD L1 1.00 B Alistipes putredinis Taxonomy
Alistipes finegoldii
Sweets 1 0.75 M Bacteroides caccae
Fish 1 N Bacteroides dorei i
Shellfish - -g M Bacteroides uniformis <
White meat - @ 0.50 M Parabacteroides merdae ,’i
Red meat & Eubacterium hallii o |-
Proc. meat A 0.95 [ Eubacterium rectale ~
Eggs - : M Faecalibacterium prausnitzii N
Starch 1 Subdoligranulum unclassified 8
Whole grains - None 7+ days 0.00 M other a
Beans - W!th!n 4-7 days . T
Vegetables I Within 2-3 days
Fruits - A Yesterday 1-2x 1.00 - ) ]
Probiotic - B Yesterday 3x+ Al!st!pes s_hahu ) . . .
Dairy - Allstlpes_, finegoldii PCo 1 (8 1%)
Yogurt - S 0.75 [ | Bacteroides caccae .
Alcohol g_ Bactero!des do_rel _ _
\Water - = M Bacteroides uniformis Transcripts
Fruit juice | S 0.50 M Bacteroides vulgatus
Diet drinks - c [ | Parabacteroides merdae
Sweet drinks - © 0.25 M Faecalibacterium prausnitzii
= v B Akkermansia muciniphila —
M other S
Immunosupp. - 0.00 " unclassified N
Chemo - o ' 2
Antibiotics . . .mes © 1.00 g -
Medication A ° © 0.75 obligate_anaerobe O
Hospitalized A D 050 M aerotolerant o
T T T T T T T T T T T T T S B facultative_anaerobe
500 - © 0.25 I unknown |
g 2001 <°(-’ 0.00 : : : :
S 3001 1.00 PCo 1 (14.2%)
® 100 1 ;
LL Lactobacillus phage c5 ;
o n 0-75 Lactobacillus phage Ld17 Proteins
20 4 aQ Chicken anemia virus
> 0.50 ] Gokushovirus WZ-2015a 4. .
— 151 = [ Pepper mild mottle virus —
% 10 - 0.25 Tomato mosaic virus XX
5 Tobamovirus ™
0 - 0.00 . ?I'_, . O
n 1.0 ] N °
‘v 0.9 0.100 K00052: 3-isopropylmalate dehydrogenase [... 8 i
-8 0.8 - - . Dvsbiosi ~ K01745: histidine ammonia-lyase [EC:4.3.1.3] a
o 0.7 1 ySDIOSIS = — K01992: ABC-2 type transport system perm... .
= - - Eubiosis ®) ” L .
A 0.6 1 = ~ K02968: small subunit ribosomal protein S20 ]
o5 ¢+ 2 K02992: small subunit ribosomal protein S7 °
&) - K03088: RNA polymerase sigma-70 factor, E... ' ' ' ' '
> 100+ & 0.001 - . K03596: GTP-binding protein LepA PCo 1 (30.8%)
S 751 ANCA EU @ - — ~ K04069: pyruvate formate lyase activating en...
S 50 ~ Chirl EU = K04077: chaperonin GroEL Metabolites
o 25 I9G ASCA EU ~ K04078: chaperonin GroES
n . : ~ OmpC. EU K13993: HSP20 family protein LT e e
- 7 oo 8% 0 0:00 %c;g,,:" o
1.00 . ° . S ;\é\ 20 aPo0 g g"gcoo e @ %E,:Qi)@o&:o L
K00262: glutamate dehydrogenase (NADP+) ... o 2SR, W5, g G, Feooe
Human - K01610: phosphoenolpyruvate carboxykinase... I~ SRS FLOI A
W Filtered ” K01803: triosephosphate isomerase (TIM) [E... ~ | A P R
c ~- K02358: elongation factor EF-Tu o o 50w, .
' Q K02867: large subunit ribosomal protein L11 O ] e ch e s, e
o — f/—?v -~ K02931: large subunit ribosomal protein L5 o o *%ac 8 g e P
a 0.011 . P K03040: DNA-directed RNA polymerase sub... A A
Human — . > ~ K04077: chqperonin GroEL - oo @
M Filtered K10117: raffinose/stachyose/melibiose transp... °
- UNGROUPED ' ' '
PCo 1 (8.8%)




Taxonomy

E5013: 15 Female More than one race Emory | CD L1 I Alistipes putredinis

M Bacteroides caccae
Sweets 1 I I I Bacteroides ovatus
Fish 1 n M Bacteroides vulgatus i
Shellfish - -g M Prevotella copri e
White meat - I ) M Faecalibacterium prausnitzii <
Red meat - (% B Ruminococcus torques o)
Proc. meat A Phascolarctobacterium succinatutens ~
Eggs - B Haemophilus parainfluenzae N
Starch 1 I Sutterella wadsworthensis 8
Whole grains - \’>|vci)trrl1(ian7i C;agzys M other a1
Vegeta?&g: i Within 2-3 days
Fruits B Yesterday 1-2x 1.00 - o o
Probiotic - B Yesterday 3x+ [ ] Al!st!pes putre_(_jlnls ] . . .
Dairy - Allstlpe§ shabhii PCo 1 (8.1%
Yogurt1 S 0.75 1 [ ] Bacteroides caccae 01 (8.1%)
Alcohol - g_ M Bacteroides vulgatus
Water - = M Prevotella copri Transcripts
Fruit juice | S 0.50 - [ | Odoribacter splanchnicus
Diet drinks S B Fo e Usnitzii
Sweet drinks - = 0.25- aecalibacterium prausnitzii
B Haemophilus parainfluenzae
M other S
|mmunosupp_ - 0.00 - unclassified o(\l
Chemo - ' T 2
Antibiotics - | mes § 1.00 1 N
Medication A ° © 0.75 obligate_anaerobe 8
Hospitalized - 2 o950 M aerotolerant o
S B facultative_anaerobe
500+ © 0.25 I unknown i
8 400 - &) OOO T T T T T T T T T T T T
S 3001 1.004 PCo 1 (14.2%)
g 100 S e
0 n 0797 Skilvirus Proteins
20 A % Lactococcus phage 936 sensu lato
> 0.50 1 unclassified Siphoviridae
5 151 = Gokushovirus WZ-2015a —
T 10 - 0.25 1 Pepper mild mottle virus X
5 - Tomato mottle mosaic virus ™
0 0.00 other &:
= .
0 1.04 0.100 iy °
@ 0.91 ,,.\/—__'\)5( K00939: adenylate kinase [EC:2.7.4.3] 8
S 0.8 - - . Dysbiosis pal — ~ K01885: glutamyl-tRNA synthetase [EC:6.1.... a
o 0.7 1 — EubioSis g K01886: glutaminyl-tRNA synthetase [EC:6....
A gg y S 0.010 ~ K02358: elongation factor EF-Tu
77T T T T T — T = K02886: large subunit ribosomal protein L2
00 4 9 —— -~ K02892: large subunit ribosomal protein L23 ' ' '
> 100 c K02914: large subunit ribosomal protein L34 PCo 1 (30.8%)
S 751 ANCA EU S 0.001 - ~- K02950: small subunit ribosomal protein S12
o 50- ~ Cbirl EU = K02965: small subunit ribosomal protein S19 Metabolites
o 25 IgG ASCA EU ~ K02982: small subunit ribosomal protein S3
0w ol ~ OmpC. EU — K02992: small subunit ribosomal protein S7
U) -
S 1.00 —~~
© 1.5e+07 [ X
S:J 1.0e407 Human K00262: glutamate dehydrogenase (NADP+) ... Cé
% &0 W Filtered - K01805: xylose isomerase [EC:5.3.1.5] >
0 > e+06 o K02355: elongation factor EF-G o~
< 0.0e+00 < ~- K02358: elongation factor EF-Tu o
Q —— K02931: large subunit ribosomal protein L5 O
8 2.0e+07 O 0.01+ | ~ K03046: DNA-directed RNA polymerase sub... o |
© 1.5e+07 o i K03737: pyruvate—ferredoxin/flavodoxin oxido...
8:’ 1.0e+07 Human '/’% -~ K04043: molecular chaperone DnaK .
< . M Filtered K10117: raffinose/stachyose/melibiose transp... °
2 ©.0e+06 / ~ UNGROUPED ' ' '
S 0.0e+00 R A A e N N A PCo 1 (8.8%)



H4001: 14 Male White Cincinnati | CD L3+L4 1.001 B Alistipes putredinis Taxonomy
Alistipes onderdonkii
Sweets A 0.754 Bacteroides dorei
Fish A n Bacteroides fragilis i
Shellfish A -% M Bacteroides uniformis <)
White meat Il I @ 0.501 M Bacteroides vulgatus R
Red meat - (% Il Parabacteroides distasonis ©
Proc. meat A 0.25 M Prevotella copri ~
Eggs 1 - [ : Eubacterium rectale N
Starch - I Blank Escherichia coli 8
Whole grains A None 7+ days 0.00 - B other a
v |t3e§n5 1 Within 4-7 days T T
egetables A Within 2—-3 days
Pruits 1 1 B Yesterday 1-2x 1.00 Bacteroides dorei i
Probiotic - Il B Yesterday 3x+ Bacteroides fragilis
YE))alljrr){: . I S 0.75 1 B Bacteroides uniformis
Alcghol ] = M Bacteroides vulgatus
\Water - 2 I Bacteroides xylanisolvens
B . o 0.501 I Parabacteroides distasonis
Dlzlgtjl(tjjrlljr:ig i 2 M Prevotella copri
Sweet drinks ] ‘ © 0.25 Eubacterium rectale
—T T T 7T T T T T T T T = B Faecalibacterium prausnitzii —
M other S
Immunosupp.{ | B 0.00 - unclassified N
Chemo A o o
Antibiotics - | E%S © 1.00+ g -
Medication A - © 0.75 obligate_anaerobe O
Hospitalized A L 0.50- M aerotolerant o
. r r r r r T T T T 1T 1T 1T T T T T I S M facultative_anaerobe
© 0.251 I unknown 1
T 200 ] 9 0.00-
O g_88 - < T T T T T T T T T T T T T T T T T T r T T
< i 0
S 200 - W 1.00 | PCo 1 (14.2%)
I_CILJ 100 A T7virus )
0 0.75 Pseudomonas phage PPpW-4 Proteins
T T T T T T T T T T T T T T T T T T w e . T .
@ unclassified Siphoviridae
20 2 0504 Chicken anemia virus |
15 = Porcine parvovirus 5 ’
m 104 > 0.25 Porcine parvovirus 7 >
I 5 : Bell pepper mottle vi_rus c?\o
e N\ R 0.00- Pepper mild mottle virus (:' ]
»n 1.0 0.100 N o
'g 0.9 - K01572: oxaloacetate decarboxylase, beta su... 8 | °
= 0.81 o I '—_\ ~ K01881: prolyl-tRNA synthetase [EC:6.1.1.15] a
% 0.7 _ e o [E)yts)blosls g < K02078: acyl carrier protein o
5\ 0.6 - ublosis = /\ /i ~ K02358: elongation factor EF-Tu
o+ £ 0.010- K02884: large subunit ribosomal protein L19 T
2 ~ ~- K02914: large subunit ribosomal protein L34 ' ' ' ' '
> 1001 c K02916: large subunit ribosomal protein L35 PCo 1 (30.8%)
> ANCA EU @ N o .
S 197 — ’ ~ Cbirl EU = \ ~ K02946: small subunit ribosomal protein S10
S 50+ IgA ASCA EU K030885 RNA polymerase sigma~-70 factor, E... Metabolites
O 254 - ~ 1gG ASCA EU 0.001 - .\'\‘/\ ~ K04078: chaperonin GroES
wn 0- — OmpC. EU K13993: HSP20 family protein
m -
'% 2.0e+07 1.00 - — <
@ 1.5e+07 - K00262: glutamate dehydrogenase (NADP+) ... &
X 1.0e+07 - O H.lljmarc‘j ~ K01006: pyruvate, orthophosphate dikinase [... ~ |
(>§ 5.0e+06 A Filtere 0 K01803f triosephosphate isomgrase (TIM) [E... o~
< 0.0e+00 c ~- K01805: xylose isomerase [EC:5.3.1.5] o
Q K03332: fructan beta—fructosidase [EC:3.2.1.... &)
8 1.2e+07 1 S 0.01- ~- K04043: molecular chaperone DnaK o
© 9 0e+06 1 o K10117: raffinose/stachyose/melibiose transp...
&’ 6:Oe+06 1 Human ~ K102005 N—ac_etylgluc_osamine transport syst... .
% 300406 - M Filtered K10546: putative multiple sugar transport sys... I .
= o -~ UNGROUPED PCO 1 (8.8%
S 0.0e+00 - 01 (8.8%)



: i inci i 1.00 A
H4004: 14 Male White Cincinnati | CD L3 Bacteroides fragilis Taxonomy
I Bacteroides ovatus
Sweets | N EEE— 0.751 M Bacteroides uniformis
Fish 1 8 M Bacteroides vulgatus ]
Shellfish 1 'S [ Parabacteroides distasonis <
White meat - @ 0.501 Subdoligranulum unclassified S
Red meat - (% M Roseburia inulinivorans ©
Proc. meat A 0.25 - B Ruminococcus torques ~
Eggs - : B Akkermansia muciniphila N
Starch - e Escherichia coli Q
Whole grains - None 7+ days 0.00 M other < -
Beans - Within 4-7 days . T
Vegetablos | — i V/ithin 2-3 days
Fruits B Yesterday 1-2x 1.00 - _ B
Probiotic - B Yesterday 3x+ -~ Bacteroides fragilis T : : :
Dairv - Bacteroides ovatus
o v — S 0.751 = Bacteroides UNiformis PCo 1 (8.1%)
Alcohol - = Bacteroides vulgatus
Water - g' ¥ Bacteroides _massi_liensis _ Transcripts
Fruit juice | S 0.50 1 Il Parabacteroides distasonis
Diet drinks - = = Faecalibacterium prausnitzii
Sweet drinks - B © i Akkerman_5|a muciniphila
I . ; ; = 0.25 Escherichia coli .
M other S
Immunosupp.{ [ 0.00 unclassified N
Chemo A . S
o )
Antibiotics - | mes Q 1.001 N
N 0
Medication A I © 0.75 1 obligate_anaerobe 8
Hospitalized A L 0.50- M aerotolerant o
T T T T T T T T T T T T T S | B facultative_anaerobe
500 4 © 0.25 I unknown 1
= L 0.00 -
O g_88 - < T T T T T T T T T T T T T T T T
® 100 - \\/\/\ Pseudomonas phage philBB-PF7A
L 1 —— — 1 T7virus ;
01— T T T T T T T T T T T T 0 0.75 Pseudomonas phage PPpW-4 Proteins
20 4 3 I Cronobacter virus ESP29491
15 A > 0.507 I Enterobacteria phage vB EcoS NBD2 1. .
— < Shigella phage pSf-1 —
% 10 - > 0.25 1 unclassified Siphoviridae X
51 other ™
0 0.00 1 NA N A
T T T T T T T T T T T T T H °
»n 1.0 N °
‘@ 0.9- ] K01689: enolase [EC:4.2.1.11] Q
-8 0.8 - - . Dysbiosis 0.100 ~ K01812: glucuronate isomerase [EC:5.3.1.12] %_) i
g 0.7 1 - Elbiosis g w, K01876: aspartyl-tRNA synthetase [EC:6.1.1... °
A 061 = ~ K01893: asparaginyl-tRNA synthetase [EC6...
0.5- 2 K02968: small subunit ribosomal protein S20 o
@) . 1 - K03088: RNA polymerase sigma-70 factor, E... ' ' ' ' '
> 132 i ANCA EU % 0.001 - F— T ——— K03797: carboxyl-terminal processing protea... PCo 1 (30.8%)
. i % — K03977: GTP-bindi i
o - Cbirl EU L ~ : inding protein
O 5071 IgA ASCA EU = v K04069: pyruvate formate lyase activating en... Metabolites
O 25- ~ IgG ASCA EU ~- K11065: thiol peroxidase, atypical 2—Cys pet...
wn 0- OmpC. EU K13993: HSP20 family protein
U) -
®) - - ~—~
S 1.5e+07 1.00 . S
&J 1.0e+07 - Human K00262: glutamate dehydrogenase (NADP+) ... o
| B Filtered - K01610: phosphoenolpyruvate carboxykinase... >~ ]
6 5.0e+06 " K01805: xylose isomerase [EC:5.3.1.5] ~
< 0.0e+00 - c ~ K02867: large subunit ribosomal protein L11 o
" Q K02994: small subunit ribosomal protein S8 O
o -~ K04043: molecular chaperone DnaK o
© st
8 1.5e+07 - a 0.01- K04077: chaperonin GroEL
X 1.0e+07 - Human ~ K10117: raffinose/stachyose/melibiose transp... o 0%
< M Filtered 7 K10439: ribose transport system substrate—b... °
7S 5.0e+06 1 ~ UNGROUPED ' ! '
2 O'Oe+00- T T T T T T T T T T T T T T T T T T T T T PCO 1 (8'8%)




H4006: 8 Male White Cincinnati | CD L2+L4

Sweets 4—

Fish 4
Shellfish -
White meat {Ill
Red meat -
Proc. meat 1
Eggs -
Starch
Whole grains A
Beans A
Vegetables A
Fruits -
Probiotic 1
Dairy 4
Yogurt A
Alcohol 1
Water A
Fruit juice
Diet drinks A
Sweet drinks -

Immunosupp. 1

Chemo -
Antibiotics
Medication
Hospitalized

FecalCal
PNWhAhO

HB

RN Si=l=i=]=:
cCUouo o0ddddS
1 1 1 1 1 1 1 1 1 1 1

Dysbiosis
OCOOOO0OR

S uUION®LWOO
1

[
o

Serology

N 01 N
o o1 O Ol
1 1 | I—

1.5e+07 -
1.0e+07 A
5.0e+06 -
0.0e+00 -

1.5e+07 A
1.0e+07
5.0e+06 A
0.0e+00 -

MTX Reads MGX Reads

I Blank
None 7+ days
Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Cbhirl EU

IgA ASCA EU
-~ OmpC. EU

Human
M Filtered

Human
B Filtered

Transcription

0.50 1

0.251

Transcription

0.00 1

1.00 A
0.751
0.50 1
0.25 1
0.00 -

Aerotolerance

1.00
0.751

0.50 1

Viruses

0.251

0.00 1

1e-02 -

1e—-04 -

1.00 1

Proteins

0.01 1

Bacteroides fragilis
B Bacteroides uniformis
[ Parabacteroides distasonis
[ Eubacterium rectale
B Faecalibacterium prausnitzii
Subdoligranulum unclassified
Bifidobacterium breve
Escherichia coli
C2likevirus unclassified
B Lactococcus phage P680
M other

Bacteroides fragilis
B Bacteroides uniformis
M Bacteroides xylanisolvens
[ Parabacteroides distasonis
[ Eubacterium rectale
B Faecalibacterium prausnitzii
B Roseburia intestinalis
Bifidobacterium breve
Escherichia coli
M other
unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Enterococcus phage EFDG1
Lactococcus phage bIBB29
Sklvirus

¥ unclassified Siphoviridae

[ Chicken anemia virus
Gyrovirus GyV3
Tomato mosaic virus
Tomato mottle mosaic virus
other

K00928: aspartate kinase [EC:2.7.2.4]

~ K02111: F-type H+-transporting ATPase sub...

K02358: elongation factor EF-Tu
-~ K02887: large subunit ribosomal protein L20
K02968: small subunit ribosomal protein S20
- K03979: GTP-binding protein

K04069: pyruvate formate lyase activating en...

-~ K04078: chaperonin GroES
K06078: murein lipoprotein lipoprotein
- K13993: HSP20 family protein
K18920: NO_NAME

K00262: glutamate dehydrogenase (NADP+) ...
- K01610: phosphoenolpyruvate carboxykinase...
K01803: triosephosphate isomerase (TIM) [E...

- K01805: xylose isomerase [EC:5.3.1.5]
K02358: elongation factor EF-Tu

- K02992: small subunit ribosomal protein S7
K04043: molecular chaperone DnaK

- K10117: raffinose/stachyose/melibiose transp...

UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 1 (14.2%)

PCo 2 (12.3%)

Proteins

PCo 1 (30.8%)

PCo 2 (7.0%)

Metabolites

PCo 1 (8.8%)



H4007: 15 Female White Cincinnati | CD L3+L4 1.00 B Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets 0.75 Bacteroides fragilis
Fish - %) I Bacteroides ovatus
Shellfish - % M Bacteroides uniformis <
White meat - @ 0.50 M Bacteroides vulgatus ,’i
Red meat - (% I Parabacteroides merdae ©
Proc. meat A 0.25 [ Eubacterium rectale ~
Eggs - : M Faecalibacterium prausnitzii N
Starch 1 I Blank B Roseburia intestinalis 8
Whole grains - None 7+ days 0.00 M other a
Beans Within 4-7 days
Vegetlgbl_ets . =Within 2-3 days 1.00
FUIts 7 Yesterday 1-2x aadl Alistipes putredinis
Probiotic - B Yesterday 3x+ = Bactgroidpes caccae ' '
Ylgalljr%: § 0.75 Bacteroides fragilis PCo 1 (8.1%)
Al Cgh0| 1 = ¥ Bacteroides ovatus
\Water - 2 M Bacteroides vulgatus Transcripts
Fruit iice | S 0.50 A [ Bacteroides xylanisolvens
Diet dljfinks i c M Parabacteroides merdae
Sweet drinks - © 0.25 - [ Parabacteroides distasonis
= B Odoribacter splanchnicus —
M Faecalibacterium prausnitzii S
Immunosupp. - 0.00 1 M other N
Chemo - o o
Antibiotics - N meos Q 1.00 ~
Medication A © 0.754 obligate_anaerobe O
Hospitalized A L 050 M aerotolerant o
S B facultative_anaerobe
© 0.25 I unknown
T 200 ] 9 0.00
3 i < aes
= T 0
8 200 A 1.00 PCo 1l (14.2 /0)
P 100 1 _
O- T T T T T T T T T T T T T T T T 0'75- PrOteInS
$ T7virus
20 1 2 0.504 unclassified Siphoviridae
__ 15+ § Pepper mild mottle virus
% 10 - 0.25 - [l Tomato mosaic virus ;\g
5 1 '\/_'\—v\‘ m
(LM S Sl e ———— 0.00 1 o .
n 1.0 N °
»n 0.91 K00648: 3—oxoacyl-[acyl-carrier—protein] sy... 8
.g 0.8- . Dysbiosis ~— ~ K01495: GTP cyclohydrolase | [EC:3.5.4.16] o
o 0.7 o Eﬁbiosis g 1e-02 - K02078: acyl carrier protein
5‘ 0.6 1 = ~ K02968: small subunit ribosomal protein S20
0.5 2 K02992: small subunit ribosomal protein S7
S - K03073: preprotein translocase subunit SecE ' ' '
> 100 ANCA EU c le—03- K03530: DNA-binding protein HU-beta PCo 1 (30.8%)
S 751 ~ Cbirl EU @© ~ K04078: chaperonin GroES
S 50- IgA ASCA EU = K11755: phosphoribosyl-ATP pyrophosphoh... Metabolites
O 25- ~ IgG ASCA EU ~ K12343: 3—oxo—-5-alpha-steroid 4—dehydrog...
wn L OmpC. EU 1le-04 - e S K13789: geranylgeranyl diphosphate synthas... ° .
4 ° . o ® R %2:)0 Ooo °g
8 2.0e+07 1.00 Al T T R T
S 1.5e+07 S | AR e en s e
X 1.0e+07 Human K00134: glyceraldehyde 3—phosphate dehydr... ~ S e
< 5'0 106 M Filtered -~ K00262: glutamate dehydrogenase (NADP+) ... = I 7 PO NI
o V¢ 4 K01689: enolase [EC:4.2.1.11] ~ =N\
s 0.0e+00 —F——— T ‘D -~ K02358: elongation factor EF-Tu O 3 owed” o o
n B 0.01- M/ K03286: OmpA-OmpF porin, OOP family 8 :e % . ® % %t o
§®) 5 ' -~ K04043: molecular chaperone DnaK T o 20
8 le+07 K04077: chaperonin GroEL ° ° .
@ Human -~ K10117: raffinose/stachyose/melibiose transp... °® 7
< 5e+06 M Filtered UNGROUPED . .
E 0e+00 T T T T T T T T T T T T T T T T PCO 1 (8'8%)




Species

PCo 2 (6.7%)

Beans Wlthln 4 7 days T T LELELEL T LI T T T T LI T T

H4008: 13 Female White Cincinnati | nonIBD 1.00 . M Alistipes putredinis Taxonomy
M Bacteroides caccae oo
Sweets A 0.75 Bacteroides fragilis o b eoe B o,
Fish - - - [ 1 H B | B Bacteroides uniformis | o s ool
Shellfish - : I Bacteroides vulgatus 5 5 SR
White meat - [ 1 t- 0.50 B Faecalibacterium prausnitzii °%§ S e
Red meat - Subdoligranulum unclassified ' 2. AN
Proc. meat A I N N 0.25 B Ruminococcus torques 1 R T § e
Eggs ' Escherichia coli s S edhae oy &
Starch - I Blank C2likevirus unclassified 5 SN TN °
. ERi 508
Whole grains None 7+ days 0.00 M other - P\ %?Z‘%; %

Vegetables {lll H I Within 2-3 days 1.00
I[:)r_wt_s: B Yesterday 1-2x ' Alistipes onderdonkii T : : :
PrOD'O.t'C ] Ml Yesterday 3x+ l Alistipes finegoldii 0
v a'”{_ S 0.75 . Bacteroides dorei PCo 1 (8.1%)
AIOer]”l i = - Bacteroides fragilis
V(i/%tgr i g' 0.50 M Bacteroides uniformis Transcripts
Eruit ivice - QY || Bacteroides vulgatus
Diet dljfinks c M Faecalibacterium prausnitzii
, © B Akkermansia muciniphila
Sweet drinks = 0.25 Escherichia coli
. I I M other ;{5 1 -
Immunosupp. 0.00 _ _ " unclassified g o7 2
Chemo ® ~
Antibiotics © 1.00 S
Medication . © 0.75 obligate_anaerobe O
Hospitalized 2 0.50 M aerotolerant o
T T T T T T T T T T T T T T T T e B facultative_anaerobe
o 0.25 I ¥ unknown i
= 500 O 0.00
O 400 < T T LI I B | T LI T T T T LI T T T T T
< 300 PCo 1 (14.2%
[ i .£70
L — | unclassified C2likevirus :
r+-—— n 0.75 unclassified Siphoviridae Proteins
aQ [ Chicken anemia virus
> 0.501 ] Gokushovirus WZ-2015a 4. .
S Ungulate protoparvovirus 1 —
0.254 Pepper mild mottle virus XX
Tobamovirus ™
0'00 L T T T T T T T T T T T T T T T T T T T T T Other S' i °
N—’ o o
N .
%) i
8 0.100 K00927: phosphoglycerate kinase [EC:2.7.2.3] 8 i
¥ - - Dysbiosis c ~ K01358: ATP-dependent Clp protease, prote... a
n - . Eubiosi K01803: triosephosphate isomerase (TIM) [E... .
> ubiosis o :
A £ 0.010- I ~ K02914: large subunit ribosomal protein L34 .
= / De— K02952: small subunit ribosomal protein S13 : : : :
8 ZK' { — ~- K02996: small subunit ribosomal protein S9
> ANCA EU c K —~— K03526: (E)-4-hydroxy—3—-methylbut-2-enyl... PCo 1 (30.8%)
% ~ Cbi S 0.001 - ~- K03816: xanthine phosphoribosyltransferase ...
o Cbirl EU = O A : . :
o IgA ASCA EU ~T N — K04069: pyruvate formate lyase activating en... Metabolites
) ~ 1gG ASCA EU 7 ~— . — ~ K04078: chaperonin GroES _ O
0p) 0- , OmpC. EU K06078: murein lipoprotein lipoprotein . P
m N o ‘ ®° o0 : : %?:)m; c;o 80
o] 1.00 - I 00 P00 c§ooo°° 09 RRP & o °
S 150407 S| fgyi i
X 1.0e+07 Human K00024: malate dehydrogenase [EC:1.1.1.37] NGl L\ W ENANPR
X 5.0e+06 M Filtered ~- K00262: glutamate dehydrogenase (NADP+) ... S A 9;@"?’80‘;; oSN,
O 0' 06400 2 K01610: phosphoenolpyruvate carboxykinase... N | e B s %Z°°O§oo° °
= U.0e+ — T T D 1/ -~ K01805: xylose isomerase [EC:5.3.1.5] o o® 352wl B e T¥Pe o o
= K02863: large subunit ribosomal protein L1 &) o Tg@I% T BHog,
'c'(: 12500000 g 0.014: - -~ K10117: raf%nose/stachyose/melirl;iose transp... Q. :Bo R ”Z&% $o
o 10000000 K10200: N—-acetylglucosamine transport syst... ° T o
o 7500000 Human AN -~ K10540: methyl—-galactoside transport syste... e’
> 2288888 M Filtered . UNGROUPED . . .
E O T T T T T T - T T T T T T T T — T T T T T ! T T T ﬁ T T T T T T T T T T T T T T T PCO 1 (8.8%)



Sweets T TR .

Fish
Shellfish
White meat
Red meat
Proc. meat
Eggs
Starch
Whole grains
Beans
Vegetables
Fruits
Probiotic
Dairy
Yogurt
Alcohol
Water

Fruit juice -
Diet drinks A

Sweet drinks -|

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

H4009: 6 Female White Cincinnati | nonIBD

T_

Dysbiosis

.0e+06

2
2
1
1.0e+07
5
0.0e+00

[ Blank
None 7+ days
Within 4-7 days
[ Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

No

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Chirl EU
IgA ASCA EU
~ 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Species
o
a1
o

0.00

1.00

0.75

0.50

Transcription

0.25

0.00

1.00
0.75
0.50
0.25
0.00

Aerotolerance

1.00
0.751

0.50 1

Viruses

0.251

0.00 1

Transcription

Proteins

1e-02 -

le-04 1

I Alistipes putredinis
Alistipes onderdonkii

M Bacteroides caccae

B Bacteroides thetaiotaomicron

B Bacteroides uniformis

M Bacteroides vulgatus

[ Parabacteroides distasonis

Il Prevotella copri

M Faecalibacterium prausnitzii

B Akkermansia muciniphila

M other

Bacteroides dorei
Bacteroides fragilis
B Bacteroides thetaiotaomicron
B Bacteroides uniformis
M Bacteroides vulgatus
[ Parabacteroides distasonis
M Prevotella copri
M Faecalibacterium prausnitzii
B Akkermansia muciniphila
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

T7virus
Lactococcus phage 936 sensu lato
Chicken anemia virus
[ Gokushovirus WZ-2015a
['7 Sapovirus isolates
Pepper mild mottle virus

1.00 A

0.01 1

K01835:
~ K02358:
K02902:
- K02914:
K02939:
-~ K03650:
K03977:
~- K04069:
K04077:
~ K04078:
K06142:

K00024:
- K00262:
K01610:

-~ K01805

phosphoglucomutase [EC:5.4.2.2]
elongation factor EF-Tu

large subunit ribosomal protein L28
large subunit ribosomal protein L34
large subunit ribosomal protein L9
tRNA modification GTPase
GTP-binding protein

pyruvate formate lyase activating en...

chaperonin GroEL
chaperonin GroES
outer membrane protein

malate dehydrogenase [EC:1.1.1.37]

glutamate dehydrogenase (NADP+) ...
phosphoenolpyruvate carboxykinase...
: xylose isomerase [EC:5.3.1.5]

K02358:
~ K02867:

K10117:
-~ K10200:

elongation factor EF-Tu
large subunit ribosomal protein L11

raffinose/stachyose/melibiose transp...
N-acetylglucosamine transport syst...

UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

0%
° 2% 800&0%009 8o
o © og o ©°
o o o0
£
&
°% 7,

PCo 1 (8.8%)



B Bacteroides caccae
Bacteroides dorei
Bacteroides fragilis

[ Bacteroides ovatus

Bl Bacteroides uniformis

B Parabacteroides merdae

[ Eubacterium rectale

M Faecalibacterium prausnitzii

B Roseburia intestinalis

[ Streptococcus salivarius

M other

Alistipes shabhii
B Bacteroides caccae
Bacteroides dorei
Bacteroides fragilis
¥ Bacteroides ovatus
B Bacteroides uniformis
[ Eubacterium rectale
M Faecalibacterium prausnitzii
B Roseburia intestinalis
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

T7virus
C2virus
unclassified C2likevirus
! Leuconostoc phage phiLNO3
[ unclassified Siphoviridae
Gokushovirus WZ-2015a
Cucumber green mottle mosaic virus
other
NA

K00762: orotate phosphoribosyltransferase [...

~ K01495: GTP cyclohydrolase | [EC:3.5.4.16]

K01834: 2,3-bisphosphoglycerate—depende...

-~ K02078: acyl carrier protein
K02909: large subunit ribosomal protein L31
-~ K02931.: large subunit ribosomal protein L5
K02954: small subunit ribosomal protein S14
- K02968: small subunit ribosomal protein S20

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

K03088:
~- K04078:
K09903:

K00134:
-~ K00262:
K00626:

-~ K01805

K01939:
~- K02358:
K02994:

~ K04077

RNA polymerase sigma-70 factor, E...

chaperonin GroES
uridylate kinase [EC:2.7.4.22]

glyceraldehyde 3—phosphate dehydr...
glutamate dehydrogenase (NADP+) ...
acetyl-CoA C-acetyltransferase [E...
: xXylose isomerase [EC:5.3.1.5]

adenylosuccinate synthase [EC:6.3....

elongation factor EF-Tu
small subunit ribosomal protein S8

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

H4010: 13 Male Black or African American Cincinnati | UC 1.00
Sweets - I e 0.75
Fish 8
Shellfish - S
White meat - o 0.50
Red meat - &
Eggs 1 '
Starch - I Blank
Whole grains A None 7+ days 0.00
Beans Within 4-7 days
Vegetables - I Within 2-3 days
Fruits - B Yesterday 1-2x 1.00
Probiotic - B Yesterday 3x+
Dairy A c 075
Yogurt 1 oY
Alcohol - o
Water 1 S 0.50
Fruit juice - n
Diet drinks - =
Sweet drinks - = 0.25
Immunosupp. 0.00
Chemo - o)
Antibiotics 1 No 2 1.00
Medication A © 0.75
Hospitalized A % 0.50
£00 ©0.25
— 1 Q
8 4001 < 0:00
= 300
@© J
8 200 A 1.00
100 A
L
O L T T T T T T 8 0'75 T
_ %8'8: 3 0.50-
< . =
7.5 >
8 50- 0.25 -
0 2.51
00 - T T 'I/\I'I T 000 L
n 1.0
9 0.9 1
o 8573 - - Dysbiosis c
2 0.6 - - - Eubiosis © 0.0101
D 0'5 L T T T T T T '§
3
3 100+ ANCA EU =
S 37 ~ Chirl EU & 0.001-
S 50+ IgA ASCA EU
O 25 -~ 1gG ASCA EU
wn |l = 3 OmpC. EU
0 T T T T T T T
%
§ 1.5e+07 1.00-
x 1.0e+07 Human
Filtered
5 5.0e+06 [ 0
= 0.0e+00 5
& © 0.01-
g 1.5e+07 x
¢ 1.0e+07
X 5.0e+06
|_
=

Human i \' : chaperonin GroEL B
M Filtered / UNGROUPED ; ; .
O'0e+00 T T T T T T T T T T T T T T T T T T T T T T T T PCO 1 (8'8%)



H4013: 8 Male More than one race Cincinnati | nonIBD

Alistipes onderdonkii

Taxonomy

I Bacteroides ovatus
Sweets - I Bacteroides massiliensis
Fish A 0 [l Eubacterium rectale
Shellfish - 'S M Faecalibacterium prausnitzii ’\a
White meat - Q Subdoligranulum unclassified =
Red meat - & M Roseburia intestinalis o
Proc. meat A B Roseburia inulinivorans ~
Eggs - B Ruminococcus bromii N
Starch - ¥ Blank B Akkermansia muciniphila 8
Whole grains - None 7+ days M other a
Beans 1 Within 4-7 days
Vegetables A I Within 2-3 days
Fruits 1 I Yesterday 1-2x Alistipes onderdonkii 1
Probiotic 1 I Yesterday 3x+ Alistipes shahii ' ' '
Dairy 1 c Alistipes finegoldii PCo 1 (8.1%)
Yogurt 1 2 M Bacteroides ovatus
Alcohol o : N :
Water - = [ | Bacteroides massiliensis Transcripts
Eruit ivice 2 H Eubacterium rectale o
Diet df’inks | c M Faecalibacterium prausnitzii
Sweet drinks - © B Roseburia intestinalis
= B Akkermansia muciniphila —
M other S
Immunosupp. "l unclassified N
Chemo A ® 2
Antibiotics - M es g N
Medication - ° E - obligate_anaerobe O
itali - aerotolerant o
Hospitalized T T T T T T T T T T T 9 M facultative_anaerobe
o I unknown |
— 500 1 Q
5 120 < E————
= T 0
I Pseudomonas phage PPpW-4 :
e o 0-797 Lactococcus phage SK1 Proteins
8 [ Lactococcus phage 936 sensu lato
> 0.50 A - " Lactococcus phage jm3 4. .
S Gokushovirus WZ-2015a —
0.25 - Bell pepper mottle virus XX
Pepper mild mottle virus ™
0.001_ . : : . . . : : . : other ?I'_, . 0
9 9] 0.100 P °
9 0.9 : —_ < K00600: glycine hydroxymethyltransferase [E... 8 |
5 0-87 _ - Dysbiosis ~ K02078: acyl carrier protein o
o 0.71 . Eubiosis S B K02926: large subunit ribosomal protein L4 o
5‘ 0.6 1 S 0.010- \l \/ -~ K03088: RNA polymerase sigma-70 factor, E...
0.5 % ' —— L— K03499: trk system potassium uptake protein... i °
&) - K03977: GTP-binding protein ' ' '
> 100 2 K04043: molecular chaperone DnaK PCo 1 (30.8%)
S 751 ANCA EU © ~ K04077: chaperonin GroEL
S 50+ ~ Chirl EU = K04078: chaperonin GroES Metabolites
o 25 OmpC. EU ~ K06872: NO_NAME _
wn 0- K13993: HSP20 family protein
m -
9 — o
S 2e+07- _ X
¥ Human K00262: glutamate dehydrpggnase (NADP+) ... o
le+07 A M Filtered ~- K00789: S—adenosylmethionine synthetase [... ~
x o K01812: glucuronate isomerase [EC:5.3.1.12] ~
(ED 0e+00 £ ~ K02863: large subunit ribosomal protein L1 o
Q K03561: biopolymer transport protein ExbB &)
% 2 0e+07 o -~ K04043: molecular chaperone DnaK o
© 1 5at+Q7 o K04077: cha_peronin GroEL -
& ' Human ~ K10117: raffinose/stachyose/melibiose transp... .
1.0e+07 M Filtered K15633: 2,3-bisphosphoglycerate-independ... °
> 5.0e+06 - ‘ ~ UNGROUPED ' ' '
S 0.0e+00 PCo 1 (8.8%)



Taxonomy

H4014: 10 Female White Cincinnati | CD L3+L4 I Alistipes putredinis

M Bacteroides caccae
Sweets - I Bacteroides fragilis
Fish 1 N M Bacteroides uniformis i
Shellfish - -g M Bacteroides vulgatus <
White meat - @ M Parabacteroides merdae 2
Red meat - & "] Eubacterium rectale o
Proc. meat A M Faecalibacterium prausnitzii ~
Eggs - Subdoligranulum unclassified N
Starch - & I Escherichia coli 8
Whole grains - None 7+ days M other a
Beans Within 4-7 days
Vegetables - I Within 2-3 days
PrUIts - I Yesterday 1-2x 1.001 M Bacteroides caccae i
Prog‘gﬁ'; ] Bactero!des fragilis PCo 1 (8.1%
Yogurt - g 0.751 [ | Bacteroides ovatus (8.1%)
Alcohol g_ [ | Bactero!des uniformis _
\Water - = M Bacteroides vulgatus Transcripts
Fruit juice | S 0.50 A [ | Bacteroides xylanisolvens
Diet drinks - c . Eubacterium rectale
Sweet drinks - © 0.25 - M Faecalibacterium prausnitzii
= B Ruminococcus torques -
[ Escherichia coli $ ]
Immunosupp. - 0.001 M other N
Chemo - e © 2
Antibiotics 1 | mes © 1.00 g .
Medication A e ° © 0.75 1 obligate_anaerobe O
Hospitalized A D 050 M aerotolerant o
T T T T T T T T T T T o B facultative_anaerobe
© 0.25 I unknown 1
= 2001 © 0.00
8 106 < T
= - | PCo 1 (14.2%
8 200 1.00 Myoviridae ( )
L 1951 0.75 - Trvirus Proteins
T T T T T T T T T T T n Lactococcus phage D4412
20 4 aQ 1] Gokushovirus WZ-2015a
> 0.50 A [ Bell pepper mottle virus 4. .
— 151 S Pepper mild mottle virus —
% 10 A 0.25 A Tobacco mild green mosaic virus XX
5 Tomato mottle mosaic virus ™
0.00 other i;l'_/ . ) ]
%) N ’
K7 0.100 A K02112: F-type H+-transporting ATPase sub... 8
-8 - . Dvsbiosis ~ K02874: large subunit ribosomal protein L14 o
) . Ezbiosis g K02878: large subunit ribosomal protein L16
5‘ = -~ K02886: large subunit ribosomal protein L2
2 K02970: small subunit ribosomal protein S21
2 - K03686: molecular chaperone DnaJ ' ' '
> ANCA EU c K03979: GTP-binding protein PCo 1 (308%)
2 ~ Cbirl EU S 0.001 - ~- K04077: chaperonin GroEL
° IgA ASCA EU = K04078: chaperonin GroES Metabolites
o ~ 19G ASCA EU -~ K13993: HSP20 family protein
9 OmpC. EU N < K19158: NO_NAME
0 -
ks - : S
O 1e+07 A K00262: glutamate dehydrogenase (NADP+) ... o)
o Human ~ K00626: acetyl-CoA C-acetyltransferase [E... N~
< 5e+06 M Filtered » 0.100 - K01006: pyruvate, orthophosphate dikinase [... ~ |
LED 0e+00 c ~ K01810: glucose-6—-phosphate isomerase [E... o
Q K02867: large subunit ribosomal protein L11 &)
% o D{\{ ~- K04043: molecular chaperone DnaK o
@® o i K10112: multiple sugar transport system ATP...
&’ 2e+07 Human 0.010 ~ ~ K10117: raffinose/stachyose/melibiose transp... .
ﬁ 1e+07 M Filtered .__.\ I ~ ElN()C;Zg%LIJ\IID—EelgetngIucosamlne transport syst... I .



H4015: 15 Male White Cincinnati | CD L3+L4

B Bacteroides caccae

Taxonomy

Bacteroides fragilis
Sweets [ ﬂ F B M Bacteroides thetaiotaomicron
Fish M Bacteroides vulgatus
Shellfish "] Eubacterium rectale Q
White meat {" M Faecalibacterium prausnitzii <
Red meat M Roseburia intestinalis o)
Proc. meat Escherichia coli ~
Eggs l B Haemophilus parainfluenzae N
Starch M Blank ¥ Sutterella wadsworthensis 8
Whole grains None 7+ days M other a
Beans Within 4-7 days
Vegetlgbl_ets I =Within 2-3 days
ruits Yesterday 1-2x ; i .
Probiotic M Yesterday 3x+ H Siﬁiﬁgiggi g\?agtlﬂz ' ' '
Yggg% g 0.75 | Bacteroides thetaiotaomicron PCo 1l (8-1%)
Alcohol - 48_ [ | Bactero!des uniformis _
Water - = [ | Bacteroides vulgatus Transcripts
Fruit juice | S 0.50 1 [ | Eubacterium rectale o
Diet drinks - c [ | Faecalibacterium prausnitzii
Sweet drinks - © 0.25 - M Roseburia intestinalis
= Escherichia coli .
M other S
Immunosupp. -|. 0.00 - " unclassified g
Anti%ri];rirc]:g ] M Yes S 1.00 ~
Medication il No © 0.754 obligate_anaerobe 8
Hospitalized 2 050 [ | aerotolerant o
—T—T T T T T T T T T T T T T T T T T T T S B facultative_anaerobe
500 - © 0.25 I unknown |
S 200 A 2 0.00 . . .
= 300
S - PCo 1 (14.2%
8 %88: 1.00 — Escherichia virus K1G ( )
L 0 w 0.75 - E?/?Q\?irrﬁ?z virus K1ind2 Proteins
204 a I Gyrovirus GyV3
> 0.50- Il Gokushovirus WZ-2015a 4. .
— 151 S Norovirus Gl isolates —
% 10 A 0.25 A Pepper mild mottle virus XX
5 Tomato mosaic virus ™
0 - coOQ O O O O other ?I'_, ] .
n 1.0 N °
»n 0.91 K01736: chorismate synthase [EC:4.2.3.5] 8 i
-8 0.8- - Dysbiosi ~ K01951: GMP synthase (glutamine-hydrolysi...
% 0.7 - o Eyts)' 0SIS S 1le-02- K02078: acyl carrier protein o
5‘ 0.6 - ubIosIS S — T o ——— ~ K02356: elongation factor EF-P
o -+ rTr—T-T" 2 ':.>'-7E:." AN >— K02968: small subunit ribosomal protein S20 T
2 ot o~ — - K03040: DNA-directed RNA polymerase sub... ' ' ' ' '
>, 100 1 ANCA EU e K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
S 751 ~ Cbirl EU © ~ K03545: trigger factor
© 501 IgA ASCA EU = le-04- K04078: chaperonin GroES Metabolites
O 25- [ ~ 1gG ASCA EU -~ K06078: murein Iipoprotein Ii_poprotein
n R — OmpC. EU - K13993: HSP20 family protein
35 =]
© §
Q K00134: glyceraldehyde 3—phosphate dehydr... o
o Human ~ K00262: glutamate dehydrogenase (NADP+) ... I~
e M Filtered " K02358: elongation factor EF-Tu ~ |
o < ~ K02931: large subunit ribosomal protein L5 o
= Q ://P’Z\ K02950: small subunit ribosomal protein S12 &)
2 © 0.010- )/ » ~ K02959: small subunit ribosomal protein S16 (A )
8 o K02988: small subunit ribosomal protein S5 °° o °
ﬁ -~ K03737: pyruvate—ferredoxin/flavodoxin oxido... o 0%
g B Eﬁtgﬁg T ! K04077: chaperonin GroEL °
a 0.001 1 ~ UNGROUPED ' ' o
= PCo 1 (8.8%)




H4016: 10 Female White Cincinnati | nonIBD 1.00 B Alistipes putredinis Taxonomy
Alistipes onderdonkii
Sweets 1 0.75 1 M Bacteroides caccae
Fish A 0 I Bacteroides ovatus i
Shellfish - 'S M Bacteroides uniformis <
White meat @ 0.50- I Bacteroides vulgatus <
Red meat - & 1| Eubacterium rectale o |-
Proc. meat A 0.95 - M Faecalibacterium prausnitzii ~ 7
Eggs - ' Subdoligranulum unclassified N
Starch A B Roseburia intestinalis 8
Whole grains 1 None 7+ days M other a
Beans - Within 4-7 days
Vegetables | Within 2-3 days
Fruits - = iestergay é—Zx Alistipes onderdonkii
intie - ter X+
PI‘OBIO_tIC i esterday M Bacteroides caccae
Yo alljr% | S I Bacteroides ovatus
Alccg)]hol i = H Bacteroides uniformis
\Water - = M Bacteroides vulgatus
Eruit ivice 2 H Bacteroides xylanisolvens
Diet dlj’inkS | c M Faecalibacterium prausnitzii
Sweet drinks - © 0.25 - B Roseburia intestinalis
= Escherichia coli .
M other S
Immunosupp. - 0.00 | " unclassified N
Chemo A ® 2
Antibiotics - Ml Yes © 1.00 N
Medication A No © 0.75 1 = obligate_anaerobe O
italized - Q - aerotolerant o
Hospitalized N ¢ 0.50 M facultative_anaerobe
© 0.251 I unknown i
8 288 - 2 0.00 k ! T T T T
= 300 1 I PCo 1 (14.2%
S 2001 /\/ 1.00 T7virus ( :
1 Pseudomonas phage PPpW-4 .
- r-—-— n 0.75+ Lactococcus phage c2 Proteins
3 I unclassified C2likevirus
> 0.501 I Siphoviridae 4. o
S Gokushovirus WZ-2015a —
0.25 - Cucurbit yellow stunting disorder virus XX
Melon necrotic spot virus ™
OV O O other ?I'_, . O
o 1.0 0.100 + N °
9 0.9 K00759: adenine phosphoribosyltransferase [... 8 |
5 0-87 - . Dysbiosis ~ K01689: enolase [EC:4.2.1.11] ot
» 0.71 . Eubiosis S K02078: acyl carrier protein o
5‘ 0.6 1 = ~ K02564: glucosamine—6—phosphate deamina...
oS+ % K02887: large subunit ribosomal protein L20 i °
&) — -— - K02956: small subunit ribosomal protein S15 ' ' ' ' '
> 100+ ANCA EU & 0.001 1 K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
S 757 ~ Cbirl EU © ~ K03524: BirA family transcriptional regulator, ...
© 501 IgA ASCA EU = K04078: chaperonin GroES _ Metabolites
3 25- ~ 1gG ASCA EU ~- K04564: superoxide dismutase, Fe-Mn famil...
n 01 = =% 3 OmpC. EU o — K06142: outer membrane protein
U) -
e R e
@ 1.5e+07 K00041: tagaturonate reductase [EC:1.1.1.58] o)
X 1.0e+07 - Human - K02358: elongation factor EF-Tu N~
X 5.0e+06 - M Filtered o 0.100 - K02931: large subunit ribosomal protein L5 : 1
< 0.0e+00 - £ ~ K02994: small subunit ribosomal protein S8 o
' Q /] i _—— K03737: pyruvate—ferredoxin/flavodoxin oxido... O
% 1.0e+07 - © 0.010- — /] -~ K04079: molecular chaperone HtpG o
8 7. 5e+06 - o <_| ﬁg%g rNaffinosellsltachyose/meIibiose transp...
F— | ~ : N—acetylglucosamine transport syst... .o
(X' 5.0e+06 - ] Eilﬁ?rzg .———>,__' K10540: methyl-galactoside transport syste... o
7S 2.5e+06 0.001 1 ~ UNGROUPED ' ' '
s 0.0e+t0O = 2 0020 = &=/ = - << < < < < PCo 1 (8.8%)



H4017: 16 Female White Cincinnati | CD L3+L4

1 Alistipes putredinis
Bacteroides fragilis

Taxonomy

Sweets - _— W Bacteroides ovatus
Fish A 9 M Bacteroides uniformis i
Shellfish - 'S M Bacteroides vulgatus @
White meat A . O B Parabacteroides merdae =
Red meat 1 %) M Prevotella copri <
Proc. meat - [ ] Subdoligranulum unclassified ~
Eggs - Escherichia coli N
Starch { NN e mslank Klebsiella pneumoniae S
Whole Igralns . None 7+ days M other a
eans - Within 4-7 days
Vegetables |l I BN I Within 2-3 days
Fruits 1 ] B Yesterday 1-2x Bacteroides fragilis
Probiofic ; Bl Yesterday 3x+ I Bacteroides ovatus
Ygalljrrxé ] -— < B Bacteroides uniformis
Al ch)]hol i = M Bacteroides vulgatus
Water | 2 M Bacteroides xylanisolvens
Fruit iuice - 8 ¥ Bacteroides massiliensis
Diet dljfinks ] c B Parabacteroides merdae
Sweet drinks - © 0.25 Il Ruminococcus obeum
= v Escherichia coli y
M other L
Immunosupp. - I 0.00 ™ unclassified S
Chemo o =
Antibiotics Ims © 1.00 N
Medication © 0.75 obligate_anaerobe O
Hospitalized Q950 M aerotolerant o
— T T T T T T T T T T 2 M facultative_anaerobe i
© 0.25 I unknown
TLS; 2 0.00 , : : :
© 1.00 1 PCo 1 (14.2%)
D ' Klebsiella phage Matisse
L unclassified Myoviridae Protein
0 0.751 Actinomyces virus Avl oteins
20 - a 1] Podoviridae
15 > 0.50 - 7 unclassified C2likevirus 1- °
oD = Lactococcus phage 936 sensu lato —_
T 107 0.25 - Klebsiella phage vB KpnS KpV522 X
51 Gokushovirus WZ-2015a ™
0- 0.00 1 other N .
~ o o
o 1.0 N °
% 0.9 K00566: tRNA-specific 2-thiouridylase [EC:2... 3 .
Ie) 8‘573 | - - Dysbiosis - ~- K01358: ATP-dependent Clp protease, prote... o )
2 0.6 - - - Eubiosis S le—02- K01867: tryptophanyl-tRNA synthetase [EC:...
&) 0'5 i = -~ K01883: cysteinyl-tRNA synthetase [EC:6.1.... s
' T . r T r oo % K02078: acyl carrier protein . . . . —
I O -~ K02536: UDP-3-0O-[3—-hydroxymyristoyl] glu...
3 100 ANCA EU 2 K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30-8%)
S 751 ~ Cbirl EU © 1e-04- ~ K03704: cold shock protein (beta-ribbon, Cs... _
o 50+ IgA ASCA EU = K04564: superoxide dismutase, Fe—Mn famil... Metabolites
O 25+ - 1gG ASCA EU ~- K06078: murein lipoprotein lipoprotein
(D O i |r T T T T T T T T T T T T T :I T |ﬁ| OmpC EU K19157 NO_NAME
U) -
j= i <)
© 2.0e+07 =
¢ 1.0e+07 M Filtered — -
¢ 5.0e+06 o I\
2 O'0e+00 LI} T T T T T T T T T T T T T T T T .E O
” 2 E_)
T 1.0e+07 o I
@ 7.5e+06 Human o c
5.0e+06 , ° 0%
§ > Ee+06 M Filtered : : :
2 O'Oe+00 T T T T T T T T T T T T T T T T T PCO 1 (8'8%)



H4018: 13 Female White Cincinnati | nonIBD Taxonomy

Bacteroides fragilis

I Bacteroides ovatus
Sweets A = Bacteroides thetaiotaomicron
Fish A n Bacteroides vulgatus i
Shellfish - -g M Parabacteroides merdae <
White meat A @ I Eubacterium rectale R
Red meat - (% I Faecalibacterium prausnitzii ©
Proc. meat - B Roseburia inulinivorans ~
Eggs - " Escherichia coli N
Starch A ¥ Blank . C2likevirus unclassified 8
Whole grains A None 7+ days other Q
Beans 1 Within 4-7 days
Vegetables - I Within 2-3 days
P It:)r_UIt_s B Yesterday 1-2x Bacteroides fragilis T : : :
rOD'O.t'C ] M Yesterday 3x+ M Bacteroides ovatus PCo 1 (8.1%
vi a'n{ | S M Bacteroides thetaiotaomicron 01 (8.1%)
Al Ogrl:rl i =] I Bacteroides vulgatus
cono 2 B Parabacteroides merdae Transcripts
F _}[/\_/a_ter: g | Eubacterium rectale
D'ntjldjwie | c M Faecalibacterium prausnitzii
S Iet dr!nks | © I Escherichia coli
weet drinks = B Haemophilus parainfluenzae —
M other X ]
Immunosupp. - "l unclassified N
Chemo 1 ® e
Antibiotics - M es © 1.00 N -
Medication A 0 © 0.75 = obligate_anaerobe O
Hospitalized - 2 0.50 aerotolerant o
P —-n— T T T T T T T T T T T T % 0.25 M facultative_anaerobe
oy I unknown 7
— 500 1 L 0.00
&S 400 <™ - - -
< 300+ PCo 1 (14.2%
< . 2%
8 %88 i 1.00 Pseudomonas phage PPpW-4 ( )
LL i . . | C2virus ;
01 T T T T T T T T T T T T n 0.75 Lactococcus phage 936 sensu lato Proteins
aQ I Feline picobirnavirus
> 0.501 Il Gyrovirus GyV3 1. .
S Gokushovirus WZ-2015a —
0.254 Pepper mild mottle virus XX
Tomato mosaic virus ™
0.00 1 other N A
T T T T T T T T T T T T T H °
~ o o
n 1.04 N .
‘» 0.9+ 0.100 A K00850: 6—phosphofructokinase 1 [EC:2.7.1.... Q
'g 0.8 1 - - Dysbiosis /\ ~ K01710: dTDP-glucose 4,6—dehydratase [E... g_) i
n 0.71 . Eubiosis S K01711: GDPmannose 4,6—dehydratase [EC... o
5‘ 0.6 = ~- K02078: acyl carrier protein
051 T T T T T T T T T T T T % 0.010 A1 \/ K02899: large subunit ribosomal protein L27 ) °
2 - K02911: large subunit ribosomal protein L32 ' ' ' ' '
> 100+ ANCA EU c K02968: small subunit ribosomal protein S20 PCo 1 (30.8%)
e 197 ~ Cbirl EU © ~ K03088: RNA polymerase sigma-70 factor, E...
© 50+ IgA ASCA EU F0.001 - K04078: chaperonin GroES Metabolites
3 25- ~ IgG ASCA EU e . ~ K07240: chromate transporter
n 1 — OmpC. EU —— . — K13993: HSP20 family protein LT e e
| T S o
S 1.5e+07- 1.00 1 . S | sl DA
. eSSy
¢ 1.0e+07 Human K00134: glyceraldehyde 3-phosphate dehydr... & R TRNA O
B Filtered - K00262: glutamate dehydrogenase (NADP+) ... T BIEEET G S I o LI
> 5.0e+06 A litere o K01006: pyruvate, orthophosphate dikinase [... o~ - ;’g% g g Y, oo
g 0.0e+00 1= - - - - - - - - - - . - .% - ﬁg%gég plhospr;pen;)lp%/rU\éaFte _Igarboxykinase... o o s 22, o}%i S0 N
[ : elongation factor EF-Tu O ] w0 B0 %00
% 1.2e+07 - o -~ K02931: large subunit ribosomal protein L5 o 2 o 8 g 0" oy % gi
@ o 0.01 1 K02996: small subunit ribosomal protein S9 ° %0 0 ceetof
& 8.0e+06 A Human ~ K03737: pyruvate—ferredoxin/flavodoxin oxido... oo d°
i K04077: chaperonin GroEL °
> 4.0e+06 M Filtered ~ UNGROUPED : : .
S 0.0e+00L, PCo 1 (8.8%)




Species

PCo 2 (6.7%)

Beans Within 4-7 days
Vegetables I Within 2-3 days

H4019: 11 Female Black or African American Cincinnati | UC 1.00 B Bacteroides caccae Taxonomy
Bacteroides dorei .
Sweets {1 ‘ r -1 B 0.75 M Bacteroides uniformis BCos o
Fish M Bacteroides vulgatus i : 23
Shellfish . I Bacteroides massiliensis S R
White meat | 0.50 " Eubacterium rectale : S0 0
Red meat I Faecalibacterium prausnitzii 5 AN
Proc. meat 0.95 Subdoligranulum unclassified i 9 L\ OB ISR
Eggs ' Roseburia hominis Paedo \Bivess 0% %
Starch I Blank [ Haemophilus parainfluenzae 2 o
Whole grains None 7+ days 0.00 M other - ' ogc%g §
L L e e e °°%g o e,
o, @ o e

ProIE)rilcj)Ei ] = Yestergay %_ZX 1.00 Bacteroides dorei i
ol Yesterday 3x+ M Bacteroides uniformis ' ' '
Ylgalljr%:l ] O ] S 0.751 M Bacteroides vulgatus PCo 1 (8.1%)
Alcghol ] = [ Bacteroides massiliensis
Water 2 [ Eubacterium rectale Transcripts
Eruit iuice m ‘1 “ 8 0.50 - B Faecalibacterium prausnitzii
Diet dffinks i % Roseburia hominis
; L i Escherichia coli
Sweet drinks {i LB T T = 0.25 B Haemophilus parainfluenzae —
M other S
Immunosupp.{ |G 0.00 - " unclassified N
Chemo - B ves o 2
Antibiotics A NoO 2 1.001 g .
Medication - M Blank © 0.75 1 obligate_anaerobe O
Hospitalized A L 0.50- M aerotolerant o
S B facultative_anaerobe
© 0.251 I unknown 1
8 400 - < ' | N N B B B B S N B B B B BN BN N N N R R R B B R r T T
T 3001 . . 1.004 _ PCo 1 (14.2%)
3 100 ' Enterobacter phage phiKkDA1
L | Actinomyces virus Avl -
Ot n 0.751 Chicken anemia virus Proteins
12.5 - aQ ™ uncultured Gokushovirinae
— 100+ > 0.50 ] Gokushovirus WZ-2015a
< 7'5 i = Parabacteroides phage YZ-2015a —
8 50 - 0.25 1 Pepper mild mottle virus L
D 25- Tomato mosaic virus ™
0'0 i 0'00 L T T T T T T T T T T T T T T T T T T T T T T T T Other S' °
n 1.0 N °
»n 0.91 K00826: branched-chain amino acid aminotr... 8
-8 0.8 . Dysbiosis ~ K01810: glucose-6-phosphate isomerase [E... o
o 0.7 1 o Ezbiosis g - /\’\ K01834: 2,3-bisphosphoglycerate—depende...
5‘ 0.6 - = 0.010 A DN 4 « % = K01940: argininosuccinate synthase [EC:6.3....
0.5 i +—F—F g— f \ / A K02078: acyl carrier protein
2 . -~ K02356: elongation factor EF-P ' ' '
> 100 c — K02892: large subunit ribosomal protein L23 PCo 1 (30.8%)
S 751 ANCA EU @ 0.001 - - K02914: large subunit ribosomal protein L34
S 501 ~ Chirl EU = 9 . w K03088: RNA polymerase sigma-70 factor, E... Metabolit
2 lym . etabolites
5 o | IgG ASCA EU -~ K03530: DNA-binding protein HU-beta
n 7l ~ OmpC. EU /\—\,___./‘\/\/ K13993: HSP20 family protein
U) -
Q 1.5e+07 1 1.00 <
S:’ 1.0e+07 - Human K00239: succinate dehydrogenase / fumarate... S
X 5.0e+06 M Filtered - K00262: glutamate dehydrogenase (NADP+) ... ~
o 8 K01939: adenylosuccinate synthase [EC:6.3.... N
S 0.0e+00 t————— T ~ K02355: elongation factor EF-G 8
9 1 5e+07 5 0.01 1 K023583 elongation fact_or EF-Tu _ a |
o - o -~ K02867: large subunit ribosomal protein L11
8 1.0e+07 K02935: large subunit ribosomal protein L7/L...
@ Human ~- K04043: molecular chaperone DnaK 3
s 5.0e+06 - M Filtered UNGROUPED . .
E O'Oe+00 T T T - T T T T T T T T T T T T T T T PCO 1 (8.8%)



H4020: 13 Male White Cincinnati | CD L1+L4

Sweets #_
Fish
Shellfish
White meat
Red meat
Proc. meat
Eggs
Starch
Whole grains A
Beans -
Vegetables
Fruits -
Probiotic 1
Dairy
Yogurt A
Alcohol 1

Fruit juice
Diet drinks
Sweet drinks

Immunosupp. 1
Chemo A
Antibiotics -
Medication{ [l
Hospitalized A

5-

o Uo~NmOwo O
1

[ Blank
None 7+ days
Within 4-7 days
[ Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Chirl EU
IgA ASCA EU
~ 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Transcription

1.00

Species
o
a
o

0.00

1.00 1

0.75 1

0.50 1

Transcription

0.25 1

0.00 1

1.00

0.75
0.50
0.25
0.00

Aerotolerance

1.00 1

0.75 1

0.50 1

Iruses

Vv

0.25 1

0.00 1

0.100 -

0.001

Alistipes onderdonkii
Bacteroides fragilis

I Bacteroides ovatus

M Bacteroides thetaiotaomicron

M Bacteroides uniformis

M Bacteroides xylanisolvens

[ Eubacterium rectale

B Faecalibacterium prausnitzii
Subdoligranulum unclassified

B Akkermansia muciniphila

M other

Alistipes onderdonkii
Alistipes finegoldii
Bacteroides fragilis
[ Bacteroides ovatus
M Bacteroides uniformis
M Bacteroides xylanisolvens
B Faecalibacterium prausnitzii
M Roseburia intestinalis
B Akkermansia muciniphila
M other
[l unclassified

obligate_anaerobe
M aerotolerant
M facultative_anaerobe
M unknown

Siphoviridae
Lactococcus phage 936 sensu lato
unclassified Siphoviridae
[ Porcine circovirus 3
[ Gokushovirus WZ-2015a
Bell pepper mottle virus
Pepper mild mottle virus
Tomato mosaic virus
other

K01992: ABC-2 type transport system perm...

-~ K03088: RNA polymerase sigma-70 factor, E...

Proteins

K03499:
~ K03797:
K03979:
~ K04069:
K04078:
~ K04564:
K10117:
~ K13993:
K15633:

trk system potassium uptake protein...
carboxyl-terminal processing protea...

GTP-binding protein

pyruvate formate lyase activating en...

chaperonin GroES
superoxide dismutase, Fe—Mn famil...

raffinose/stachyose/melibiose transp...

HSP20 family protein
2,3-bisphosphoglycerate—independ...

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



H4022: 9 Female White Cincinnati | nonIBD 1.00 M Alistipes putredinis Taxonomy
Alistipes onderdonkii
Sweets - 0.75 [ | Bacteroides caccae
Fish 4 [ | Bacteroides dorei
Shellfish - 'S Bacteroides _fragllls @
White meat - o 0.50 Il Parabacteroides merdae 2
Red meat - 8— [ ] Eubacter!um rectale o
Proc. meat 0.25 [ ] Eubacterium siraeum \c:
Eggs A ' [ ] Faec_allbacterlum prausnitzii o
Starch - W Blank M Ruminococcus torques O
Whole grains - None 7+ days 0.00 M other a
Beans 1 Within 4-7 days
Vegetables - | Within 2-3 days 1.004
Fruits 1 B Yesterday 1-2x ' Alistipes onderdonkii T :
Probiotic 1 Ml Yesterday 3x+ Alistipes shahii ' '
iry 1 - .1%)
Dairy S 0.75- B Bacteroides caccae PCo1(81
Yogurt 1 3 [ Bacteroides dorei
Alcohol 1 2 Bacteroides fragilis Transcripts
Water S 0.50 - M Bacteroides uniformis
Fruit juice - & M Bacteroides xylanisolvens
Diet drinks 1 © 1"l Eubacterium rectale
Sweet drinks - = 0.251 B Faecalibacterium prausnitzii .
Escherichia coli XX
Immunosupp. - 0.00 - M other g
Chemo - ) ~
Antibiotics - No 2 1.001 2
Medication 4 g 0.75 A = obligatle_anaerobe 8
ol o] Q aerotolerant
Hospitalized e 0.50 B facultative_anaerobe
o 0.25 [ unknown
— 5001 L 0.00
&S 400 < - -
= 300+ 1.00 PCo 1 (14.2%)
S %88 T ' Lactococcus phage 936 sensu lato
T Human picobirnavirus ;
"0+ o 0-757 Beet curly top virus Proteins
a I Gokushovirus WZ-2015a
> 0.50 A [ Pepper mild mottle virus
S Tomato mosaic virus —
0.25 A Tobamovirus XX
Tomato mottle mosaic virus ™
0.00 A other &:
~— ° o
n 1.04 N °
'g O.g 1o K00764: amidophosphoribosyltransferase [E... 8
= 0.8 . o ~ K01265: methionyl aminopeptidase
B07{ S - . . — A.x___‘_ I Eﬁﬁ%g.ssls S 1e-02 K01925: UDP-N-acetylmuramoylalanine--D... o
A 061 = ~ K02078: acyl carrier protein
0.5 2 K02914: large subunit ribosomal protein L34
&) - K02968: small subunit ribosomal protein S20 ' ' '
> 1001 D 1e-03+ K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
S 751 ANCA EU ®© ~ K03522: electron transfer flavoprotein alpha s...
S 501 ~ Cbirl EU = K04567: lysyl-tRNA synthetase, class Il [EC:... Metabolites
o 25 lgG ASCA EU ~- K07444: putative N6—adenine—specific DNA ...
n 7l ~ OmpC. EU 1le-04+ K13993: HSP20 family protein L,
4 ° o ° %Zmo Oooo °g
1.00 + . . < 2o apos g gl o0 ;" S OQ;@;‘?;O oo
— % Bp @ %6820
K00262: glutamate dehydrogenase (NADP+) ... > BogfB o oo, % %o, o® & %, Seooe
Human ~ K00927: phosphoglycerate kinase [EC:2.7.2.3] IS | v egntod s et gt 4
W Filtered ” K01610: phosphoenolpyruvate carboxykinase... | "= @}%ﬁg@‘g@: S R
< ~ K01812: glucuronate isomerase [EC:5.3.1.12] o 8% 23t K 2,0;000@; .
' 9 K02358: elongation factor EF-Tu @) LT R S R
o 0.01 - L ~ K02867: large subunit ribosomal protein L11 o R N L
o~ —_— | K02931: large subuni_t ri_bosomal protein L5 R T e 0l e
Human = — e ——— ~ K02996: small subunit ribosomal protein S9 oo @
- e~ K10117: raffinose/stachyose/melibiose transp... .
Ml Filtered N ~ UNGROUPED ' ' '
/ PCo 1 (8.8%)




H4023: 16 Male White Cincinnati | nonIBD

Taxonomy

I Alistipes putredinis

M Bacteroides caccae
Sweets IS N D Bacteroides fragilis
Fish . M Bacteroides uniformis i
Shellfish - 'S M Bacteroides vulgatus @
White meat A @ I Bacteroides massiliensis 2
Red meat -|1 (% M Prevotella copri <
Proc. meat A Eubacterium rectale ~
Eggs - B Faecalibacterium prausnitzii N
Starch I N “_ W Blank Bl Akkermansia muciniphila S
Whole grains - None 7+ days M other a
Beans 1 Within 4-7 days
Vegetables {0 h H N H © Within 2-3 days
Fruits 1 B Yesterday 1-2x 1.007 M Bacteroides caccae 1
Probiotic 1 I Yesterday 3x+ Bacteroides dorei ' ' 0 '
Dairy { € 0.754 Bacteroides fragilis PCo 1 (8.1%)
Yogurt 2 M Bacteroides ovatus
Alcohol o : P :
Water = M Bacteroides uniformis Transcripts
Fruit iLice 4 S 0.50 1 I Bacteroides vulgatus
Diet djrinks | c I Bacteroides massiliensis
Sweet drinks 1 H S 0.25 1 M Prevotella copri
-I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_I_ =G B Faecalibacterium prausnitzii —
B Akkermansia muciniphila X ]
|mmunosupp. ] O.OO 1 1 T T T T T T T T T T . Other N
Chemo A ® 2
Antibiotics 1 © 1.00 S
Medication - B @ 0.75 obligate_anaerobe O
Hospitalized A Q050 M aerotolerant o
——T—T—T—TT T T T T T T T T T T T T T T e B facultative_anaerobe
© 0.25 I unknown 1
= 500 Q 0.00
¢) 400+ < - - -
S 5001 1.00- PCo 1 (14.2%)
@ 100 __/’/_' T7virus _
o Y o 0.751 Podoviridae Proteins
oo O Pseudomonas phage PPpW-4
2 0.50- "l unclassified Siphoviridae |
= [l Chicken anemia virus ’
> 0.25 - Gokushovirus WZ-2015a =
' Parabacteroides phage YZ-2015b ?\o
0.00- Pepper mild mottle virus (:' ]
L L ~— ° o o
0 N °
'g 0.100 - /\Z\ K01579: aspartate 1-decarboxylase [EC:4.1.... 8 |
¥o! - - Dysbiosis - ) ~— . .——/"\\ ~ K01875: seryl-tRNA synthetase [EC:6.1.1.11] a
9 - . Eubiosis S \.\'/ ~J K02356: elongation factor EF-P _ .
A = / ~- K02914: large subunit ribosomal protein L34
o K03088: RNA polymerase sigma-70 factor, E... i °
2 ; ~ K04069: pyruvate formate lyase activating en... ' FI’C ]'_ 30 I8‘V '
3 ANCA EU % 0.001 - . - AW/ - K04078: chaperonin GroES 0 1 (30.8%)
o ~ Chirl EU b . —— ~ K06187: recombination protein RecR
S IgA ASCA EU = — ’ — K13993: HSP20 family protein Metabolites
[} -~ 1gG ASCA EU - ~ K15633: 2,3-bisphosphoglycerate—independ...
9 OmpC. EU K19158: NO_NAME
-c% 2.0e+07 - — : <
@ 1.5e+07 K00262: glutamate dehydrogenase (NADP+) ... >
@ Human . : -
1.0e+07 B Filtered - K01610: phosphoenolpyruvate carboxykinase... >~
X 5.0e+06 litere o 0.100 1 K02357: elongation factor EF-Ts ~ 1 °- 4 oo
LED 0.0e+00 < ~ K02879: large subunit ribosomal protein L17 o o ay &Be g% Teli %, .
S e e Q . K02982: small subunit ribosomal protein S3 O Tt T e
% 2 0e+07 o 1 -~ K03737: pyruvate—ferredoxin/flavodoxin oxido... o S 8 g et )
@ o 0.010+ = K04043: molecular chaperone DnaK o o
&" 1.5e+07 Human 7z ~ K04077: chaperonin GroEL cewo®
1.0e+07 B Filtered | K10117: raffinose/stachyose/melibiose transp... .
< 5.0e+06 N | ~ UNGROUPED ' ' '
S 0.0e+00 0.001 1 Z PCo 1 (8.8%)



H4024: 11 Male White Cincinnati | nonIBD

Sweets

Fish
Shellfish
White meat
Red meat
Proc. meat
Eggs

Starch
Whole grains
Beans
Vegetables
Fruits -
Probiotic 1
Dairy
Yogurt A
Alcohol 1
Water 4

Fruit juice [
Diet drinks A
Sweet drinks

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

FecalCal
PNWHO
eoleololole)

eleolololole)

Dysbiosis
[eoleololole)

S uUIo~N®WOOo
1

[EEN
o

251° -~

Serology
3 &

2.5e+06
0.0e+00

[ Blank
None 7+ days
Within 4-7 days
[ Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

B Yes
No

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Chirl EU
IgA ASCA EU
~ 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Species

Transcription

rance

Q@

roto

Q

A

Viruses

0.75 1

0.50 1

0.251

0.00 1

1.00

0.75
0.50
0.25

1.00 1
0.751
0.50 1
0.251

0.00 1

I Alistipes putredinis

B Bacteroides caccae

¥ Bacteroides ovatus

B Bacteroides uniformis

B Bacteroides vulgatus

M Parabacteroides merdae
[ Eubacterium rectale

M Faecalibacterium prausnitzii
B Ruminococcus bromii

B Akkermansia muciniphila
M other

Alistipes onderdonkii
Alistipes shabhii
Alistipes finegoldii
Bacteroides dorei
¥ Bacteroides ovatus
B Bacteroides uniformis
M Bacteroides vulgatus
[ Parabacteroides distasonis
B Faecalibacterium prausnitzii
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Pseudomonas phage PPpW-4
Lactococcus phage SL4
Siphoviridae

[ Gokushovirus WZ-2015a

[ Bell pepper mottle virus
Pepper mild mottle virus
Tobacco mosaic virus
Human smacovirus 1
other

Transcription

o

o

=

o
1

o

o

S

=
1

1.00 1

Proteins
1

K00097:
~ K00971:
K02078:
-~ K02864:
K02968:
-~ K03073:
K03088:
-~ K04069:
K07114:
~ K19157:
K19158:

K00134:
~- K00262:
K02358:
~- K02996:
. K03561:
~ K04043:
K04077:
~ K10117:
K10540:
<~ UNGROUPED

4-hydroxythreonine—4-phosphate d...
mannose-1-phosphate guanylyltran...

acyl carrier protein

large subunit ribosomal protein L10

small subunit ribosomal protein S20
preprotein translocase subunit SecE

RNA polymerase sigma-70 factor, E...
pyruvate formate lyase activating en...

NO_NAME
NO_NAME
NO_NAME

glyceraldehyde 3—phosphate dehydr...
glutamate dehydrogenase (NADP+) ...

elongation factor EF-Tu

small subunit ribosomal protein S9
biopolymer transport protein ExbB
molecular chaperone DnaK
chaperonin GroEL

raffinose/stachyose/melibiose transp...

methyl—-galactoside transport syste...

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



H4027: 15 Male White Cincinnati | UC L2+L4 1.001 Alistipes onderdonkii Taxonomy
Bacteroides fragilis
Sweets { 0.75 - = Bacteroides ovatus
Fish A n Bacteroides thetaiotaomicron i
Shellfish - -g M Bacteroides uniformis <
White meat o 0.50 1 = Bacteroides vulgatus <
Red meat - Parabacteroides distasonis © |-
Proc. meat A n 0.25 M Prevotella copri ~ 7
Eggs - : M Odoribacter splanchnicus N
Starch 1 M Blank B Faecalibacterium prausnitzii 8
Whole grains A None 7+ days 0.00 - M other a
Beans Within 4-7 days ' '
Vegetables - I Within 2-3 days 1.00-
Frults 1 & Yesterday 1-2x ' Alistipes onderdonkii T : : :
Probiotic 1 B Yesterday 3x+ Alistipes shabhii
Dairy A c B ides dorei PCo1l (81%)
Yogurt - S 0.75- acteroides dorei
Alcohol - g_ Bactero!des fragilis _
\Water - S 0.50- I Bacteroides ovatus _ Transcripts
o o U M Bacteroides thetaiotaomicron
Fruit juice 1 2 M Bacteroides uniformis
Diet drinks A = :
Sweet drinks - S 0.25 M Bacteroides vulgatus
= Il Parabacteroides distasonis o
M Faecalibacterium prausnitzii S
Immunosupp. - 0.00 1 M other g
Chemo A ' . o
)
Antibiotics A NoO 2 1.001 g .
Medication A © 0.75 obligate_anaerobe O
Hospitalized A Q ] M aerotolerant o
P L B B B B S 0.50 B facultative_anaerobe
500 4 © 0.251 I unknown i
= 300 1 0
100
LL B
01— T T T T T T T T T T T T g 0.75+ unclassified Siphoviridae Proteins
- Gyrovirus GyV3
0
- %gg . > 0.50 - Gokushovirus WZ-2015a 4. .
< "5 < ¥ Pepper mild mottle virus
7.5 > ; —~
8 50 - 0.25 1 [ Tobacco mosaic virus L
0'0 i T T T T T T T T T T T T T 0'00 L T T T T T T T T T T T T T &: |
n 1.0 N °
0 0.9 . o K00024: malate dehydrogenase [EC:1.1.1.37] 8
2 0.81 —_—— e - . Dysbiosis ~ K00768: nicotinate-nucleotide-—dimethylben... &
4 c .
g’ 8(75 = [ - - Eubiosis 2 0.0107 - Egig% ?gﬁglrﬁc':\ﬂ;hydrase [EC:4.2.1.1]
O B T B B T S —— T 2 K02078: acyl carrier protein
S -~ K02968: small subunit ribosomal protein S20 ' ' '
> 1001 c K03073: preprotein translocase subunit SecE PCo 1 (30.8%)
ANCA EU
8’ 75 1 ~ Cbirl EU @ 0.001 4 -~ K03088: RNA polymerase sigma-70 factor, E...
S 501 IgA ASCA EU = K08998: hypothetical protein Metabolites
O 25- ~ IgG ASCA EU ~ K12343: 3—oxo—-5-alpha-steroid 4—dehydrog...
wn 01 = > OmpC. EU K15633: 2,3-bisphosphoglycerate—-independ...
B 2.0e+07 - 1.00- < |
o 1.5e+07 A o)
X 1.0e+07 1 Human K00134: glyceraldehyde 3—phosphate dehydr... ~
X = M Filtered ~- K00262: glutamate dehydrogenase (NADP+) ... —
(n 2-0e+06 1 0 K01689: enolase [EC:4.2.1.11] N
S 0.0e+00 1 . T ~ K01803: triosephosphate isomerase (TIM) [E... o
= K01812: glucuronate isomerase [EC:5.3.1.12] O
2] o L ; o
< 1.0e+07 - 5 0.011 ~ K02931: large subunit ribosomal protein L5 .
8 7.5e+06 K10117: raffinose/stachyose/melibiose transp...
X 5.0e+06 Human -~ K15633: 2,3-bisphosphoglycerate—independ... 3
X 2.5e+06 - M Filtered UNGROUPED . ,
E O'0e+00- T T T T T T T T T T T T T PCO 1 (8'8%)



Taxonomy

H4028: 13 Female White Cincinnati | CD L1+L4 I Alistipes putredinis

M Bacteroides caccae
Sweets M Bacteroides thetaiotaomicron
Fish A n M Bacteroides uniformis i
Shellfish - -g M Bacteroides vulgatus <
White meat A ) M Parabacteroides merdae =
Red meat & Il Prevotella copri o
Proc. meat A M Eubacterium siraeum ~
Eggs 1 M Faecalibacterium prausnitzii N
Starch 1 M Blank Subdoligranulum unclassified 8
Whole grains A None 7+ days M other a
Beans Within 4-7 days '
Vegetlgbl_ets y =Within 2-3 days
ruIts 7 Yesterday 1-2x ; .
| reodeEn B e e S———
Dairy 1 c i - ; PCo 1 (8.1%)
Yogurt - o) [ | Bactero!des thetalotgomlcron
Alcohol - g_ [ | Bactero!des uniformis _
\Water - = I Bacteroides vulgatus Transcripts
Fruit ivice O B Parabacteroides merdae
_rurt Juice 2 M Prevotella copri
Diet drinks - = . P -
Sweet drinks - © N Faecalibacterium prausnitzii
= Escherichia coli .
M other S
|mmunosupp_ - . unclassified N
Chemo - o ' 2
Antibiotics - .glo ’ o g -
Medication A an © obligate_anaerobe O
Hospitalized - Q M aerotolerant o
T T T T T T T T T 11 T % B facultative_anaerobe
_ 5004 = I unknown
gl 3 - —
= i 0
8 500 - PCo 1 (14.2%)
L 100+ y g .
o——— -~ - O O O O OO OO OO OO " unclassified Myoviridae Proteins
Ieb) T7virus
201 g Pseudomonas phage PPpW-4 | .
15 - = [l Chicken anemia virus
M 10 > I Gokushovirus WZ-2015a =
I Pepper mild mottle virus N
51 ™
0 3 T \&I'-f T
»n 1.0 0.100 1 N ’
wo094 K00262: glutamate dehydrogenase (NADP+) ... 8 i
-8 0.8 1 - . Dvsbiosi ~ K00895: pyrophosphate—-fructose-6-phosp... a
o 0.7 1 - Eyts)' 10SIS g e S\ K01491: methylenetetrahydrofolate dehydrog... .
5\ 0.6 - ublosis Z 0.010- . 'y \ -~ K02913: large subunit ribosomal protein L33
o5 ¢+ 2 K02914: large subunit ribosomal protein L34 C
&) -~ K02950: small subunit ribosomal protein S12 ' ' ' ' '
> 100 ANCA EU 2 K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
S 751 ~ Cbirl EU © ~ K03530: DNA-binding protein HU-beta
o 501 IgA ASCA EU F 0.001 A K04078: chaperonin GroES Metabolites
O 25- ) ~ IgG ASCA EU — —— — ~ K06949: ribosome biogenesis GTPase O
“o % OmpC. EU e K13993: HSP20 family protein L e
4 ° o ° %Zmo Ooo &
% 1 5 +07 1.00 ’ o\_'/o_. /\é\ ogcoomoo 00 cé)iio 02 (; %OE, og&,mio o °
o 2° K00024: malate dehydrogenase [EC:1.1.1.37] o) V«ffi’;‘égo"g%o%e% %o, o8 8 %, Jeooe
o 1.0e+07 1 Human ~ K00053: ketol-acid reductoisomerase [EC:1.... D | Ceenegntsd g B oo d gl o
X 5.0e+06 M Filtered " K00134: glyceraldehyde 3—phosphate dehydr... ; 1 61@%;_;329;%’:8““ e, e
Q 0.0e+00 < -~ K00262: glutamate dehydrogenase (NADP+) ... o ) 8% Og%(s% g% Tact o§ .
=" ' ' ' ' ' ' ' o K00850: 6—phosphofructokinase 1 [EC:2.7.1.... O T ERCSTAN S RN oo
8 1.2e+07 © 0.01- ~ K01805: xylose isomerase [EC:5.3.1.5] o o tees wo&ooo%oé’ o
T 9 0e+06 o K01812: glucuro_nate isomerase [EC:5.3.1.12] R T e 0l e
&’ 6.0e+06 Human -~ K02358: elongation factor EF-Tu oo @
Ve M Filtered —_— —= K02931: large subunit ribosomal protein L5 °
< 3.0e+06 > *  ~ UNGROUPED ' ' '
s 00etOO1L— BOE @ e — S o~ PCo 1 (8.8%)



H4030: 16 Male White Cincinnati | CD L1+L4

Bacteroides fragilis

Taxonomy

M Bacteroides uniformis
Sweets - M Bacteroides vulgatus
Fish 4 %) M Bacteroides massiliensis i
Shellfish - -% M Parabacteroides merdae @
White meat A ) M Eubacterium eligens =
Red meat 1 & M Faecalibacterium prausnitzii <
Proc. meat A M Roseburia intestinalis ~
Eggs B Akkermansia muciniphila N
Starch - ¥ Blank B Haemophilus parainfluenzae 8
Whole grains A None 7+ days M other a
Beans - Within 4-7 days
Vegetables - I Within 2-3 days
Frults 1 & Yesterday 1-2x 1.0071 Bacteroides dorei
Proll:))lo_t ] Bl Yesterday 3x+ Bacteroides fragilis
Yoglljr% | S 0.751 Il Bacteroides thetaiotaomicron
Alcohol - g_ [ Bactero!des uniformis
Water - = I Bacteroides vulgatus
Fruit juice 1 3 0.50 1 " Eubacterium rectale
Diet drinks A c | Faecall_bac_:terlu_m prausnitzii
Sweet drinks © 0.25 - Escherichia coli
=Y B Haemophilus parainfluenzae —
M other L
Immunosupp. - 0.00 - [ unclassified g
Chemo - <
Yes Q
Antibiotics - .No = 1.00 1 g
Medication - M Blank © 0.75 1 obligate_anaerobe @)
Hospitalized A D950 M aerotolerant o
=g M facultative_anaerobe
© 0.25 I unknown
2 0.00 : :
1.00 PCo1l (142%)
' Lactobacillus phage KC5a
Pseudomonas phage PPpW-4 i
n 0.751 Lactococcus phage biIBB29 Proteins
8 [l Lactococcus phage 936 sensu lato
> 0.501 I unclassified Siphoviridae
S Gokushovirus WZ-2015a —
0.25 1 Bell pepper mottle virus X
Pepper mild mottle virus ™
0.00 other N o
N—r o
(q\] o
0.100 K00384: thioredoxin reductase (NADPH) [EC...
- - Dysbiosis - K01875: seryl-tRNA synthetase [EC:6.1.1.11] ol
- - Eubiosis g K01945: phosphoribosylamine——glycine ligas...
= -~ K02078: acyl carrier protein
% K02111: F-type H+-transporting ATPase sub... . . .
Q -~ K03496: chromosome partitioning protein
ANCA EU 2 K03686: molecular chaperone Dnal PCo 1l (30-8%)
~ Cbirl EU @ 0.001 1 ~ K04043: molecular chaperone DnaK _
IgA ASCA EU = K04077: chaperonin GroEL Metabolites
-~ 1gG ASCA EU ~- K04078: chaperonin GroES
OmpC. EU K19158: NO_NAME
B 1.5e+07 ~
S X
@ 1.0e+07 Human E
< 5.0e+06 M Filtered -
) %) N
2 O'0e+00 T T T T T T T T T T T T T T .E O
Q O
8 1.2e+07 ‘é‘ o
8 9.0e+06 o
X 6.0e+06 Human 3
S ooerood SRS e PCo 1 (8.8%)



H4031: 12 Male White Cincinnati | CD L1+L4

I Alistipes putredinis

Taxonomy

Alistipes finegoldii
Sweets — I Bacteroides caccae
Fish 1 n M Bacteroides uniformis
Shellfish - -g M Bacteroides vulgatus <
White meat - @ I Eubacterium rectale 2
Red meat - (% M Faecalibacterium prausnitzii ©
Proc. meat 1 Subdoligranulum unclassified ~
Eggs 1 B Ruminococcus torques N
Starch 1 M Blank ¥ Ruminococcus bromii 8
Whole grains - None 7+ days M other a
Beans Within 4-7 days T
Vegetlgbl_ets . =Within 2-3 days
ruits 7 Yesterday 1-2x Alistipes shahii :
Probiotic - B Yesterday 3x+ [ | Bactgroides caccae ' ' '
Dairy - c Bacteroides dorei PCo 1 (8.1%)
Yogurt - o :
Alcohol = I Bacteroides ovatus - _
\Water - = M Bacteroides uniformis Transcripts
Fruit juice - 8 [ | Bactero!des vulga_tus
Diet drinks - c I Bacteroides xylanisolvens
Sweet drinks - © [ Parabacteroides distasonis
= B Faecalibacterium prausnitzii —
B Akkermansia muciniphila X ]
Immunosupp. - M other N
Chemo - o T o
Antibiotics - [] mes O g -
Medication A ° © obligate_anaerobe O
Hospitalized A Q M aerotolerant o
T T T T T T T T T T T % B facultative_anaerobe
500+ = I unknown
8 400 - < — - - -
9 3001 PCo 1 (14.2%)
3 %88 Pseudomonas phage philBB-PF7A
LL Pseudomonas phage PPpW-4 :
O | T T T T T T T T T T T T T n 075 7 Sfi21dtlvirus PrOteInS
20 4 aQ I unclassified Siphoviridae
> 0.501 [l Porcine circovirus 3 4. .
— 151 = Gokushovirus WZ-2015a
@ 10- 0.25 1 Pepper mild mottle virus F
T - PP Otie =
5 - Tobacco mosaic virus ™
0- ._\—'//\/\/\/ ooOQ___ - - - other N A
~ ° o o
@ 1.01 iy °
wo09{, 0.100 - K00648: 3—oxoacyl-[acyl-carrier—protein] sy... 8 ]
-8 0.8 1 ,__.\'_'__/\/./'\\' - - Dvsbiosi / ~ K01866: tyrosyl-tRNA synthetase [EC:6.1.1.1] a
w074 _ o T T, et S p K01881: prolyi-tRNA synthetase [EC:6.1.1.15] .
5‘ 0.6 1 ublosIs = 4 ~ K01960: pyruvate carboxylase subunit B [EC:...
o5 (> = K02878: large subunit ribosomal protein L16 C
100 2 0.010+ - K03088: RNA polymerase sigma-70 factor, E... ' ' ' ' o '
> e ANCA EU = . A K04069: pyruvate formate lyase activating en... PCo 1 (30.8%)
o . - Cbirl EU L ~ K04077: chaperonin GroEL
S 501 IgA ASCA EU = K04078: chaperonin GroES Metabolites
O 25- : { ~ 19gG ASCA EU 0.001 - -~ K13993: HSP20 family protein o
wn ol . . . ‘: .7 . - . . - ‘I OmpC. EU . '—“'_""I . . . . . . . ﬂ. . ; . . K19157: NO_NAME . . é,
%) . o g ace Yoge P
8 100 e 3 ;\é\ 080:"&(;2;% (;ocgcoo 0‘; o %E:Q);,wo&,o o °
v K00174: 2—oxoglutarate/2—oxoacid ferredoxin... o S gm0, o8 3%, feeo
o Human ~ K00262: glutamate dehydrogenase (NADP+) ... N [ °..o°.@%od 8o et com s 7
o M Filtered * K01610: phosphoenolpyruvate carboxykinase... o | "= @ai%% Il AL
LED < /J ~- K02358: elongation factor EF-Tu o BT, P AN N
' ' o — 1 K02996: small subunit ribosomal protein S9 &) °‘é’8 o0 oo wa, g
% O 0.01+ T -~ K03737: pyruvate—ferredoxin/flavodoxin oxido... o o "l g et 3o
© o //’—] K04043: molecular chaperone DnaK ° e 0 et
DG:J Human \ 1 ~ K04077: chap;:ror;lin GLOEII_ . . cewo®
; K15633: 2,3-bisphosphoglycerate-independ... °
o Bl Fitered \// ~ UNGROUPED ' ' '
= _ e S — PCo 1 (8.8%)




H4032: 12 Male White Cincinnati | CD L3+L4 1.00 Alistipes onderdonkii Taxonomy
M Bacteroides caccae
Sweets 0.75 Bacteroides dorei
Fish A 0 I Bacteroides ovatus i
Shellfish - -g M Bacteroides thetaiotaomicron <
White meat 1 @ 0.50 M Bacteroides uniformis <
Red meat - (% M Parabacteroides merdae ©
Proc. meat A 0.95 [ Eubacterium rectale ~
Eggs A . B Eubacterium eligens N
Starch 1 M Faecalibacterium prausnitzii 8
Whole grains - None 7+ days 0.00 M other qQ
Beans - W!th!n 4-7 days . . . . . . . . . — . . . .
Vegetables I Within 2-3 days : .
Fruits B Yesterday 1-2x 1.00 - o ) | Je
Probiotic - B Yesterday 3x+ [ | Al!st!pes c_)nderdo__nku . . .
Dairy - — Allstlpes_, finegoldii PCo 1 (8 1%)
Yogurt1 S 0.75 1 ] [ ] Bacteroides caccae .
Alcohol - g_ Bactero!des dorei _
\Water - = I Bacteroides ovatus _ Transcripts
Fruit juice | S 0.50 1 I Bacteroides thetaiotaomicron
Diet drinks - c M Bacteroides uniformis C
Sweet drinks - © 0.25 - I Parabacteroides distasonis )
= v B Roseburia intestinalis . . 5
M other L1 .0 sy
Immunosupp. - 0.00 1 unclassified N [ 2 S| ¥
T T T T T T T T T T T T T T » ° o o o ° & c oo
Chemo - o ~ o ee o REE
Antibiotics - = 1.00 1 g - oo 2%
Medication A © 0.75 obligate_anaerobe O
Hospitalized - 2L 950- M aerotolerant o
S B facultative_anaerobe
500 4 © 0.25 I unknown i
L_cg 400 T &) OOO ! T T T
S 3001 1.004 - | PCo 1 (14.2%)
D 100 Pseudomonas phage philBB-PF7A _
- O - T T 'I T T T ‘T 'I T T T T T T 075 ] SiphOViridae PrOteInS
8 Lactococcus phage 936 sensu lato
20 92 0.50 - "l unclassified Siphoviridae
__15- = I Gokushovirus WZ-2015a
M 1Q- > 0.25 Bell pepper mottle virus S
I ' Pepper mild mottle virus S
5 Tomato mosaic virus :
e 0.00- o
= .
0 1.01 0.100 _ _ N .
w091 _ K00793: riboflavin synthase [EC:2.5.1.9] 8
-8 0.8 1 .~ . Dvsbiosi ~ K02914: large subunit ribosomal protein L34 a
o 0.7 ———— __ o ____ ____ . EytS)_ 10SIS S K02956: small subunit ribosomal protein S15
5‘ 0.6 - ublosIs = ~ K03088: RNA polymerase sigma-70 factor, E...
oo+ 2 K03797: carboxyl-terminal processing protea...
&) - K04077: chaperonin GroEL ' ' '
> 100 ANCA EU 2 0.001- K04078: chaperonin GroES PCo 1 (30.8%)
S 751 ~ Cbirl EU @© ~ K07263: zinc protease
S 50+ IgA ASCA EU = K09702: hypothetical protein Metabolites
O 25- ~ 19gG ASCA EU ~ K09748: hypothetical protein
0 0oL e - OmpC. EU K13993: HSP20 family protein
-c% 2.0e+07 1.001 — <
o 1.5e+07 K00134: glyceraldehyde 3-phosphate dehydr... S
X 1.0e+07 Human ~ K00262: glutamate dehydrogenase (NADP+) ... I~
X 5.0e+06 W Filtered o K01006: pyruvate, orthophosphate dikinase [... : ’
LED 0.0e+00 < 4—A ~- K01610: phosphoenolpyruvate carboxykinase... o
' 9 1 K02355: elongation factor EF-G O
2 O 0.01 1 1 L ~- K02358: elongation factor EF-Tu o
@ 7500000 o t : K02986: small subunit ribosomal protein S4
Q@ 5000000 Human T K10200: N-acetiglucosamine ransport syst °
M Filtered - N — ,
7< 2500000 ~ UNGROUPED )
s o+, = .- . - . - 1 PCo 1 (8.8%)



Sweets 1
Fish -
Shellfish -

H4035: 16 Male White Cincinnati | UC
HEETEEEHEE IS 1

White meat {11 | | |

Red meat -
Proc. meat 1
Eggs -

Starch 1
Whole grains A
Beans A
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol 1
Water A

Fruit juice -
Diet drinks A
Sweet drinks -

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

FecalCal
PNWhAhO
olololeole]

eoleolololeole]

Dysbiosis
OO0000Or ONUINON

O ION00OO OU10oU10 0l
1

'_\
g ~N o
o o
| I—

25 1

Serology

I Blank
None 7+ days
Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

B ves
No

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Cbhirl EU
IgA ASCA EU
- 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Species

Transcription

rance

Q@

roto

Q

A

Viruses

0.100

0.001 1

Transcription

I Alistipes putredinis

[ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

¥ Bacteroides massiliensis

[ Parabacteroides distasonis

[ Eubacterium rectale

M Faecalibacterium prausnitzii
Subdoligranulum unclassified

B Roseburia intestinalis

M other

M Bacteroides vulgatus

I Bacteroides xylanisolvens

¥ Bacteroides massiliensis

[ Parabacteroides distasonis

[ Eubacterium rectale

B Faecalibacterium prausnitzii

B Roseburia intestinalis

B Ruminococcus torques
Escherichia coli

M other

[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

C2virus

unclassified C2likevirus

Lactococcus phage 936 sensu lato
[ Gokushovirus WZ-2015a
[ Watermelon mosaic virus

Bell pepper mottle virus

Pepper mild mottle virus

Tomato mosaic virus

other

1.00 1

0.01 1

Proteins

K00606:
~ K00969:
K01867:
- K01939:
K02358:
- K02914:
K02970:
~- K04078:
K06078:
~ K06941:
K13993:

K00262:
-~ K00626:
K01006:
~- K01610:
K02867:
~ K02886:
K10117:
~ K10439:
K10559:

3-methyl-2-oxobutanoate hydroxy...
nicotinate—nucleotide adenylyltransf...
tryptophanyl-tRNA synthetase [EC....

adenylosuccinate synthase [EC:6.3....

elongation factor EF-Tu

large subunit ribosomal protein L34
small subunit ribosomal protein S21
chaperonin GroES

murein lipoprotein lipoprotein

ribosomal RNA large subunit methyl...

HSP20 family protein

glutamate dehydrogenase (NADP+) ...

acetyl-CoA C-acetyltransferase [E...
pyruvate, orthophosphate dikinase [...

phosphoenolpyruvate carboxykinase...

large subunit ribosomal protein L11
large subunit ribosomal protein L2

raffinose/stachyose/melibiose transp...
ribose transport system substrate-b...
rhamnose transport system substrat...

-~ UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



Sweets

Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs 1

Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -
Probiotic 1
Dairy -
Yogurt A
Alcohol 1
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

H4038: 15 Male White Cincinnati | CD L3

None 7+ days

Within 4-7 days

| Within 2-3 days
B Yesterday 1-2x

B Yesterday 3x+

Species

Transcription

Alistipes finegoldii

B Bacteroides caccae
Bacteroides fragilis

¥ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

B Parabacteroides merdae

[ Eubacterium rectale

M Faecalibacterium prausnitzii
Subdoligranulum unclassified

M other

PCo 2 (6.7%)

Alistipes shabhii
Alistipes finegoldii

B Bacteroides caccae

[ Bacteroides dorei
Bacteroides fragilis

¥ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

M Bacteroides xylanisolvens

Taxonomy

[ Eubacterium rectale ;\3
Immunosupp. - M other g
Chemo A ” =
Antibiotics A O g
Medication A © obligate_anaerobe @)
Hospitalized A Q M aerotolerant a
S B facultative_anaerobe
o I unknown
o Q
@) < . .
S PCo 1l (14.2
? |
LL T7virus Proteins
% Pseudomonas phage PPpW-4
20 - 9 unclassified Siphoviridae
— 15+ = [l Gokushovirus WZ-2015a
M 10- > [l Pepper mild mottle virus <
I NA o
] ._\—-—/.\/\—-—/\ m
0 - N o
N—r o
o 1.0 N °
8 0'9: ------------------------------------- K01876: aspartyl-tRNA synthetase [EC:6.1.1... 8 ]
5 857; | -—— - - Dysbiosis -~ K01893: asparaginyl-tRNA synthetase [EC:6... o
‘g 0.6 - s s s s s s s s s m e e - - Eubiosis g K02078: acyl carrier protein °
0O 05- 'S 0.010 -~ K02899: large subunit ribosomal protein L27 R
' oo T T = K02914: large subunit ribosomal protein L34 : : : : —
r Q ~ K02956: small subunit ribosomal protein S15
3 100 ANCA EU 2 K02968: small subunit ribosomal protein S20 PCo1l (30-8%)
o 797 ~ Cbirl EU © ~ K03088: RNA polymerase sigma-70 factor, E... _
o 501 lgA ASCA EU = 0.001 A K03100: signal peptidase | [EC:3.4.21.89] Metabolites
O 25+ - 1gG ASCA EU -~ K03530: DNA-binding protein HU-beta
N o-— - e OmpC. EU K14652: 3,4-dihydroxy 2—butanone 4—phosp...
% T T T T T T T T T T T T T _ ]
8 1.5e+07 1 SN
¥ 1.0e+07 Human E
X 5.0e+06 M Filtered ~
O 0 N
E O'0e+00 T T T T T T T T T T T T T .E O
Q O
L 1.0e+07 o o |
S 7.5e+06 o
X 5.0e+06 Human °°3
5 2 5e+06 M Filtered : : :
2 O'Oe+00 T T T T T T T T T T T T PCO l (8'8%)



Sweets

Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs 1

Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -
Probiotic 1
Dairy -
Yogurt A
Alcohol 1
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

H4039: 12 Female White Cincinnati | CD L3

Dysbiosis

Serology

1.5e+07
L 1.0e+071
X 5.0e+06

eads

2 0.0e+00+

N 8e+06 -
6e+06 -
4e+06 -

2e+06 -
0e+00

MTX Read

[ Blank
None 7+ days
Within 4-7 days
[ Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

B Yes
No

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Chirl EU
IgA ASCA EU
~ 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Transcription

1.00 1

0.75 1

Species
o
a
o

0.25 1

0.00 1

1.00

Transcription
o
a
o

0.00

1.00
0.75 1
0.50 1
0.251
0.00 -

Aerotolerance

1.00 1

0.75 1

0.50 1

Iruses

Vv

0.25 1

0.00 1

0.100 -

0.001 -

[ Eubacterium rectale

M Faecalibacterium prausnitzii
Subdoligranulum unclassified

B Roseburia intestinalis
Roseburia hominis

B Ruminococcus torques

M Oscillibacter unclassified

B Akkermansia muciniphila
Escherichia coli

B Haemophilus parainfluenzae

M other

[ Eubacterium rectale
B Faecalibacterium prausnitzii
B Roseburia intestinalis
I Ruminococcus obeum
[ Streptococcus salivarius
B Akkermansia muciniphila
Escherichia coli
Klebsiella pneumoniae
B Haemophilus parainfluenzae
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Lactococcus phage 936 sensu lato
Porcine circovirus 3
Gokushovirus WZ-2015a
[l Bell pepper mottle virus
[ Cucumber green mottle mosaic virus
Pepper mild mottle virus
Tobacco mosaic virus
Tomato mosaic virus
other

K00240: succinate dehydrogenase / fumarate...

Proteins

-~ K00382:
K00616:
~- K02115:
K02902:
~- K02970:
K02986:
~ K03073:
K03704:
-~ K04069:
K19157:

dihydrolipoamide dehydrogenase [E...

transaldolase [EC:2.2.1.2]

F-type H+-transporting ATPase sub...

large subunit ribosomal protein L28
small subunit ribosomal protein S21
small subunit ribosomal protein S4
preprotein translocase subunit Seck

cold shock protein (beta-ribbon, Cs...
pyruvate formate lyase activating en...

NO_NAME

PCo 2 (12.3%) PCo 2 (9.2%) PCo 2 (6.7%)

PCo 2 (7.0%)

Taxonomy

PCo 1 (14.2%)

Proteins

PCo 1 (30.8%)

Metabolites

0% °
8o@° g0 0° " 090 o ° 0o
°

3
é%gﬁi 900&800
o

PCo 1 (8.8%)



Taxonomy

H4040: 17 Female White Cincinnati | UC

Bacteroides fragilis

M Bacteroides vulgatus
Sweets { H——— M Parabacteroides merdae
Fish - N M Prevotella copri i
Shellfish - -% B Odoribacter splanchnicus @
White meat A ) B Faecalibacterium prausnitzii =
Red meat - & Subdoligranulum unclassified <
Proc. meat B Roseburia inulinivorans ~
Eggs - Escherichia coli N
Starch A C2likevirus unclassified 8
Whole grains - None 7+ days M other a
Fruits | I [ J Yesterday 1-2x ctines finecoldi :
Probiotic - B Yesterday 3x+ Alistipes finegoldii
Dairv - Bacteroides fragilis
Dairy | B E—— = 075 B ocicrones oo
Alcohol - = M Bacteroides vulgatus
Water | [ 5 & Parabacteroides merdac
Eruit iLice - o 0.501 Il Parabacteroides distasonis
ruit juice { EEEEEE——— %) mr i -
Diet drinks - = revotella copri .
Sweet drinks | I 2 0.25- B Ouoribacter Splanchricus
— T = M Faecalibacterium prausnitzii ]
Escherichia coli X
Immunosupp. 0.001 M other g
Chemo _ Q) T T T T T T T T T T T N
Antibiotics - No O g -
Medication A © obligate_anaerobe O
Hospitalized A Q M aerotolerant a
- - - - - - - - - - - e M facultative_anaerobe |
o I unknown
ol Q
U < T T T
S PCo 1 (14.2%)
D Pseudomonas phage PPpW-4
L unclassified C2likevirus Proteins
n unclassified Siphoviridae
12.5 - 8 I Porcine circovirus 3
< 10.01 > "] Gyrovirus 4 1° °
O 757 S Gokushovirus WZ-2015a —
O 5.01 0.25 1 Pepper mild mottle virus X
0 2.5+ Tomato mosaic virus ™
0.0 - 0.00 1 other N
T T T T T T T T T T T ~— ] ° o
4 o\ o
o 19 0.1004 | o N
8 "o /‘ K00602: phosphoribosylaminoimidazolecarbo... O -
o 8? i - - Dysbiosis - N ..\\ — > -~ K00677: UDP-N-acetylglucosamine acyltran... o )
Q 0.6 i - - Eubiosis S .\\V‘//"\/ — \ > K01572: oxaloaqetate decarboxylase, beta su...
0 o5 = e \\/ ~- K02358: elongation factor EF-Tu .
' : : : : : : : : : : : .2 0.0101 ~ K02911: large subunit ribosomal protein L32 , , , , —
. O -~ K02914: large subunit ribosomal protein L34
3 100 ANCA EU 2 K02982: small subunit ribosomal protein S3 PCo 1 (30-8%)
O 751 ~ Cbhirl EU © ~ K03088: RNA polymerase sigma-70 factor, E... _
S 501 IgA ASCA EU = K04078: chaperonin GroES Metabolites
O 251 - 1gG ASCA EU 0.001 1 ——, — ~ K07568: S—adenosylmethionine:tRNA ribosyl...
D 5 _— OmpC. EU ———— — K13993: HSP20 family protein
8 2.0e+07 P
o
S 1.5e+07 S
X 1.0e+07 Human X
o M Filtered —
5.0e+06 o~
) %)
s 0.0e+00 < o
” 2 E_)
O 1.5e+07 £ T
DG:) 1.0e+07 Human 3
ﬁ 5.0e+06 M Filtered . . .
2 O'Oe+00 T T T T T T T T T T T PCO 1 (8'8%)



H4042: 15 Male White Cincinnati | UC 1.00 B Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets - | 0.75 I Bacteroides ovatus
Fish A %) M Bacteroides vulgatus i
Shellfish A -% [ Bacteroides massiliensis <)
White meat - - - o 0.50 B Parabacteroides merdae <
Red meat %) I Prevotella copri o
Proc. meat A 0.25 Eubacterium rectale ~
Eggs 1 : M Faecalibacterium prausnitzii N
Starch 1 I I Subdoligranulum unclassified 8
Whole grains 1 None 7+ days 0.00 M other a
Beans - W!th!n 4-7 days : T
Vegetables - [— BN | VVithin 2-3 days
Fruits - M Yesterday 1-2x 1.001 N N _
Probiotic - B Yesterday 3x+ | Alistipes putredinis
Dairy 1 | M Bacteroides caccae
Yo i S 0.75- Bacteroides dorei
gurt o :
g B e s
Fruiy\j/l?itceer | ] S 0.50 I Bacteroides massiliensis
Diet drinks - % u Ere;)votella copri |
: © ubacterium rectale
Sweet drinks = 0.25 B Faecalibacterium prausnitzii —
M other S
Immunosupp. 0.00 - unclassified N
Chemo - o ' 2
Antibiotics - ] mes S 1.00 N
Medication A ° © 0.754 obligate_anaerobe 8
Hospitalized A L 050+ M aerotolerant o
- - - - - - - - - g 0.95 =facultative_anaerobe
o Va9 I | unknown ’
E 288 - g O'OO -gl T T T T f T ff T
O T T T
% 500 1.00 - PCo 1 (14.2%)
® 100 1 o
L Podoviridae :
01— T T T T T T T T T n 0.751 Pseudomonas phage PPpW-4 Proteins
12.5 - 8 unclassified C2likevirus
< 10.0- > 0.50 1 l(.I;anla.Sﬁlfled Siphovizrgzlae 4 o
i S okushovirus WZ-2015a
8 gg i -/'—_\/ T~ = 0.25 1 Pepper mild mottle virus §
N 2.5- Tomato brown rugose fruit virus ™
00 i T T T T T T T T T T OOO L T T T T T T T T T T S' | o
n 1.0 N °
8 83 . - K00950: 2—amino—4-hydroxy—6—hydroxymet... 8 1
= U.61 . C 1le-02 - ~ K02078: acyl carrier protein
% 0.7 1 _. [E)ytS)b(;gjssls S \/ K02283: pilus assembly protein CpaF a o
5‘ 0.6 - ublost g= . — ~ K02358: elongation factor EF-Tu
051 . . . . . . . . . 2 K02518: translation initiation factor IF-1 C
&) . . - K03152: 4—methyl-5(b—hydroxyethyl)—thiazol... ' ' ' ' '
> 100+ 2 - K06400: site—specific DNA recombinase PCo 1 (30.8%)
© 50+ ~ Cbirl EU = K09458: 3—oxoacyl-[acyl-carrier—protein] sy... Metabolites
O 25- OmpC. EU ~ K10117: raffinose/stachyose/melibiose transp...
wn 01 = : K10119: raffinose/stachyose/melibiose transp...
35 1.00 - ~
© 1.5e+07 - K00134: glyceraldehyde 3-phosphate dehydr... g
¥ 1.0e+07 - Human -~ K00239: succinate dehydrogenase / fumarate... ~
X 5.0e+06 M Filtered K00262: glutamate dehydrogenase (NADP+) ... — -
Q) - - e 8 - K00626: acetyl-CoA C-acetyltransferase [E... N
S 0.0e+00 +— . . . . . . . . . T K01610: phosphoenolpyruvate carboxykinase... o
n 5 ~ K02358: elongation factor EF-Tu 8
'% 2 0e+07 E_ 0.01 1 / K02992: small sub_unit ribosomal protein S7 ]
O 1.5e+07 — -~ K04077: chaperonin GroEL
X 1 0e+07 Human K10117: raffinose/stachyose/melibiose transp... ° %
X M Filtered \ -~ K10540: methyl—-galactoside transport syste... T T T
[ 5.0e+06 UNGROUPED
S 0.0e+00 41—, , ’ , , , , : : , - < - > PCo 1 (8.8%)



H4043: 14 Female White Cincinnati | CD L3 1.001 W Alistipes putredinis Taxonomy
Alistipes onderdonkii
Sweets A 0.75 1 M Bacteroides caccae
Fish N Bacteroides fragilis i
Shellfish A -% I Bacteroides ovatus <
White meat A s [ @ 0.50 M Bacteroides uniformis =
Red meat 1 & B Bacteroides vulgatus o
Proc. meat I 0.25 B Parabacteroides merdae ~
Eggs - : 1] Eubacterium rectale N
Starch - ¥ Blank B Faecalibacterium prausnitzii 8
Whole grains A None 7+ days 0.00 - M other Q
Beans - W|th|n 4_7 days T T T T T T T T T T T T T
Vegetgblets 1 =Within 2-3 days 1.00
r_UI_S ] Yesterday 1-2x ' 1 Alisti derdonkii 1
Probiotic { B Yesterday 3x+ . O . — o Alistipes onderdonki
YlgallJrr%: S 0.751 Bacteroides fragilis
Alccg)]hol i = ¥ Bacteroides ovatus
Water - 2 M Bacteroides uniformis
Fruit ivice e 8 0.50 - M Bacteroides vulgatus
Diet df’inks ] % = Parabacteroides merdae
; L Faecalibacterium prausnitzii
Sweet drinks 1 I— = 0.257 Escherichia coli R
. M other X ]
|mmunosupp_ . 0.00 - . unclassified g
Chemo - " =
Antibiotics - .gl(;nk Q 1.001 g _
Medication A N © 0.75 1 obligate_anaerobe @)
Hospitalized - 2L 050 M aerotolerant o
—r T T T T T T T T T T T T e M facultative_anaerobe |
© 0.251 I unknown
c_Lg 2 0'00 T T T T T T T T T T T T T T T T T
© 1.00 - PCo 1 (14.2%)
D ' Lactococcus phage bIL170
L Sklvirus Protein
0 0797 Lactobacillus phage LdI1 oteins
204 8 [l Lactococcus phage 936 sensu lato
15 - > 0.501 [ Gyrovirus Tu243 1° °
oD = ] Gokushovirus WZ-2015a —_
T 10 0.251 Melon necrotic spot virus N
Pepper mild mottle virus ™
0.00 4 other N
T T T T T T T T T T T T T ~— ] ° o
8 0.100 1 K00850: 6-phosphofructokinase 1 [EC:2.7.1.... O -
el - - Dysbiosis -~ K00939: adenylate kinase [EC:2.7.4.3] o
4 - - Eubiosis s = K01591.: orotidine-5'-phosphate decarboxyla... ’
) = -~ K01893: asparaginyl-tRNA synthetase [EC:6... s
% 0.010 - K02078: acyl carrier protein . . . . —
O ~ K02931: large subunit ribosomal protein L5
3 ANCA EU 2 — - K02968: small subunit ribosomal protein S20 PCo 1 (30-8%)
o ~ Cbirl EU © . - ~ K03088: RNA polymerase sigma-70 factor, E... _
o IgA ASCA EU F 0.0014 ) ’ K04077: chaperonin GroEL Metabolites
Q -~ |gG ASCA EU ' . . ~- K04078: chaperonin GroES
N OmpC. EU - K13993: HSP20 family protein
% T T T T T T T T T T T T T _ ]
8 1.5e+07 1 S
< 5.0e+06 1 M Filtered : -
) %)
s 0.0e+00 c o
g 0
e i
o
Human °°3
M Filtered : : :
PCo 1 (8.8%)




H4044: 16 Male White Cincinnati | UC Taxonomy

I Alistipes putredinis
[ Bacteroides ovatus

Sweets - M Bacteroides uniformis
Fish 1 M Bacteroides vulgatus i
Shellfish - Il Bacteroides massiliensis <
White meat A M Parabacteroides merdae =
Red meat - I Eubacterium rectale o |-
Proc. meat A M Faecalibacterium prausnitzii ~
Eggs - Subdoligranulum unclassified N
Starch 1 M Blank ¥ Sutterella wadsworthensis 8
Whole grains - None 7+ days M other a
Beans Within 4-7 days
Vegetlgbl_ets T =Within 2-3 days
rults 7 Yesterday 1-2x isti i .
Probiotic 1 M Yesterday 3x+ ﬁ:!sz!pes ?hahn \di ' ' '
Dairy - - istipes finegoldii PCo 1 (8.1%)
Yogurt - 5 [ | Bacteroides ovatus _ .
Alcohol g_ [ | Bactero!des the_talotaomlcron _
\Water - = M Bacteroides uniformis Transcripts
Fruit juice - 8 M Bacteroides _vulgat_us _
Diet drinks - = = EaLab?ctgrmdestdllstason|s
: © ubacterium rectale
Sweet drinks = B Faecalibacterium prausnitzii —
M other S
|mmunosupp_ 4 . unclassified N
Chemo - 2
Antibiotics A g .
Medication A obligate_anaerobe O
Hospitalized - B aerotolerant o
B facultative_anaerobe
500+ I unknown
8 400 T T T T
£ 300- PCo 1 (14.2%)
3 200 - Pseudomonas phage PPpW-4
o 1007 Lactococcus phage M5938 -
0+ - - - - - - - - - - Croceibacter phage P2559S Proteins
12.5 - [ | Lactococcus phage 936 sensu lato
— 10.0- I Gokushovirus WZ-2015a 1. o .
5 7.5 gucumber green mo_ttle mosaic virus =
QO 5.0- epper mild mottle virus X
N 25- Tomato brown rugose fruit virus ™
0.0 other o -
~ ° o o
n 1.0 N °
‘v 0.9 K01834: 2,3-bisphosphoglycerate—depende... 8 i
-8 0.8 . Dysbiosis ~ K01939: adenylosuccinate synthase [EC:6.3.... o
o 0.71 . EytS). : g K02078: acyl carrier protein °
5‘ 0.6 1 ublosIs = ~ K02358: elongation factor EF-Tu
o8+ + 2 K02867: large subunit ribosomal protein L11 C
&) - K02887: large subunit ribosomal protein L20 ' ' ' ' '
>, 100 ANCA EU 2 K02914: large subunit ribosomal protein L34 PCo 1 (30.8%)
D 75 - : © 0.001 - ~ K02919: large subunit ribosomal protein L36
o ~ Chirl EU = g€ sut protel
© 501 IgA ASCA EU = K03073: preprotein translocase subunit SecE Metabolites
O 25- ~ 1gG ASCA EU ~ K04078: chaperonin GroES O
wn 0l _: . . . . : . . . . . OmpC. EU . . . . . . . . . . . K09808: lipoprotein—releasing system perme... . e
4 ° R %“cmo Ooo &
S 1.009 _ . S| seemis St D e
o 1.5e+071 K00239: succinate dehydrogenase / fumarate... ) %@3;?2’? WM %0, o 8 T, Beee e
X 1.0e+07 1 Human ~ K00262: glutamate dehydrogenase (NADP+) ... IS [ °. o eza®od 5850 0% 2om sl <
X 5.0e+06 M Filtered " K00639: glycine C-acetyltransferase [EC:2.3.... & | "o > a5@ L e " =,
(29 0.0e+00 c ~- K01805: xylose isomerase [EC:5.3.1.5] o o 6% @ of° °g° %o%"oc‘@? .
' ' ' ' ' o ' o o — Y K01812: glucuronate isomerase [EC:5.3.1.12] O R R
8 2.0e+07 © 0.01- ~- K02358: elongation factor EF-Tu o R I e
© 1 5atQ7 o K03340: diaminopimelate dehydrogenase [E... R T e 0l e
& ' Human P ~- K04043: molecular chaperone DnaK oo @
< é-ge*'gg B Filtered K04077: chaperonin GroEL .
.Oe+ -~ UNGROUPED ' ' '
S 0.0e+00 1 —— PCo 1 (8.8%)




H4045: 14 Female White Cincinnati | nonIBD 1.00 B Alistipes putredinis Taxonomy
M Bacteroides vulgatus
Sweets A 0.75 M Prevotella copri
Fish N Eubacterium rectale i
Shellfish - -g M Faecalibacterium prausnitzii @
White meat - @ 0.50 Subdoligranulum unclassified R
Red meat - (% Phascolarctobacterium succinatutens ©
Proc. meat A 0.95 M Akkermansia muciniphila ~
Eggs A ' Escherichia coli N
Starch A C2likevirus unclassified 8
Whole grains 1 None 7+ days 0.00 M other o
Beans - Within 4-7 days '
Vegetables | Within 2-3 days
Fruits - B Yesterday 1-2x 1.00 - - ) ]
Probiotic - B Yesterday 3x+ Alistipes onderdonkii . . .
Dairv - Alistipes shahii PCo 1 (8.1%
y S 0.751 Bacteroides dorei (8.1%)
Yogurt 2 M Bacteroides uniformis
Alcohol - o : .
Water - £ 0504 | M Bacteroides vulgatus Transcripts
Fruit juice - QL Ml Prevotella copri
Diet drinks - c Eubacterium rectale o
Sweet drinke - © 0.5 e - B Faecalibacterium prausnitzii
= Escherichia coli .
BN o -
|mmunosupp. ’ O.OO L T T T T T T T T T T T T T T unCIaSSified N OO 3 2
Chemo A ® 2
Antibiotics - No 2 1.001 ‘; .
Medication A © 0.75 1 = obligate_anaerobe O
italized - Q aerotolerant o
Hospitalized - ¢ 0.50 M facultative_anaerobe
© 0.25 I unknown 1
= 2007 2 0.00
= 388 | PCI 1(14 2I°/)
© 1 - 0 2%
§ %88 J 1.00 unclassified C2likevirus
i Sklvirus :
- 0- 0 0.751 Lactococcus phage 936 sensu lato Proteins
aQ I unclassified Siphoviridae
> 0.50 1 Porcine circovirus 2
S Gokushovirus WZ-2015a —
0.254 Pepper mild mottle virus XX
Tomato mosaic virus ™
O other ?I'_, . O
@ 1.04 0.1001 N\ :
@ 0.9 e K01689: enolase [EC:4.2.1.11] 8 | °
5 0-87 _ - Dysbiosis / ~ K01810: glucose-6-phosphate isomerase [E... ot
» 0.71 . Eubiosis S > K01881: prolyl-tRNA synthetase [EC:6.1.1.15] o
5‘ 0.6 1 = w ~ K01992: ABC-2 type transport system perm...
oo -7+ = K02316: DNA primase [EC:2.7.7.-] e
3 0.001 - ~- K02358: elongation factor EF-Tu ' ' ' ' '
> 100 ANCA EU e v — . . K02914: large subunit ribosomal protein L34 PCo 1 (30.8%)
S 75+ ~ Cbirl EU © — ——F —— - K02968: small subunit ribosomal protein $S20
oS 5017 . IgA ASCA EU = K03498: trk system potassium uptake protein... Metabolites
T 25- ~ 19G ASCA EU ~ K03671: thioredoxin 1~ _
wn ol ¢ OmpC. EU K06078: murein lipoprotein lipoprotein . T s
% . Tt e %mg,, ®
® 1.5+07 1.00 — S| BT e WA, O
v K00134: glyceraldehyde 3—phosphate dehydr... o Yo 0T B, B 8T, feoe e
o 1.0e+07 Human ~ K00262: glutamate dehydrogenase (NADP+) ... SRR SACPE TSI R
X 5.0e+06 M Filtered " K00625: phosphate acetyltransferase [EC:2.3... : 1 & %gi";é?“ 805°° e e
LED 0.0e+00 < ~ K01006: pyruvate, orthophosphate dikinase [... o N S8 g 0%, .
oo Q K01610: phosphoenolpyruvate carboxykinase... O 2 S e v et
% 1.5e+07 o 0.01 - -~ K01810: glucose-6—phosphate isomerase [E... o o "Sae T 3.
®© o~ K01938: formate——tetrahydrofolate ligase [E... O
&" 1.0e+07 Human ~ K10117: raffinose/stachyose/melibiose transp... con o
i K10439: ribose transport system substrate—b... °
ﬁ 5.0e+06 M Filtered ~ UNGROUPED : : :
S 0.0e+t001 P88 200 & B - - < < < PCo 1 (8.8%)



M2008: 30 Female White MGH | CD Taxonomy

I Alistipes putredinis

M Bacteroides caccae
Sweets Bacteroides fragilis
Fish I Bacteroides ovatus i
Shellfish M Bacteroides vulgatus <
White meat M Parabacteroides merdae =
Red meat I Parabacteroides distasonis ©
Proc. meat M Eubacterium siraeum ~
Eggs M Faecalibacterium prausnitzii N
Starch I Blank Escherichia coli 8
Whole grains None 7+ days M other a
Beans Within 4-7 days
Vegetlgbl_ets =Within 2-3 days
rurs Yesterday 1-2x Alistipes onderdonkii i
Probiotic Ml Yesterday 3x+ | Bactgroides caccae ' ' 0 '
Ylgalljr% S Bacteroides fragilis PCo 1 (8.1%)
Al Cgh0| = I Bacteroides ovatus
Water 2 M Bacteroides vulgatus Transcripts
Fruit iuice 8 [ Bacteroides xylanisolvens
Diet dljfinks c I Parabacteroides distasonis
Sweet drinks @ M Faecalibacterium prausnitzii
= Escherichia coli .
M other S
|mmunosupp_ 4 . unclassified N
Chemo - 2
Antibiotics - No N -
Medication A ] Bl Blank obligate_anaerobe 8
Hospitalized A M aerotolerant o
T T T T T T T T T T T T T T T T T T T . faCUItat'Ve_anaerObe 1
500+ I unknown
&S 400 - - -
3 Pseudomonas phage PPpW-4
1 100+ unclassified C2likevirus -
O i T T T T T T T T T T T T T T T T T T T Gyrovirus 4 PrOteInS
20 - [ Parabacteroides phage YZ-2015b
[ Bell pepper mottle virus 4. o
— 151 Pepper mild mottle virus —
% 10 - Tomato mosaic virus XX
5 - . Tropical soda apple mosaic virus ™
0 other N A
T T T T T T T T T T T T T T T T T T T H °
~ o o
n 1.0 N °
»n 0.91 K00286: pyrroline—5—-carboxylate reductase [... 8 i
-8 0.8 . Dysbiosis ~ K02078: acyl carrier protein ot
» 0.71 . Eﬁbiosis g K02109: F-type H+-transporting ATPase sub... .
5‘ 0.6 1 = ~ K02358: elongation factor EF-Tu
oS 2 K02914: large subunit ribosomal protein L34 C
S - K02952: small subunit ribosomal protein S13 ' ' ' ' '
> 100 ANCA EU & 0.001 A K02968: small subunit ribosomal protein S20 PCo 1 (30.8%)
8’ 75 ~ Cbirl EU @ ~ K03088: RNA polymerase sigma-70 factor, E...
S 501 IgA ASCA EU = K04485: DNA repair protein RadA/Sms Metabolites
O 25- ~ IgG ASCA EU ~ K10117: raffinose/stachyose/melibiose transp...
U) 0 L T T T T T T T T T T 'I T T T T T 'I T T 'I OmpC- EU T T T T T T T T T T T T T T T T T T T K19157. NO_NAME
1.001 . < |
y /\ K00134: glyceraldehyde 3-phosphate dehydr... &
O F'lljmarc]i ~ K00262: glutamate dehydrogenase (NADP+) ... I~ |
litere o K00639: glycine C-acetyltransferase [EC:2.3.... ~ 3 e
c -~ K01610: phosphoenolpyruvate carboxykinase... o ° 238, 9° Ny .
Q K01667: tryptophanase [EC:4.1.99.1] O T e e o T o,
o | . ~ K01812: glucuronate isomerase [EC:5.3.1.12] o R s [ 4
o 0.017 // — K02358: elongation factor EF-Tu o < Y.
Human 74—‘\—/ ~ K03286: OmpA-OmpF porin, OOP family oo ¥
M Filtered / \ N ElN(é)gé ngé%matE/aSpartate transport syste... . I .
PCo 1 (8.8%)




Sweets 1
Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs -
Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -

M2010: 18 Male White MGH | CD L1

1.00

0.75

0.50

Species

0.25

7 Blank
None 7+ days 0.00
Within 4-7 days

I Within 2-3 days

B Yesterday 1-2x

M Bacteroides vulgatus

Il Prevotella copri

B Faecalibacterium prausnitzii

B Roseburia intestinalis
Roseburia hominis

B Ruminococcus torques

Il Oscillibacter unclassified
Escherichia coli
Klebsiella pneumoniae

B Haemophilus parainfluenzae

M other

PCo 2 (6.7%)

Taxonomy

Probiotic 1
Dairy A

Yogurt A
Alcohol A
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

B Yesterday 3x+

Transcription

Immunosupp. -
Chemo A
Antibiotics A
Medication o
Hospitalized A

0.75
0.50
0.25
0.00

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

PCo 2 (9.2%)

Aerotolerance

PCo 1 (14.2%)

FecalCal
PN WHO

Proteins

Viruses

HB

RN Si=t=1=}=)
SRSKR=ER=I=1=1=1=1=)
1 1 1 1 1 1 1 1 1 1

PCo 2 (12.3%)

- - Dysbiosis
------------------------------------- - - Eubiosis

oONwOO O
1

Dysbiosis
[eolololeoleo)

PCo 1 (30.8%)

Transcription

Metabolites

o

>
(@)]
ie}
@)
| —
()
0p]

°
° &
o
o o 66%g ©
° o ®0 ©o
° o o
o o %o
o ®° o o o o
8° ° oo o & 0 ©
90 o0 © §°% o ooo%"’c& o o
0% ° = K o @ % o °
o @6, P %% 8
o () 0% © o 6g00 ©
© o

Human
B Filtered

o
o
[}
0©
Q
R

oS s ° %%oo(@ o

9 ) ks %

08 9ol o,% ° o, c&é’ ° o
°

< 0.0e+00

PCo 2 (7.0%)

1
°
&
°
oo
3
@
S
o
o°
S
O ©

Proteins

MTX Reads

PCo 1 (8.8%)



Sweets 1

Fish 4
Shellfish -
White meat -
Red meat -
Proc. meat 1
Eggs -

Starch 1
Whole grains A
Beans A
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol 1
Water A

Fruit juice -
Diet drinks A
Sweet drinks -

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

M2014: 30 Male White MGH | CD L1

FecalCal
PNWhAhO

=N eleololele]
OO 000000
1 1 1 1 1 1 1 1

Dysbiosis

Serology

2e+07 -
< 1e+07 1

Reads

S 0e+00-

1.0e+07 -
7.5e+06 A
5.0e+06 A
2.5e+06 A

MTX Reads

0.0e+00 -

I Blank
None 7+ days
Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

B ves
No

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Cbhirl EU
IgA ASCA EU
- 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Species

Transcription

Aerotolerance

Iruses

\%

1.00 1

0.751

0.25 1

0.00 1

1.00 1

0.75 1

0.50 1

0.251

0.00 1

1.00
0.751
0.50 1
0.25 1
0.00 -

1.00 1
0.751
0.50 1
0.251

0.00 1

Transcription

0.100 1

0.001 1

Bacteroides dorei
M Bacteroides uniformis
M Bacteroides vulgatus
[l Eubacterium rectale
M Eubacterium eligens
B Faecalibacterium prausnitzii
Subdoligranulum unclassified
M Roseburia intestinalis
M Oscillibacter unclassified
B Akkermansia muciniphila
M other

Alistipes shabhii
Bacteroides dorei

M Bacteroides uniformis

M Bacteroides vulgatus

M Eubacterium eligens

M Faecalibacterium prausnitzii

M Roseburia intestinalis

B Akkermansia muciniphila
Escherichia coli

M other

"] unclassified

obligate_anaerobe
M aerotolerant
M facultative_anaerobe
M unknown

Bell pepper mottle virus
Pepper mild mottle virus
Tobacco mild green mosaic virus

1.00 1

o

H

o
1

Proteins

o

o

H
1

K00606:
~ K00873:
K01572:
-~ K01951:
K02406:
~ K02954:
K03040:
~ K04069:
K04078:
~- K05808:
K12343:

K00262:
-~ K01006:
K01610:
-~ K01803:
K02355:
~ K02358:
K10117:
~- K10200:

3—-methyl-2-oxobutanoate hydroxy...
pyruvate kinase [EC:2.7.1.40]
oxaloacetate decarboxylase, beta su...
GMP synthase (glutamine—hydrolysi...
flagellin

small subunit ribosomal protein S14
DNA-directed RNA polymerase sub...
pyruvate formate lyase activating en...
chaperonin GroES

putative sigma—54 modulation protein
3-oxo—-5-alpha-steroid 4—dehydrog...

glutamate dehydrogenase (NADP+) ...
pyruvate, orthophosphate dikinase [...
phosphoenolpyruvate carboxykinase...
triosephosphate isomerase (TIM) [E...
elongation factor EF-G

elongation factor EF-Tu

raffinose/stachyose/melibiose transp...
N-acetylglucosamine transport syst...

UNGROUPED

PCo 2 (12.3%) PCo 2 (9.2%) PCo 2 (6.7%)

PCo 2 (7.0%)

Taxonomy

PCo 1 (8.1%)

Transcripts

PCo 1 (14.2%)

Proteins

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



M2021: 26 Male White MGH | CD L2 1.00 W Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets 0.75 Bacteroides dorei
Fish - %) I Bacteroides ovatus i
) : oS
Shellfish - 'S M Bacteroides uniformis <
White meat - @ 0.50 M Bacteroides vulgatus ,°\
Red meat - (% M Parabacteroides merdae o |
Proc. meat A 0.95 [ Eubacterium rectale ~
Eggs - : M Faecalibacterium prausnitzii N
Starch 1 I Sutterella wadsworthensis 8
Whole grains - None 7+ days 0.00 M other a
Beans - W!th!n 4-7 days
Fruits 1 = ¥22:2:32§ %)_(EX 1.00 Bacteroides dorei i
PI’OBIO_tIC: I Bacteroides ovatus ' PCo 1 (8.1%
v alr){ 1 S 0.75 B Bacteroides thetaiotaomicron 01 (8.1%)
Alo%l:rl ] = B Bacteroides uniformis
\;:V%tgr ] 2 M Bacteroides vulgatus Transcripts
Eruit ivice - o 0.50 ¥ Parabacteroides distasonis
D-rLt"dJl-J'ﬁe i 2 M Odoribacter splanchnicus
S Iet dr!nks | © 0.25 [ Eubacterium rectale
weet drinks = B Faecalibacterium prausnitzii o
M other S
Immunosupp. - 0.00 " unclassified g
Chemo - " 2z
Antibiotics - .meos Q 1.00 g -
Medication A © 0.75 = obligate_anaerobe O
Hospitalized A Q aerotolerant o
P T T T T T T T T T T T T S 0.50 B facultative_anaerobe
© 0.25 I unknown 1
< 52
O T T T T
® 3001 PCo 1 (14.2%
§ 001 1.00 ( )
u O- T T T T T T T T T T T T w 0'75- PrOteInS
Q
20 - 5 0.50- TTV-like mini virus 1 o
— 151 S _
@ 10- 0.25 - S
51 ™
o L T T T T T T T T T T T T 0'00 L T T T T T T T T T T T T S' i
N—’ ° o o
»n 1.0 _ N °
'g 0.9 K00174: 2-oxoglutarate/2—oxoacid ferredoxin... 8 |
=084 " """ TTTTTmmmmm T o o —\ ~ K00798: cob(l)alamin adenosyltransferase [E... a
BOT] e~ . Eyts)blo_sls S 0.010- \ //\\ — K00979: 3—deoxy—manno—-octulosonate cytid... °
2061 UbIoSIS S ~ K02004: NO_NAME ]
o5+ -+ 2 K02406: flagellin °
&) ~- K02519: translation initiation factor IF-2 ' ' ' ' '
> 100+ 2 K02935: large subunit ribosomal protein L7/L... PCo 1 (30.8%)
S 751 ANCA EU S 0.001 - ~- K02956: small subunit ribosomal protein S15
S 501 — ~ Chirl EU = K02982: small subunit ribosomal protein S3 Metabolites
S o541 lgG ASCA EU P — s . ~ K03614: electron transport complex protein R...
» ol ) ~ OmpC. EU —_—— — K13993: HSP20 family protein
% 1.00 1 =3
v .
s igeigz K00024: malate dehydrogenase [EC:1.1.1.37] §
o © Human -~ K00134: glyceraldehyde 3—phosphate dehydr... ~
; 1.0e+07 B Filtered K00262: glutamate dehydrogenase (NADP+) ...  — 4
Q) 5.0e+06 9 0.10 1 -~ K01610: phosphoenolpyruvate carboxykinase... N
S 0.0e+00 — -GE) K01805: xylose isomerase [EC:5.3.1.5] o o
0 5 ~ K01812: glucuronate isomerase [EC:5.3.1.12] 8 S L
© 2.0e+07 g K02358: elongation factor EF-Tu . o B 8
o -~ K04043: molecular chaperone DnaK °
o 1.5e+07 0.01 -
X 1 0e+07 Human ' K04077: chaperonin GroEL °°3
X 5 0e+06 - M Filtered T ~ K10117: raffinose/stachyose/melibiose transp... . . .
E O'0e+00 T T T T T T T T T — T T T T T T T T T T T T T T T UNGROUPED PCO 1 (8.8%)



Sweets 1

Fish 4
Shellfish -
White meat -
Red meat -
Proc. meat 1
Eggs -

Starch 1
Whole grains A
Beans A
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol 1
Water A

Fruit juice -
Diet drinks A
Sweet drinks -

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

FecalCal
PNWhAhO

M2025: 43 Female White MGH | CD L2

- i

HB

RN Si=l=i=]=:
cCUouo o0ddddS
1 1 1 1 1 1 1 1 1 1 1

Dysbiosis
OCOOOO0OR

S uUION®LWOO
1

[
o

Serology

75 1
50 -
25 1
0-

MTX Reads
OO P DN
@D D @D
+ + +
o O O
o ~N N

I Blank
None 7+ days

Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x

B Yesterday 3x+

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Cbhirl EU
IgA ASCA EU
- 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Transcription

1.00

0.75

0.50

0.25

Transcription

0.00

1.00
0.75
0.50
0.25
0.00

Aerotolerance

1.00
0.751

0.50 1

Viruses

0.251

0.00 1

1e-02 -

1e-03 -

1e-04 -

1.00

Proteins
=
=
o

0.01 1

I Alistipes putredinis
Alistipes shabhii
Alistipes finegoldii

B Bacteroides uniformis

B Bacteroides vulgatus

¥ Bacteroides massiliensis

[ Eubacterium rectale

M Faecalibacterium prausnitzii

Subdoligranulum unclassified

M other

B Akkermansia muciniphila

Alistipes shabhii
Alistipes finegoldii
Bacteroides fragilis
M Bacteroides uniformis
M Bacteroides vulgatus
[ Parabacteroides distasonis
M Faecalibacterium prausnitzii
B Ruminococcus torques
B Ruminococcus bromii

B other

7 unclassified

obligate_anaerobe

M aerotolerant
B facultative_anaerobe
I unknown

Actinomyces virus Avl
Lactobacillus phage Ldl1
Lactococcus phage 936 sensu lato

¥ unclassified Siphoviridae

] Gokushovirus WZ-2015a
Cucumber green mottle mosaic virus
Pepper mild mottle virus
Blueberry shoestring virus

other

KO0561:
~ KO01710:
K01892:
- K02078:
K02355:
-~ K02358:
K02935:
~ K02994:
K03100:
~ K04069:
K13993:

K00134:
-~ K00262:
K01610:
~- K01805:
K02358:
~ K02867:
K10117:
~ K10192:
K10540:

rRNA (adenine-N6-)—-methyltransfe...
dTDP-glucose 4,6—dehydratase [E...
histidyl-tRNA synthetase [EC:6.1.1....

acyl carrier protein
elongation factor EF-G
elongation factor EF-Tu

large subunit ribosomal protein L7/L...

small subunit ribosomal protein S8
signal peptidase | [EC:3.4.21.89]

pyruvate formate lyase activating en...

HSP20 family protein

glyceraldehyde 3—phosphate dehydr...
glutamate dehydrogenase (NADP+) ...
phosphoenolpyruvate carboxykinase...

xylose isomerase [EC:5.3.1.5]
elongation factor EF-Tu
large subunit ribosomal protein L11

raffinose/stachyose/melibiose transp...
oligogalacturonide transport system ...

methyl—-galactoside transport syste...

-~ UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



M2026: 21 Female White MGH | UC 1.00 B Alistipes putredinis Taxonomy
Bacteroides fragilis
Sweets {1l 0.75 Ml Bacteroides uniformis
Fish A n M Bacteroides vulgatus i
Shellfish - -g M Bacteroides xylanisolvens <
White meat - @ 0.50 M Faecalibacterium prausnitzii R
Red meat - & M Roseburia intestinalis o
Proc. meat A 0.25 Roseburia hominis ~
Eggs 1 ' B Ruminococcus torques N
Starch 1 I Blank Escherichia coli 8
Whole grains - None 7+ days 0.00 M other a
Beans Within 4-7 days
Vegetables - I Within 2-3 days 1.00
Prults - & Yesterday 1-2x ' Bacteroides dorei T : : :
PI’OBIO_'[IC Il Yesterday 3x+ Bacteroides fragilis 0
Yo a&?{_* S 0.75 B Bacteroides uniformis PCo 1 (8.1%)
Alcghol i = M Bacteroides vulgatus
\Water - 2 M Bacteroides xylanisolvens Transcripts
Fruit iice | S 0.50 B Faecalibacterium prausnitzii
Diet dljfinks i c M Roseburia intestinalis
Sweet drinks - [ [ © 0.25 Roseburia hominis
T T T T T T T 1T L L L] T T T T T T l_ ' . RUminOCOCCUS Obeum .
M other S
immunosupp. | [ NN 0.00 unclassified o
Chemo A H Yes o =
Antibiotics A NO © 1.00 g i
Medication - Il Blank © 0.75 obligate_anaerobe O
Hospitalized Q M aerotolerant o
p -I_I_ T T T T T T T B E— | T T T T T T T T 8 0.50 . faCU|tatlve_anaer0be
© 0.25 I unknown i
T 5001 2 0.00
O 400 T < ’ T T T
= 300 1 0
§ 200 A 1.00 PCo1l (14.2 /0)
100 _
Ty s 0.75- Proteins
)
. 0
_ %gg i > 0.50 - Pepper mild mottle virus 4. o
S 751 S ~
S 50- 0.25 S
0 254 2 i
0'0 i O'OO L T T T T T T T T T T T T T T T T T T T \F-L ° o
n 1.04 i N °
‘v 0.9 0.100 f K01056: peptidyl-tRNA hydrolase, PTH1 family 8 i °
2 0.81 - Dysbiosi . » ~ K02864: large subunit ribosomal protein L10 o
% 0.7 - o Eyts)' 0SIS S S K02886: large subunit ribosomal protein L2 o
5‘ 0.6 1 ublosIs = ~ K02935: large subunit ribosomal protein L7/L...
oS 2 K02970: small subunit ribosomal protein S21 C
S 0.001 - K03550: holliday junction DNA helicase RuvA... ' ' ' ' '
> 100+ ANCA EU c K03977: GTP-binding protein PCo 1 (30.8%)
S 751 ~ Cbirl EU © S —— ~ K04078: chaperonin GroES _
S 501 IgA ASCA EU = K130385 phosphopantothenoylcysteine decar... Metabolites
O 25- ~ 1gG ASCA EU - K13993: HSP20 family protein ]
U) 0 - '| T T T T T T T T T T T T T T T T T T zl\ OmpC- EU T T T T T T T T T T T T T T T T T T T K19157. NO_NAME ) ° ’ ooo o
% 2.5e+07 T 1.00 N o . /\é\ -
0 %-ggig;: K00024: malate dehydrogenase [EC:1.1.1.37] S
o 1.06+07 - Human ~ K00048: lactaldehyde reductase [EC:1.1.1.77] ~ |
XX M Filtered K00262: glutamate dehydrogenase (NADP+) ...
5.0e+06 %) N
Q 0.0e+00 < ~ K01588: 5—(carboxyamino)imidazole ribonucl... o
=" Q K01810: glucose—-6—-phosphate isomerase [E... &)
0 S 0.01; ; ~ K02355: elongation factor EF-G o
© 07 - o 1 - K02358: elongation factor EF-Tu
Q 4e+07 ~ K10117: raffinose/stachyose/melibiose transp...
nd Human _ 3
s 2e+07 1 M Filtered > — K10540: methyl—-galactoside transport syste... °
- ] 1 -~ UNGROUPED ' ' '
E 0e+00- T T T T T T T T T T T T T T T T T T T T T T T T T T T : T T T T T T T T T T T PCO 1 (8'8%)



M2027: 41 Male Other MGH | CD L1 1.00 Bl Bacteroides caccae Taxonomy
M Bacteroides uniformis
Sweets { T T ——— 0.75 M Bacteroides vulgatus
Fish A 0 l Prevotella copri i
Shellfish - -g M Faecalibacterium prausnitzii <
White meat @ 0.50 Subdoligranulum unclassified R
Red meat - & M Roseburia intestinalis o
Proc. meat A 0.25 Phascolarctobacterium succinatutens ~
Egos 1 : Escherichia coli N
Starch 1 M Blank ¥ Sutterella wadsworthensis 8
Whole grains - None 7+ days 0.00 M other a
Beans Within 4-7 days
Vegetables - I Within 2-3 days
Pruits 1 B Yesterday 1-2x 1.00 Bacteroides dorei i
Probiotic 1 Ml Yesterday 3x+ M Bacteroides ovatus ' ' 0 '
Ylgalljr%: g 0.75 B Bacteroides uniformis PCo 1 (8.1%)
Al Cgh0| i = M Bacteroides vulgatus
Water | 2 0.50 = Parabacteroides distasonis Transcripts
o ] o U Prevotella copri
DF-ntJ'éJl-J'ﬁe i 2 B Faecalibacterium prausnitzii
Swelgt d::ﬂkg | © 0.25 B Roseburia intestinalis
= =AtIEkermansia muciniphila -
other ’S
Immunosupp. 0.00 unclassified °N
Chemo A o o
Antibiotics - = 1.00 1 g -
Medication - M Blank © 0.75 1 obligate_anaerobe O
Hospitalized A L 0.50- M aerotolerant o
— 1T T T T T T T T T T T T S B facultative_anaerobe
© 0.251 I unknown 1
O 400 - < . T T T T T T T T T T T T T T T T T
= 300 -
8 200 A 1.00 PCo 1l (14.2%)
0 - . - . 0.75 - Lactococcus phage SK1 Proteins
T T T T T T T T T T T T T T 8 - SleIrus
20 A g 0.50 - Il Lactococcus phage 936 sensu lato 1 .
__ 151 = Lactococcus phage P680
M 10 > 0.25 - Gokushovirus WZ-2015a S
I 5 : Tomato mosaic virus N
’ other :
O i /\'I 'I 'I 'I 'I\I/:\'; 'I 'I 'I 'I 0'00 L T T T T T T T T T T T T T T &: |
~— ° o o
@ 1.04 0.100 < °
0 0.91 K01928: UDP-N-acetylmuramoyl-L-alanyl-... O -
-g 0.8 . Dysbiosis ~ K02358: elongation factor EF-Tu ot
o 0.71 . Ezbiosis S K02888: large subunit ribosomal protein L21 °
5’ 0.6 1 = ~ K02914: large subunit ribosomal protein L34
o5 4—v———"v—F-Vv-r————— 2 ~ K02952: small subunit ribosomal protein S13 ° e
2 ~ K02954: small subunit ribosomal protein S14 ' ' ' ' '
> 1001 — . ANCA EU c K03040: DNA-directed RNA polymerase sub... PCo 1 (30-8%)
8’ 75 ~ Cbirl EU @ 0.001+ -~ K04069: pyruvate formate lyase activating en...
o 501 IgA ASCA EU = 7 KO4567: lysyl-tRNA synthetase, class Il [EC:... Metabolites
o i - - K09458: 3—oxoacyl-[acyl-carrier—protein] sy...
o 251 . IgG ASCA EU // T .
wn 0- 3 OmpC. EU K17828: dihydroorotate dehydrogenase (NA... . . oo
- ° o e %Zmo Oooo &
35 1.009 . Sl BT SR e
S 2e+07 1 - ) S| Cdl e et
) H K00262: glutamate dehydrogenase (NADP+) ... o Ry~ SN SN RN
o 16407 0 F'lljmarc]i ~ K01805: xylose isomerase [EC:5.3.1.5] SRR AR PRI A
> litere " K02355: elongation factor EF-G ~ 1 el 8@%‘%2@58“" X0 e
(ED 0e+00 c . ~- K02358: elongation factor EF-Tu _ o %:%‘% %io‘ﬁz":‘;e‘% .
Q : — K02803: PTS system, N—acetylglucosamine-... &) R R T
8 o 0.01+ % — ~ K02804: PTS system, N-acetylglucosamine-... (o T I L
c 3e+07 o \ K02867: large subunit ribosomal protein L11 o e o eae e
D sat s -~ K03737: pyruvate—ferredoxin/flavodoxin oxido... oo O
¥ 2e+07 Human — K15633: 2,3-bisphosphoglycerate—independ s
X le+07 M Filtered 1\—’/\ ~ UNGROUPED . .
S 0e+00 PCo 1 (8.8%)



M2028: 24 Female White MGH | CD L1 1.00 B Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets{l" 0 1 O W | 0.75 M Bacteroides ovatus
Fish n M Bacteroides uniformis i
Shellfish -g M Bacteroides vulgatus <
White meat @ 0.50 M Parabacteroides merdae ,’i
Red meat | & 1| Eubacterium rectale o
Proc. meat 0.95 M Faecalibacterium prausnitzii ~
Eggs : Subdoligranulum unclassified N
Starch I Blank Escherichia coli 8
Whole grains None 7+ days 0.00 M other Qo
Beans Within 4-7 days
Vegetgbl_ets =Within 2-3 days 1.00
ruits Yesterday 1-2x : it e -
Yt B e puredn ———
Ylgalljr% § 0.75 I Bacteroides ovatus PCo 1 (8.1%)
Alcghol = M Bacteroides thetaiotaomicron
Water g' M Bacteroides uniformis Transcripts
Eruit ilice S 0.50 M Bacteroides vulgatus
Diet dffinks c M Parabacteroides merdae
Sweet drinks © 0.25 N Faecalibacterium prausnitzii
= Escherichia coli ]
M other S
Immunosupp. 0.00 " unclassified N
Chemo o 2
Antibiotics = 1.00 g -
Medication {Jil}§ © 0.75 obligate_anaerobe O
Hospitalized 2 050 M aerotolerant o
T 11T Tr 171111 T T T T T T T T T T T 8 . facultat|ve_anaerobe
500 4 © 0.25 I unknown i
® 200 2 0.00
O T T T
8 201 i 1.00- . . PCo 1 (14.2%)
D 100 - \.JA T7virus )
- O 7T T 7T T T T T T T T T T T T T T T T i (7)) 075 7 Pseu_domonas phage PPpW_4 PrOteInS
@ Sklvirus
20 A g 0.50 - Il Lactococcus phage 936 sensu lato 1 .
15 - = Il Lactococcus phage P680
m 10 > 0.25 - Gokushovirus WZ-2015a <
I 5 ' Pepper mild mottle virus c?\o
1 other :
o i 0'00 L T T T T T T T T T T T T T T T T T T T T T T T T S' i
n 1.0 N °
@ 0.91 0.100 A K00616: transaldolase [EC:2.2.1.2] 8 |
= 0.81 . o — ~ K00850: 6-phosphofructokinase 1 [EC:2.7.1.... a
3 0.71 o Ezts)%glssls S —~= >< K01619: deoxyribose—phosphate aldolase [E... .
5‘ 0.6 - = ~ K01876: aspartyl-tRNA synthetase [EC:6.1.1...
o -+ £ 0.010- \ K02078: acyl carrier protein C e
&) - K02968: small subunit ribosomal protein S20 ' ' ' ' '
> 100+ ANCA EU 2 — g S— K03075: preprotein translocase subunit SecG PCo 1 (30.8%)
S 751 ~ Cbirl EU c \/ ~ K03088: RNA polymerase sigma~-70 factor, E...
© 501 IlgA ASCA EU P 0.001 1 K03686: molecular chaperone DnaJ Metabolites
O 25- ~ IgG ASCA EU — ~- K04077: chaperonin GroEL
n 0- 3 » OmpC. EU K04078: chaperonin GroES
U) . -
Q 2.0e+07 1 1.001 . S
O 1.5e+07 1 K00134: glyceraldehyde 3—phosphate dehydr... °o
X 1 0e+07 0 E’lljmarc]i ~ K00262: glutamate dehydrogenase (NADP+) ... IS
X 5.0e+06 litere ” K01744: aspartate ammonia-lyase [EC:4.3.1... ~
Q 0.0e+00 < ~- K02982: small subunit ribosomal protein S3 o
=" Q K02986: small subunit ribosomal protein S4 &)
8 1.5e+07 © 0.01- ~ K04077: chaperonin GroEL o
] a — )% K10117: raffinose/stachyose/melibiose transp...
g 1.0e+07 Human \‘( : — ~ K10200: N-acetylglucosamine transport syst... .
; K10439: ribose transport system substrate—b... °
s 5.0e+06 M Filtered ~ UNGROUPED : :
S 0.0e+00 PCo 1 (8.8%)



M2034: 22 Female White MGH | CD L3 1.00 B Bacteroides ovatus Taxonomy
"] Eubacterium rectale
Sweets 0.75 1 M Eubacterium siraeum
Fish %) B Eubacterium eligens i
Shellfish -g M Faecalibacterium prausnitzii <
White meat @ 0.50+ M Roseburia intestinalis ,°\
Red meat (% B Roseburia inulinivorans ©
Proc. meat 0.25 - B Ruminococcus torques ~
Eggs : M Oscillibacter unclassified N
Starch I Blank Escherichia coli 8
Whole grains None 7+ days 0.00 - M other a
Beans Within 4-7 days T
Vegetables I Within 2-3 days
IBr_wt_S B Yesterday 1-2x 1.00 I Eubacterium rectale i
PrODlgitr'; M Yesterday 3x+ M Eubacterium siraeum
Yogurt S 0.751 M Faecalibacterium prausnitzii
Alcohol = [ | Roseburia intestinalis
Water = Roseburia hominis
Fruit iui o 0.50 B Ruminococcus torques
ruit juice %) B Rumi
Diet drinks c uminococcus obeum
Sweet drinks © 0.254 Escherichia coli
= v Klebsiella pneumoniae —
M other S
Immunosupp. 0.00 - unclassified N
Chemo o o o
Antibiotics = 1.00 1 g -
Medication © 0.75 obligate_anaerobe O
Hospitalized D 550+ [ | aerotolerant ol
— T 1 1 1 1 1 1 1 1 1T 1T 1T 1T 1t T T T T T T T T S B facultative_anaerobe
500 - g 0.25 I unknown |
8 400 T < OOO LI T T T T
8 201 1.004 PCo 1 (14.2%)
® 100
L ~— Lactococcus phage SL4 :
Ot n 0-757 Lactococcus phage 936 sensu lato Proteins
20 4 aQ Chicken anemia virus
> 0.501 Il Gokushovirus WZ-2015a 4.
— 151 S [ Paprika mild mottle virus -
% 10 A 0.25 A Pepper mild mottle virus XX
5 Tobacco mild green mosaic virus ™
0 - coo-______ 0 O OO OO O OO OO OO ?I'_, N
»n 1.0 N
‘v 0.9 K00134: glyceraldehyde 3—phosphate dehydr... 8 i
-8 0.8 1 - Dvsbiosi 0.100 A ~ K00645: [acyl-carrier—protein] S—malonyltran... a
& 0.7 o Eyts). 0SIS S -\ K02406: flagellin
5‘ 0.6 1 ublosIs = ~ ~ K02902: large subunit ribosomal protein L28
0.5 £ 0.010- K02945: small subunit ribosomal protein S1
&) -~ K02952: small subunit ribosomal protein S13 ' ' ' ' ' '
> 100+ ANCA EU 2 — I K02970: small subunit ribosomal protein S21 PCo 1 (30.8%)
D 75+ ~ Chi © ~- K02988: small subunit ribosomal protein S5
2 cbirl EU = 0.0011 T K03704: cold shock protein (beta-ribbon, Cs i
o 901 IgA ASCA EU K05078. o0 protel i oon, Cs... Metabolites
O 25 — IgG ASCA EU - murein lipoprotein lipoprotein
U) 0 i OmpC- EU T T T T T T T T T T T T T T T T T T T T T T T K19157. NO_NAME
” .
T 1.5e+07 100, ——— . g B <
) i K00239: succinate dehydrogenase / fumarate... o
e 1.0e+07 Human ~ K00262: glutamate dehydrogenase (NADP+) ... I~
X 5.0e+06 A M Filtered ” K01805: xylose isomerase [EC:5.3.1.5] ~ |
LED 0.0e+00 - c - K02027: multiple sugar transport system sub... o
' Q ><\ - K02355: elongation factor EF-G O
n o ~ K02358: elongation factor EF-Tu o
< 1.0e+07 - = /1_//' 9 -
] i o K04043: molecular chaperone DnaK
e 7.5e+06 Human LV / ~ K04077: chaperonin GroEL .
5.0e+06 1 M Filtered K15633: 2,3-bisphosphoglycerate-independ... °
< 2.5e+06 - \/ i ~ UNGROUPED ' '
S 0.0e+00 A e PCo 1 (8.8%)



Sweets

Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs 1

Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -
Probiotic 1
Dairy -
Yogurt A
Alcohol 1
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

M2039: 40 Female White MGH | nonIBD

[ Blank
None 7+ days

B Yesterday 3x+

Within 4-7 days
[ Within 2-3 days
B Yesterday 1-2x

Species

Transcription

Immunosupp. 1
Chemo A
Antibiotics No
Medication [l M Blank
Hospitalized A
— 500 -
8 400 -
= 300 -
32001 T™—u__
100 1
u O L L] L] L] L] 'I L] L] L] L] L] L] L] L] L] L] 'I
[%) 1.0
8 0.9 1
o 8? - - Dysbiosis
n 0. B IO
2 06- Eubiosis
B
0'5 L 1 1 1 1 1 1 1 1 1 1 1 1 1
> 100: ANCA EU
S 75 ~ Chirl EU
S 50 IgA ASCA EU
o 25 ~ IgG ASCA EU
(D O L L] L] L] L] L] L] T L] L] L] L] L] L] OmpC. EU
Human
M Filtered
Human
B Filtered

Transcription

Proteins

o

o

=

o
1

0.001 1

I Alistipes putredinis

B Bacteroides caccae

M Bacteroides uniformis

M Bacteroides vulgatus

[ Bacteroides xylanisolvens

B Parabacteroides merdae

[ Eubacterium rectale

M Faecalibacterium prausnitzii
Subdoligranulum unclassified
C2likevirus unclassified

M other

Alistipes onderdonkii
B Bacteroides caccae
[ Bacteroides ovatus
B Bacteroides uniformis
M Bacteroides vulgatus
B Bacteroides xylanisolvens
[ Parabacteroides distasonis
M Faecalibacterium prausnitzii
B Roseburia intestinalis
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Pseudomonas phage PPpW-4
Lactococcus phage P008
Lactococcus phage 936 sensu lato
I Gokushovirus WZ-2015a
[ Cucumber leaf spot virus
Pepper mild mottle virus
Tomato mosaic virus
other

0.100 1

0.010 -

0.001

K00134:
~ K01810:
K01834:
- K01876:
K02078:
-~ K02956:
K02968:
~- K03088:
K03530:
~ K06168:
K07568:

K00262:
~- K01006:
K01610:
~- K01805:
K02027:
~ K02358:
K02931:
~ K03046:
K03737:

glyceraldehyde 3—phosphate dehydr...
glucose-6-phosphate isomerase [E...
2,3-bisphosphoglycerate—depende...

aspartyl-tRNA synthetase [EC:6.1.1...

acyl carrier protein
small subunit ribosomal protein S15
small subunit ribosomal protein S20

RNA polymerase sigma-70 factor, E...

DNA-binding protein HU-beta

bifunctional enzyme involved in thiol...
S-adenosylmethionine:tRNA ribosyl...

glutamate dehydrogenase (NADP+) ...
pyruvate, orthophosphate dikinase [...
phosphoenolpyruvate carboxykinase...

xylose isomerase [EC:5.3.1.5]

multiple sugar transport system sub...

elongation factor EF-Tu
large subunit ribosomal protein L5

DNA-directed RNA polymerase sub...
pyruvate—ferredoxin/flavodoxin oxido...

-~ UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



M2041: 55 Male White MGH | nonIBD Taxonomy

Alistipes onderdonkii

Alistipes finegoldii
Sweets A I M Bacteroides caccae
Fish A %) I Bacteroides ovatus 1
Shellfish { -g M Bacteroides uniformis <
White meat A @ I Bacteroides vulgatus R
Red meat - (% M Parabacteroides merdae ©
Proc. meat A [ Eubacterium rectale ~
Eggs 1 Subdoligranulum unclassified N
Starch 1 ¥ Blank B Akkermansia muciniphila 8
Whole grains - None 7+ days M other a
Beans 1 Within 4-7 days
Vegetables - I Within 2-3 days
Fruits 1 B Yesterday 1-2x Alistipes onderdonkii T : : :
Probiotic ; Ml Yesterday 3x+ Alistipes finegoldii
YDalr){: g 0.75 1 M Bacteroides caccae PCo 1 (8.1%)
AIOQ#rI i =] Bacteroides fragilis
cono 2 I Bacteroides ovatus Transcripts
F _YVqter: g 0.50 - M Bacteroides thetaiotaomicron
rurt juice c M Bacteroides uniformis
Diet drinks - ® M Bacteroides vulgatus
Sweet drinks 1 = 0.251 I Eubacterium rectale .
B Akkermansia muciniphila X ]
Immunosupp. - 0.00 - M other g
Chemo A ® ~
Antibiotics 1 No © 1.00 S
Medication A © 0.75 = obligate_anaerobe O
Hospitalized - Qo aerotolerant a
P — 7T 7T T T T T T T T e 0.50 B facultative_anaerobe
© 0.25 I unknown 7
— 5001 L 0.00
8 400 - < . . .
< 300+ ] PCo 1 (14.2%
§ 500 | 1.00 ( )
100 A \_ T7virus -
LL J
+-—-— n 0.75 Lactococcus phage 936 sensu lato Proteins
aQ unclassified Siphoviridae
> 0.501 Il Porcine circovirus 3 1. .
S "] Gokushovirus WZ-2015a -
0.254 Pepper mild mottle virus XX
Tobamovirus ™
0.00 4 N )
~— o o
o 1.0 N °
9 0.9+ 0.100 1 K00057: glycerol-3—-phosphate dehydrogena... 8 |
5 0-87 - . Dysbiosis / ~ K00566: tRNA-specific 2-thiouridylase [EC:2... &
o 0.71 . Eubiosis S S 7 K00789: S—adenosylmethionine synthetase [... o
5‘ 0.6 = — ~- K01875: seryl-tRNA synthetase [EC:6.1.1.11]
oo+ = \ K02968: small subunit ribosomal protein S20 e
S - K03088: RNA polymerase sigma—70 factor, E... ' ' ' ' '
> 100 ANCA EU c 0.001 - o K03695: ATP-dependent Clp protease ATP-... PCo 1 (30.8%)
S 751 ~ Cbirl EU IC—E —_— —_—— ~ K04069: pyruvate formate lyase activating en...
S 501 IgA ASCA EU . . . K04078: chaperonin GroES Metabolites
T 25- -~ IgG ASCA EU - v /T ~ K09812: cell division transport system ATP-b...
D 5 ' OmpC. EU K13993: HSP20 family protein
U) -
-% 2.0e+07 1.00 <
/ < ——
o 1.5e+07 K00262: glutamate dehydrogenase (NADP+) ... >
@ Human , d
1.0e+07 B Filtered ~- K01610: phosphoenolpyruvate carboxykinase... >~ |
X 5.0e+06 litere ” K02358: elongation factor EF-Tu ~
LED 0.0e+00 c ~- K02867: large subunit ribosomal protein L11 o
Q K02996: small subunit ribosomal protein S9 &)
n O -~ K04043: molecular chaperone DnaK o
2.0e+07 = i p -
-c% 1 gg +87 o 0.01 K10117: raffinose/stachyose/melibiose transp...
- ~ K10439: ribose transport system substrate-b...
X 1.0e+07 Human ; 3
: Filtered K10540: methyl—-galactoside transport syste... °
X 5.0e+06 UNGROUPED ' '
= - 0
S 0.0e+00 PCo 1 (8.8%)



M2042: 44 Male White MGH | nonIBD

Sweets F
Fish

B Bacteroides caccae
Bacteroides dorei
M Bacteroides uniformis

Taxonomy

0 M Bacteroides vulgatus
Shellfish -g I Bacteroides massiliensis <
White meat @ Il Prevotella copri 2
Red meat & 1| Eubacterium rectale o
Proc. meat B Eubacterium siraeum ~
Eggs B Faecalibacterium prausnitzii N
Starch Subdoligranulum unclassified 8
Whole grains None 7+ days M other t
Beans Within 4-7 days
Vegetables | Within 2-3 days
Fruits B Yesterday 1-2x o ) .
Probiotic B Yesterday 3x+ - ] - . . — Alistipes shahii . .
Dairy - M Bacteroides caccae PCo 1 (8.1%)
Yoaurt o) Bacteroides dorei .
Al cg)]hol = I [ | Bacteroides vulgatus _
Water 2 | I Bacteroides massiliensis Transcripts
Fruit juice RN BB B %0 - B ovotela o
Diet djrinks = I = EUbaCIt.E”UP siraeum itzii S
, © aecalibacterium prausnitzii
Sweet drinks [ NI S B e = 0.25- I iy _ O 5
M other 1 o e
Immunosupp. 1 0.00 1 unclassified N f o5 R
Chemo - o 2 : &
Antibiotics - No Q 1.00 g .
Medication A © 0.75 1 = obligate_anaerobe O
italized - Q aerotolerant o
Hospitalized —T— T T T T T T T T T T T T T T T T T T T e M facultative_anaerobe
o I unknown T
— 500 1 )
3 i < "
~ - ] PCo 1 (14.2%
§ %88 J 1.00 unclassified Siphoviridae ( )
i Gokushovirus WZ-2015a .
m ot————— n 0.75+ Pepper mild mottle virus Proteins
aQ 1] Tomato mosaic virus
> 0.501 I Grapevine fleck virus 4. .
S Human smacovirus 1 —
0.254 Smacovirusgroup XX
= Human feces pecovirus ™
- other N A
) N °
'g 0.100 .’__\/——/'\”\' K00705: 4-alpha—-glucanotransferase [EC:2.... 8
a - - Dysbiosis '/—\_‘ -~ K00928: aspartate kinase [EC:2.7.2.4] a
g - - Eubiosis S K01990: ABC-2 type transport system ATP-...
A = AU ~ K02078: acyl carrier protein
g' K02128: F-type H+-transporting ATPase sub...
S - K02914: large subunit ribosomal protein L34 ' ' ' o
> ANCA EU < 0.0014 K02950: small subunit ribosomal protein S12 PCo 1 (30.8%)
o ~ Chirl EU © _— ~ K03088: RNA polymerase sigma~-70 factor, E...
°© IgA ASCA EU = w‘“ K03569: rod shape-determining protein Mre... Metabolites
[} -~ 1gG ASCA EU ~ K04069: pyruvate formate lyase activating en...
n OmpC. EU K08303: putative protease [EC:3.4.—.—] ° .
%) _ T . P
§ 2.0e+071 e I S| g e e
8:’ 1.5e+07 - Human K00134: glyceraldehyde 3-phosphate dehydr... ) S oot o, 0B 0, et
1.0e+07 M Filtered -~ K00262: glutamate dehydrogenase (NADP+) ... I IR A S T N Pl o
6 5.0e+06 0 K00626: acetyl-CoA C-acetyltransferase [E... o~ Oj@% g 4 s::‘: : Soe T
S 0.0e+t00 T —/—— £ - KOOQZ?E phosphoglycerate kinase [EC:2.7.2.3] o 3 ide gf %é%oog% .
. g | == K100 pyrwvate, ortophosprate dkinase [ G | TN
. + bt p - . - i ° %0 8 w(}&o“ % G
I 1.oe+07 o 0.01 > K02948: small subunit ribosomal protein S11 o0 o el €
& 1.0e+07 Human S _— ~ K04043: molecular chaperone DnaK con o
> 5.0e+06 B Filtered K04077: chaperonin GroEL . I .
— - UNGROUPED
< 0.0e+00 1, PCo 1 (8.8%)




M2047: 57 Male White MGH | nonIBD

B Bacteroides caccae
B Bacteroides uniformis

Taxonomy

Sweets A M Bacteroides vulgatus
Fish M Parabacteroides merdae
Shellfish - Eubacterium hallii ’\a
White meat A | Eubacterium rectale 2
Red meat - M Eubacterium eligens ©
Proc. meat A M Faecalibacterium prausnitzii ~
Eggs 1 Subdoligranulum unclassified N
Star_ch . None 7+ days = Haemophilus parainfluenzae 8
Whole grains - Within 4-7 days other o
Vegetables | Within 2-3 days
Fruits - B Yesterday 1-2x o o
Probiotic - B Yesterday 3x+ | Al!st!pes putredinis ) . .
Dairy - Alistipes onderdonkii PCo 1 (8.1%)
= Alistipes shabhii 70
Yogurt- 2 Alistipes finegoldi
Alcohol 4 o pes ineg :
Water - = M Bacteroides caccae Transcripts
Fruit juice - 8 [ Bactero!des uniformis
Diet drinks c M Bacteroides vulgatus
Sweet drinks - © M Faecalibacterium prausnitzii
= - Roseburia hominis .
other L
Immunosupp. - [ unclassified o(\l
Chemo A 2
Antibiotics - No g
Medication A obligate_anaerobe O
Hospitalized - M aerotolerant o
M facultative_anaerobe
I unknown
= 500
O 300 :
© _ PCo 1 (14.2%)
S %88 I IISaCtQCO%CUSt phage jhm3 ohL170
LL i ropionibacterium phage :
0- unclassified Siphoviridae Proteins
[l Gyrovirus 4
[ Gokushovirus WZ-2015a
Pepper mild mottle virus —
Tomato mosaic virus XX
Tomato mottle mosaic virus ™
other c;:
~— ° o
o 1.0 N °
9 0.9+ K00806: undecaprenyl diphosphate synthase... 8
5 0-87 _ - Dysbiosis ~ K01624: fructose-bisphosphate aldolase, cla... ot
o 0.71 . Eubiosis S K01835: phosphoglucomutase [EC:5.4.2.2]
5‘ 0.6 1 = ~- K01939: adenylosuccinate synthase [EC:6.3....
0.5- 2 K01951: GMP synthase (glutamine—hydrolysi...
&) -~ K02078: acyl carrier protein ' ' '
> 100+ ANCA EU & K02914: large subunit ribosomal protein L34 PCo 1 (30.8%)
S 75+ ~ Cbirl EU © ~ K02956: small subunit ribosomal protein S15
© 50+ IgA ASCA EU = K02968: small subunit ribosomal protein S20 Metabolites
O 25 ~ 19G ASCA EU ~- K03088: RNA polymerase sigma-70 factor, E...
ars— OmpC. EU e —— @000 = K19157: NO_NAME e
1 . 2% %0 o o%og,,:" fo
o S| vl il
Human K00262: glutamate dehydrogenase (NADP+) ... E o oo et @;" %@; ot o S
M Filtered -~ K00602: phosphoribosylaminoimidazolecarbo... — 4 ‘%%‘%ﬁ N ES N
8 K00850: 6—phosphofructokinase 1 [EC:2.7.1.... N ° oo it PO , %;o"" 0, °°
‘D ~- K01006: pyruvate, orthophosphate dikinase [... o o° %%%;%;é? oo 2o o
S 0.01 - K01812: glucuronate isomerase [EC:5.3.1.12] 8 LN 869% &%O: %S o
S X ~- K02358: elongation factor EF-Tu T A AR I )
o 1.5e+07 K02906: large subunit ribosomal protein L3 ° ° .
X 1.0e+07 Human —— 1 -~ K03737: pyruvate—ferredoxin/flavodoxin oxido... 7
X 5 06406 M Filtered UNGROUPED . .
S 0.0e+00 PCo 1 (8.8%)




M2048: 28 Male White MGH | nonIBD 1.00

Taxonomy

[ Alistipes putredinis

M Bacteroides uniformis
Sweets A 0.75 M Bacteroides vulgatus
Fish - 0 I Bacteroides massiliensis i
. b .
Shellfish - 'S [ Eubacterium rectale @
White meat A o 0.50 I Eubacterium siraeum N
Red meat - %) M Eubacterium eligens =
Proc. meat - 0.25 B Faecalibacterium prausnitzii Rl/
Eggs - : Subdoligranulum unclassified
Starch A N e d Roseburia hominis 8
Whole grains A one 7+ days I other 1
Fruite - B Yesterday 1-2x 1.00 - . -
Probiotic - B Yesterday 3x+ ﬁl!sz!pes ogdﬁ_r_donku
ol istipes shahii
YI(:))alIJrr){' 5 0.75 * Bacteroides dorei
Al gh |- = M Bacteroides uniformis
cono 2 I Bacteroides vulgatus
Water 1 S 0.50 1| Eubacterium rectale
Fruit juice - c B Eubacterium siraeum C
Diet drinks - © 0.95 M Faecalibacterium prausnitzii
Sweet drinks - =Y Roseburia hominis —~1 .
M other NS S e
I unclassified U R
Immunosupp. - 0.00 o | ¢, 2
Chemo 1 o = |7 a s e se
e . N - o °o O§
Antibiotics A No g 1.00 o Fe
Medication A g 0.75 obligate_anaerobe &) S
Hospitalized - < 0.50 Ml aerotolerant °
. . . . . . . . . S M facultative_anaerobe
© 0.25 I unknown i
— Q
8 < 0.00 : : .
0
) .
L 0.75 Lactococcus phage CB19 Proteins
$ Lactococcus phage 936 sensu lato
2 050 unclassified Siphoviridae i .
_§ [l Gokushovirus WZ-2015a
Tomato mosaic virus < LT S
0.25 .other c?\z e 00 o
0.00 N o
N—r o °
n 10 (; .
8 83 ____________________________________ K00895: pyrop_hosphate——fructose—G—phosp... O -
S o e — . Dvsbiosis >/\ ~ K01834: 2,3-bisphosphoglycerate-depende... o
Q 071 _————e— g ggepEp—— >~ - T o= — - - _. Ezbiosis g 1e-02 - ~C — K02078: acyl carrier protein °
a) 0.6 = 7 = \"“ ~- K02224: cobyrinic acid a,c—diamide synthase... s
0.5 . . . . . . . . . 2 \/ K02358: elongation factor EF-Tu : : : : —
O -~ K02888: large subunit ribosomal protein L21
> 2 1e-03- K02911: large subunit ribosomal protein L32 PCo 1 (30.8%)
8’ © ~ K02970: small subunit ribosomal protein S21 _
S = K03088: RNA polymerase sigma-70 factor, E... Metabolites
o — - — ~- K04485: DNA repair protein RadA/Sms .
n 1e-04+ Y - - K09812: cell division transport system ATP-b... o o et
T T T T T T T T T i ] o O(g: oo 02000 : %%)m;) OZ‘; 080
S| semme il e et
H g o%oo ;;0 00 %% fe, °o<§ o0& 02000 008 000 ©
uman S| ks ed SBe ek o £ €
M Filtered . e’ﬁf{é%: g et DA
[72] N ° o o8 m%“: 8%&: & & © 0% © °
< o 0° 250wl 0B 2o%Es o
2} 9 @) ° °8Q%:°OD °&o, © %%000‘;00
S 1.2e+07 o o f B
® §.0e+06 - e
x o Human vl
< 4.0e+06 M Filtered . —
|_
2 Ooe+00 T T T T T T T T T PCO 1 (8-8%)



: i 1.00 - -
M2060: 62 Female White MGH | nonIBD B Alstpes puvedinis Taxonomy
Bacteroides caccae
Sweets A - 0.75 I Bacteroides ovatus
Fish - I o I Parabacteroides distasonis i
Shellfish A S [ Eubacterium rectale Q
White meat - @ 0.50 M Eubacterium siraeum R
Red meat - (% Subdoligranulum unclassified ©
Proc. meat 0.25 B Ruminococcus torques ~
Eggs 1 ' B Ruminococcus bromii N
Starch 1 ¥ Blank B Akkermansia muciniphila 8
Whole grains - None 7+ days 0.00 M other a
Beans - W|th|n 4_7 dayS T T T T T T T T T T T T T
Vegetables A I Within 2-3 days 1,004
Fruits 1 I Yesterday 1-2x ' Alistipes onderdonkii 1
Probiotic 1 B Yesterday 3x+ Alisti hahii ' ' '
Dairy - c istibes finegoldii PCo 1 (8.1%)
Yoqurt S 0.75- Alistipes finegoldii :
Alc cg)]h ol g_ . [ | Bactero!des caccae
Water - T 0504 | . " Bacteroides dorei Transcripts
Eruit ivice 8 . — M Bacteroides vulgatus
Diet dffinks 1 = = Faecalibacterium prausnitzii ° .
e © 1 Akkermansia muciniphila L
Sweet drinks = 0.25 I Escherichia coli _
M other ©
Immunosupp. - 0.00 1 " unclassified N
T T T T T T T T T T T T T m
Chemo A ~
)
Antibiotics - 0 - © 1.00+ o
Medication A an © 0.75 1 obligate_anaerobe O
Hospitalized - 2 9504 M aerotolerant o
T T T —T T T T —T T e B facultative_anaerobe
500- S 02 e [ unknown '
8 400 - 2 000 T T T T T T T T T T T T T T T T
= 300 A 0
= ] PCo 1 (14.2%
S 2001 1.00 . Pseudomonas phage philBB-PF7A ( )
|f'|_J 100 1 T7virus :
01— T T T T T T T T T — 0 0.751 Pseudomonas phage PPpW-4 Proteins
aQ I Avian gyrovirus 2 .
> 0.501 I Gokushovirus WZ-2015a 4. .
< Melon necrotic spot virus
> 0.254 Pepper mild mottle virus ;\3
Tomato mosaic virus ™
0.00 1 other N A
T T T T T T T T T T T T T H °
N—r o °
@ 1.04 0.100 ~ :
8 094 ___ e e e e e —mmm—— - - K00059: 3—-oxoacyl-[acyl—carrier protein] red... 8 1
ro) 8 573 e o — - - Dysbiosis - ~ K001345 glyceraldehyde 3—-phosphate dehydr... a
‘Q, R - - Eubiosis S S K00262: glutamate dehydrogenase (NADP+) ... °
A 8 g 48_ 0.010 - —~ - K00858: NAD+ kinase [EC:2.7.1.23]
i T T T T T T T T T T T T T = & e K01752 L_Serine dEhydratase [EC43117] ° °
100 - S ~ - K02650: type IV pilus assembly protein PilA ' ' ' ' '
> c K03073: preprotein translocase subunit SecE PCo 1 (30.8%)
& ANCA EU
S 751 ~ Cbi © ] - K04069: pyruvate formate lyase activating en...
O Chbirl EU = 0.001 . . .
o 50+ IgA ASCA EU K06949: ribosome biogenesis GTPase Metabolites
® 25- . ~ IgG ASCA EU N ~ K18682: ribonucrease Y [EC:3.1.-.-]
wn K19157: NO_NAME ° o
0 L T T T T T T T T T T T T T .I OmpC. EU - ° ° o @
4 ° OOO %Zmo Oooo ) &
1.001 ) T TR LR
\o oocccmwwptg g s ® %go% ° o ©
2 Borgdoo Z?oog 8o, 0% Oooo 8000 ©
Human K00262: glutamate dehydrogenase (NADP+) ... S .o @’% @;"5’0@8"6 s o £ 8
M Filtered ~- K00927: phosphoglycerate kinase [EC:2.7.2.3] —d Qé%% 9;15;’?80‘;0% RS
2 K01744: aspartate ammonia-lyase [EC:4.3.1... VI TR £ G S CR IR
. = ~- K01805: xylose isomerase [EC:5.3.1.5] ) 00 28 2% 0% o 2% Es o
q-) O ° ° ®" e o
! K01835: phosphoglucomutase [EC:5.4.2.2] ot o 8% 869%“ o500 o
= 0.01 ~ K02358: elongation factor EF-Tu 1 A S 2
cU D_ . . ° °©Q & o
o 7-5e+06 K03286: OmpA-OmpF porin, OOP family M
X 5.0e+06 0 E'lljtmar(; -~ K10117: raffinose/stachyose/melibiose transp... °® 7
X 2 56+06 iltere UNGROUPED . .
E O'Oe+00 T T T T T T T T PCO l (8-8%)




: i 1.00 A - -
M2061: 56 Male White MGH | nonIBD . Bl Alistipes putredinis Taxonomy
M Bacteroides vulgatus
Sweets 1 0.75 1 I Bacteroides massiliensis
Fish A 0 M Prevotella copri 1
Shellfish A S L "] Eubacterium rectale Q
White meat - @ 0.501 M Faecalibacterium prausnitzii R
Red meat - (% Subdoligranulum unclassified ©
Proc. meat A 0.25 M Roseburia inulinivorans ~ 7
Eggs 1 ' B Akkermansia muciniphila N
Starch A None 7+ days Escherichia coli 8
Whole grains A - other .
geans -1 W|th|n 4_7 dayS 0.00 T T T T T T T T T T T T T T T T . D_
Vegetables | Within 2-3 days
Fruits - B Yesterday 1-2x 1.00 - o ) |
iotic B Yesterday 3x+ Alistipes shahii . . .
Probiotic B Bacteroid iformi
Dairy - acteroides uniformis PCo 1 (8.1%)
Yoqurt S 0.75- M Bacteroides vulgatus 170
Al ch)]h ol = [l Bacteroides massiliensis
| 2 Il Prevotella copri Transcripts
Water 5 0.50- ; . -
O] o 0. B Faecalibacterium prausnitzii
Fruit juice 8 [ | Roseburia hominis
Diet drinks - G N : T
e © 1 Akkermansia muciniphila
Sweet drinks = 0.25 Methanobrevibacter smithii
M other S
Immunosupp. - 0.00 1 " unclassified N
Chemo i GJ T T T T T T T T T T T T T T T T @/
Antibiotics - M es © 1.00 N
Medication A 0 © 0.75 1 obligate_anaerobe O
Hospitalized A D 550+ M aerotolerant o
P — T ! — T -—|—|—|— e B facultative_anaerobe
© 0.251 I unknown i
= 500 - Q 0.00 A
O 400 . < T T T T T T T T T T T T T T T T T T T
= 300 A 0
] ] — PCo 1 (14.2%
8 ]2-88 J 1.00 Sfi21dtlvirus ( )
L 1. 1 Lactococcus phage 936 sensu lato :
h— 0 0.75 unclassified Siphoviridae Proteins
aQ Il Gokushovirus WZ-2015a
> 0.50 1 I Cucumber green mottle mosaic virus 1 o
< Pepper mild mottle virus
> 0.254 Tomato mosaic virus ;\3
unidentified phage ™
0'00 L T T T T T T T T T T T T T T T T Other &: i
~— ° o o
.1) 1'0- O i (9\] °
9 0.9+ 100 K01591: orotidine-5'-phosphate decarboxyla... 8 |
-= 0.87 . o ~ K01885: glutamyl-tRNA synthetase [EC:6.1....
2 57- Dysbiosis c ; : o
u>)\ 0.6 j - - Eubiosis S K02358: elongation fgct_or EF-Tu _ °
A el = 0.010- -~ K02871: large subun!t r!bosomal protein L13 .
oo+ av K02892: large subunit ribosomal protein L23 °
100 - 2 - K02914: large subunit ribosomal protein L34 ' ' ' ' '
> ANCA EU c K02926: large subunit ribosomal protein L4 PCo 1 (30.8%)
S 751 ~ Chirl EU © 0.001 - ~ K02968: small subunit ribosomal protein S20
© 50+ IgA ASCA EU = K02994: small subunit ribosomal protein S8 Metabolites
3 25- ~ IgG ASCA EU ~ K04078: chaperonin GroES 0
(D O - T T T T T T T T T T T T T T T T T OmpC. EU K19157: NO_NAME ° ° o Ooo
2] T ’ oo %o : ° 5 %%:mo C;" &
T 1.5e+07 - 1.001 = ooy pii et T e st
2R o S ®0 8 o
& 1.0e+07- Human K00134: glyceraldehyde 3-phosphate dehydr... & P o, S
- : & 0%%0.°C oW o €0 260 o °
> 5.0e+06 M Filtered Kop202: glutamate defiydrogenase (MADP+) . &= J§ iyl a 200 807
3 " : Xylose isomerase [EC:5.3.1.5] N o SR T T
< 0.0e+00 - < ~ K02358: elongation factor EF-Tu o o 3y 3B g e B, .,
' Q K02878: large subunit ribosomal protein L16 O BN °§%: ° °‘b%oo(§
2 O 0.01 - ~ K02950: small subunit ribosomal protein S12 o | o P08 g sy 5P
-c% 2.0e+07 1 a K04043: molecular chaperone DnaK TR AN
O 1.5e+07 - ~ K04077: chaperonin GroEL ) v
4 Human _ oo ?
1.0e+07 - ; K09475: outer membrane pore protein C °
< M Filtered : : :
- 5.0e+06 A -~ UNGROUPED
2 O'Oe+00- T T T T T T T T T T T T T T T T T PCO 1 (8'8%)




Taxonomy

M2064: 74 Male More than one race MGH | UC

B Bacteroides caccae

Eubacterium rectale
Sweets - M Faecalibacterium prausnitzii
Fish A n Subdoligranulum unclassified i
Shellfish - -g B Ruminococcus bromii <
White meat - | | Q Phascolarctobacterium succinatutens =
Red meat - (% M Akkermansia muciniphila ©
Proc. meat A Escherichia coli ~
Eggs - M Haemophilus parainfluenzae N
Starch 1 M Blank Methanobrevibacter smithii 8
Whole Igrains-l None 7+ days M other QT
€eans 1 Within 4-7 days
Vegetables - q | I Within 2-3 days
Fruits B Yesterday 1-2x ot . .
S Alistipes onderdonkii
Probiotic . Yesterday 3x+ H ; T T T
; Bacteroides vulgatus
Ygalljr% 1 = ] g [ Parabacteroides distasonis PCo 1 (8.1%)
Alcghol ] = B Odoribacter splanchnicus
Water g' [ | Faecalibacterium prausnitzii Transcripts
Fruit ivice | 8 B Roseburia intestinalis
Diet dljfinks i c M Ruminococcus obeum
Sweet drinks - © B Akkermansia muciniphila
—T—T—T—T—T—T 7T T T T = Escherichia coli —
M other ©
|mmunosupp_ - unclassified cj:
Chemo 1 M Yes © ~
Antibiotics A . I No o g .
Medication A M Blank @© obligate_anaerobe O
Hospitalized A Q M aerotolerant o
-—T T T 1 T T 1 T T T T T T T T T T T T T T T % . faCU|tatlve_anael’0be 1
- 500 - = I unknown
400 T < T T T
©) 1
g 3001 o PCo 1 (14.2%)
8 100 Escherichia phage vB EcoM AYO145A
L | Escherichia phage vB EcoM-VpaE1 -
0+ 0 0.751 unclassified Myoviridae Proteins
12.5 - aQ I Lactococcus phage M5938
— 100+ > 0.501 Human picobirnavirus 4. o
< "o'5 ] S Gokushovirus WZ-2015a .
8 50 - 0.25 1 Cucumber green mottle mosaic virus L
D 25- Tomato mosaic virus ™
0'0 i O'OO L T T T T T T T T T T T T T T T T T T T T T T Other S' i °
~ o o
»n 1.01 o\ .
‘v 0.9 0.100 A K01881: prolyl-tRNA synthetase [EC:6.1.1.15] 8
-g 0.8 . Dysbiosis . ~ K01939: adenylosuccinate synthase [EC:6.3.... o
» 0.7 . Ezbiosis S K02906: large subunit ribosomal protein L3
5’ 0.6 - = G ~ K02909: large subunit ribosomal protein L31
0.5 —— 2 N_——— \\ K02911: large subunit ribosomal protein L32
100 2 ~ K02914: large subunit ribosomal protein L34 FI’C ]'_ (30 I8‘V)
> i ANCA EU c i ~ —_— K04069: pyruvate formate lyase activating en... 0o .070
S 751 ~ Cbirl EU © 0.001 ~7 ~ K04078: chaperonin GroES
oS 50+ IgA ASCA EU = K06001.: tryptophan synthase beta chain [EC:.... Metabolites
B 25 e — - IgG ASCA EU ~- K18920: NO_NAME
(,) 0 - 'I( T T T T T T T T T T T T T T T T T T T T OmpC- EU T T T T T T T T T T T T T T T T T T T T T T K19157: NO_NAME 0 ° o @
2 7 s g P
8 206+07 n 1.00 1 -— - " ;\é\ ogcj p— w0, o° @ %EO%ZOO&;O o o °
O 1.5e+07 4 H K00262: glutamate dehydrogenase (NADP+) ... o % PR T, %%, o8 8, e
O 0e+07 uman ~ K01006: pyruvate, orthophosphate dikinase [... N[ ot esntd g B e et gl
e M Filtered : R ¢ PR ERR R
x K01610: phosphoenolpyruvate carboxykinase... o O BRE LR ¥, o e
¢ 5.0e+06 %) ! IV o S2% o g0%
0.0e+00 c ~- K01805: xylose isomerase [EC:5.3.1.5] o i Og&éé% 25 e,
=" oo 9 ? K02358: elongation factor EF-Tu O T RACIEL R S0 |
8 1.5e+07 S00l{—=. __— ~ K02996: small subunit ribosomal protein S9 o P
8 | - /< ’l K03046: DNA-directed RNA polymerase sub... O
1.0e+07 H & 4 ~ K10117: raffinose/stachyose/melibiose transp... oo d°
o ] ,:-lftmargj R / \ K10200: N—acetylglucosamine transport syst... °
ﬁ 5.0e+06 L - liere ~ UNGROUPED r r r
2 O'Oe+00 - T T T T T T T T T T T PCO 1 (8'8%)



M2068: 19 Female White MGH | CD L1

Sweets [l |

I Alistipes putredinis
B Bacteroides caccae
[ Bacteroides ovatus

Taxonomy

Fish M Bacteroides thetaiotaomicron
Shellfish M Bacteroides uniformis <
White meat M Parabacteroides merdae =
Red meat I Parabacteroides distasonis ©
Proc. meat M Eubacterium siraeum ~
Eggs B Faecalibacterium prausnitzii N
Star_ch M Blank Subdoligranulum unclassified 8
Whole grains None 7+ days M other a
v I?e&ns .Wlthln 4-7 days
egetables Within 2-3 days
Fruits B Yesterday 1-2x 1.00 W Alisti .
Ot Alistipes putredinis . .
Prog'gitr'; - M Yesterday 3x+ Alistipes shahii PCo 1 (8.1%)
S 0.75- Alistipes finegoldii 170
Ang# étl 'g M Bacteroides caccae
Water 2 I Bacteroides ovatus Transcripts
Eruit ilice S 0.50 1 M Bacteroides uniformis
Diet dljfinks = = Bacteroides vulgatus
; L i Parabacteroides distasonis
Sweet drinks S = 0.25 B Faecalibacterium prausnitzii —
M other S
Immunosupp. N 0.00 - I unclassified N
Chemo B ves o 2
Antibiotics NoO © 1.00+ g .
Medication M Blank © 0.75 - obligate_anaerobe O
Hospitalized L 050 M aerotolerant o
T 71T r 1T T T T T T T T T T 8 . facultat|ve_anaerobe
© 0.25 I unknown 1
T 5001 2 0.00
O 388 T < ' T T T
C_g 200 - 1.00 - PCo 1l (14.2%)
D 100 \ .
o B I e e S S 0.75 - unclassified C2likevirus Proteins
$ Lactococcus phage 936 sensu lato
201 2 0.504 unclassified Siphoviridae |
15 - = Il Gokushovirus WZ-2015a ’
m 101 > 0.25 - [ Melon necrotic spot virus =
I 5 : Pepper mild mottle virus ?\0
0- 0.00 N o
N—r o °
n 1.0 N °
8 0.9 - K01752: L-serine dehydratase [EC:4.3.1.17] 8 i
2 0.8 o L Ao J -~ K02078: acyl carrier protein o
@ 0.7- o Ezts)?(;g?sls S le-02 K02358: elongation factor EF-Tu °
5‘ 0.6 - = ~ K02867: large subunit ribosomal protein L11
0.5 2 K02878: large subunit ribosomal protein L16 e
9 1e-031 ~- K02906: large subunit ribosomal protein L3 ' ' ' ' '
>, 100 1 ANCA EU c K02968: small subunit ribosomal protein S20 PCo 1l (30-8%)
8’ 75 1 ~ Cbirl EU © -~ K03088: RNA polymerase sigma-70 factor, E...
S 50+ IgA ASCA EU = 1e-04 - K03561: biopolymer transport protein ExbB Metabolites
O 25- ~ 19gG ASCA EU ~ K07483: transposase
U) 0 L ﬁ T T T T T T T T T T 'I OmpC- EU T T T T T T T T T T T T T T T T T T T T T T T T K11065: thiOI perOXidase, atypical 2_Cys per".
U) -
§ 15e+07- 1.00 S
o 1.0e+07 Human K00024: malate dehydrogenase [EC:1.1.1.37] E
X 5 0e+06 M Filtered ~ K00262: glutamate dehydrogenase (NADP+) ... ~
o 8 K00626: acetyl-CoA C-acetyltransferase [E... N
s 0.0e+00 t——————F—— S — ~ K01006: pyruvate, orthophosphate dikinase [... o
n B 0.01- - K01805: xylose isomerase [EC:5.3.1.5] 8
-8 1.0e+07 g N—" -~ K02867: large subunit ribosomal protein L11 ]
o 7.5e+06 K04078: chaperonin GroES
X 5.0e+06 Human ~ ~- K10117: raffinose/stachyose/melibiose transp... S
X 5 56406 M Filtered UNGROUPED . . .
= = 0
2 O'Oe+00 T T T LIl T T T LIl T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T T PCO 1 (8'8/0)



Sweets 1

Fish
Shellfish -
White meat -
Red meat -
Proc. meat 1
Eggs -
Starch 1

Whole grains A
Beans
Vegetables
Fruits
Probiotic
Dairy

Yogurt
Alcohol
Water

Fruit juice
Diet drinks
Sweet drinks

M2069: 29 Female White MGH | UC

Immunosupp.
Chemo
Antibiotics
Medication
Hospitalized

FecalCal
PNWhAhO
olololeole]

eoleolololeole]

Dysbiosis
OO000Or ONUINON

O UION00OO OuU1ou1oul
1

[
o

Serology
N 01 N
o o1 O Ol

2.5e+07 A
2.0e+07 A
1.5e+07 -
1.0e+07 -
5.0e+06 -
0.0e+00

2.0e+07 A
1.5e+07 -
1.0e+07 -
5.0e+06 A

MTX Reads MGX Reads

0.0e+00 -

None 7+ days

Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Cbhirl EU
IgA ASCA EU
- 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Transcription

Transcription

Aerotolerance

Viruses

Proteins

1.00
0.75
0.50
0.25
0.00

1.00
0.751
0.50 1
0.251

0.00 1

1e-02 -

le-04 1

Bacteroides fragilis
Eubacterium rectale

M Eubacterium eligens

B Faecalibacterium prausnitzii
Subdoligranulum unclassified

M Roseburia intestinalis
Roseburia hominis

M Roseburia inulinivorans
Escherichia coli

[l Haemophilus parainfluenzae

M other

Bacteroides fragilis
Eubacterium rectale
M Eubacterium eligens
B Faecalibacterium prausnitzii
B Roseburia intestinalis
Roseburia hominis
I Ruminococcus obeum
Escherichia coli
B Haemophilus parainfluenzae
M other
unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Enterococcus phage EFDG1
T7virus
Streptococcus phage Sfi2l
[ Streptococcus phage YMC-2011
[ Bell pepper mottle virus
Cucumber green mottle mosaic virus
Pepper mild mottle virus
Tomato mosaic virus
other

1.00 A1

0.01 1

K00789:
~ K02358:
K02838:
- K02863:
K02909:
-~ K02956:
K02970:
~ K03704:
K06078:
~- K13993:
K19157:

K00262:
~- K01006:
K01610:
~- K01805:
K02355:
~ K02358:
K02994.:
~ K10117:
K15633:

S-adenosylmethionine synthetase [...

elongation factor EF-Tu

ribosome recycling factor

large subunit ribosomal protein L1
large subunit ribosomal protein L31
small subunit ribosomal protein S15
small subunit ribosomal protein S21

cold shock protein (beta-ribbon, Cs...

murein lipoprotein lipoprotein
HSP20 family protein
NO_NAME

glutamate dehydrogenase (NADP+) ...
pyruvate, orthophosphate dikinase [...
phosphoenolpyruvate carboxykinase...

xylose isomerase [EC:5.3.1.5]
elongation factor EF-G

elongation factor EF-Tu

small subunit ribosomal protein S8

raffinose/stachyose/melibiose transp...
2,3-bisphosphoglycerate—-independ...

- UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



M2071: 26 Female White MGH | UC 1.00 W Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets - H- - 0.75 I Bacteroides ovatus
Fish 1 0 B Bacteroides uniformis i
Shellfish - -% M Bacteroides vulgatus <
White meat - o 0.50 I Bacteroides massiliensis N
Red meat 1 %) I Eubacterium rectale o
Proc. meat A 0.95 M Eubacterium eligens ~
Egys ' M Faecalibacterium prausnitzii N
Starch - B Roseburia intestinalis 8
Whole grains - \l)lvc_)m_a 7+ days 0.00 M other o
Beans - !th!n 4-7 days
Vegetables I Within 2-3 days
Fruits 1 . YeSterday 1-2x 1.00 A _ " i
Probiotic - B Yesterday 3x+ Allstlpes_ onderdo_nku
Dairy - " Bacteroides dorei
S 0.751 I Bacteroides ovatus
Yogurt 1 3 M Bacteroides uniformis
Alcohol o :
Water - = I Bacteroides vulgatus
e o 0.504 I Bacteroides massiliensis
Fruit juice 1 8 I Parabacteroides distasonis
Diet drinks 1 © B Faecalibacterium prausnitzii
Sweetdrinks {__ . . . . . . . F 0.251 M Roseburia intestinalis y
M other L
Immunosupp. - 0.00 1 " unclassified g
Chemo A o 2z
Antibiotics A M Yes © 1.00- g 1
Medication A No © 0.75 obligate_anaerobe O
Hospitalized A Q950 M aerotolerant ol
. . . . . . . . o M facultative_anaerobe i
© 0.25 I unknown
g g 0.00 : :
8 Human mastadenovirus A i
L 0.75 - Podoviridae Proteins
$ Streptococcus phage DT1
12.51 g 0.50 - Il Lactococcus phage 936 sensu lato ] .
< 10.01 = I Gokushovirus WZ-2015a
O 797 > 025 Pepper mild mottle virus Q
O 5.01 . Wasabi mottle virus N
N 2.51 other A -
0.0+ 0.00 — .
N—r o
n 1.0 (; °
9 0.9 1 K01710: dTDP-glucose 4,6-dehydratase [E... O
-5 0-81 - - Dysbiosis ~ K01808: ribose 5—-phosphate isomerase B [E... o
o 0.71 . Eubiosis S 1e-021 K02078: acyl carrier protein
5“ 0.6 1 = -~ K02687: ribosomal protein L11 methyltransfer... s
051 — T T T T T T T % K02837: peptide chain release factor RF-3 . . . . .
) -~ K02911: large subunit ribosomal protein L32
> & 1e-03 - K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
S © ~ K03530: DNA-binding protein HU-beta _
> = K03596: GTP-binding protein LepA Metabolites
o -~ K12343: 3-oxo—5-alpha-steroid 4-dehydrog... .
n K19157: NO_NAME o #°
1e-04 - . o 0 gee®
[%2] 1 o (8% 20 o %o %c(ﬁ,:c’ :
8 ;\é\ °°°:§m2;u;§,§ w 0‘5’ ogo%:m:&o o o
5 Ml Filtered —~q a;’%%%%% 900@0806:; X ::o ;
O %) N ° O&%m qg(%goo& :o ° o
E 0.0e+00 T T T T T T T T T T E @) ° %8 ;‘{;OO{O gom QT ° o
= 3 O D e 2% og
o] (@] o ° 0% 8 et
S 2.0e+07 = IR
© 1.5e+07 et
2§ oeror B —
< 5.0e+06 ' ' '
S 0.0e+00 1, , , , , , —_— , , PCo 1 (8.8%)



M2072: 51 Male White MGH | nonIBD 1.00 B Alistipes putredinis Taxonomy
Bacteroides dorei
Sweets {1 H B B B B 0.75 M Bacteroides thetaiotaomicron
Fish N [ Eubacterium rectale i
Shellfish L M Eubacterium siraeum @
() : . . S
White meat @ 0.50 M Faecalibacterium prausnitzii QA
Q B Roseburia intestinalis 5
Red meat - %) i tir S .
Proc. meat 0.25 Roseburia hominis N
Eggs ' H Akkermansia muciniphila o
Starch ¥ Blank C2likevirus unclassified O |
Whole grains None 7+ days 0.00 M other a
Beans Within 4-7 days
Vegetables I Within 2-3 days 00
oropats = Yesterday 1-2x 1 Alistipes shahii T , , ,
robiotic Yesterday 3x+ Bacteroides dorei
Dairy S 0.751 M Bacteroides thetaiotaomicron PCo 1 (8.1%)
Yogurt 1 'g M Bacteroides xylanisolvens _
Alcohol 1 2 I Eubacterium rectale Transcripts
Water 1 G 0.50- B Faecalibacterium prausnitzii
Fruit juice 1 [ N 2 M Roseburia intestinalis
Diet drinks 1 ®© Roseburia hominis
Sweet drinks A ! I = 0.257 M Akkermansia muciniphila ]
T T T T T T T T . Other o\o
0.00 - I unclassified N
Immunosupp. 1 . o
Chemo - B B o N
Antibiotics - M es © 1.00 | N
Medication A B B © 0.751 obligate_anaerobe %L)
Hospitalized A Q050 I aerotolerant
P —T—T—T—T—T T T T T T T T T T T T T T T T T T e B facultative_anaerobe
© 0.25 I unknown 1
— § 3]
3 200, 2 0.00 . . .
S 300- 1.00 PCo 1 (14.2%)
- . [ ] -
) e unclassified C2likevirus _
L 108: — T~ T 0.75 - Sklvirus Proteins
oo 3 Lactococcus phage 936 sensu lato
92 5504 I unclassified Siphoviridae | )
27 [l Gokushovirus WZ-2015a
> Pepper mild mottle virus =
0.251 Tomato mosaic virus ?\0
other N
(q\] o
% 0.100- K00014: shikimate dehydrogenase [EC:1.1.1.... 8
-g Dysbiosis -~ K00024: malate dehydrogenase [EC:1.1.1.37] a
. . S ¢ ‘ — . K00850: 6—-phosphofructokinase 1 [EC:2.7.1....
Q -+ Eubiosis 'g K ?—\ - K01624: frugtosep—bisphosphate aldolase, cla...
= 2 - %% K01689: enolase [EC:4.2.1.11] . . .
o ~ . - K01835: phosphoglucomutase [EC:5.4.2.2] 0
> ANCA EU 2 0.001 - — K03530: DNA-binding protein HU-beta PCo 1 (30.8%)
S ~ Cbirl EU © - ><:>‘/\\7/—‘\4/ —~ .~ K03797: carboxyl-terminal processing protea...
© = K04069: pyruvate formate lyase activating en... Metabolites
% - :gé 'zss%ﬁ Eld ~ K06975: NO_NAME
N OmpC. EU K07078: NO_NAME
3 7 ~—~
T 2.0e+07 10— ., S
L 1.5e+07 K00024: malate dehydrogenase [EC:1.1.1.37] o
> 1.0e+07 Human ~- K00134: glyceraldehyde 3—phosphate dehydr... >
X5 06 W Filtered K00262: glutamate dehydrogenase (NADP+) ... ~
Q >-Oer 8 -~ K01006: pyruvate, orthophosphate dikinase [... o
= 0.0e+00 [ K01803: triosephosphate isomerase (TIM) [E... O
%) <) ~ K02355: elongation factor EF-G a .
-c% 1.5e+07 a 0.01 A K02357: elongation factor EF-Ts
o ~ K02358: elongation factor EF-Tu .
o 1.0ev07 B H-lfmarcll K04077: chaperonin GroEL °
ﬁ >-0e+00 itere -~ UNGROUPED PC ]'- 3.80¢ '
S 0.0e+00 01 (8.8%)



M2075: 61 Male White MGH | nonIBD

I Alistipes putredinis

Taxonomy

Bacteroides dorei
Sweets 1 0.75 I Bacteroides ovatus
Fish n M Bacteroides uniformis
Shellfish - % I Bacteroides massiliensis @
White meat @ 0.50 M Parabacteroides merdae <
Red meat - (% I Parabacteroides distasonis ©
Proc. meat A 0.95 [ Eubacterium rectale ~
Eggs 1 : M Faecalibacterium prausnitzii N
Starch 1 ¥ Blank Subdoligranulum unclassified 8
Whole grains - None 7+ days 0.00 M other a
Beans 1 Within 4-7 days
Vegetables - I Within 2-3 days 1.00
Fruits 1 B Yesterday 1-2x ' Alistipes onderdonkii : :
Probiotic ; Ml Yesterday 3x+ Alistipes shahii PCo 1 (8.1%
Dairy - S 0.75 Alistipes finegoldii 01 (8.1%)
TOg#rtl | g= Bacteroides dorei
Alcoho 2 I Bacteroides ovatus Transcripts
Water S 0.50 M Bacteroides uniformis
Fruit juice 1 2 I Bacteroides massiliensis
Diet drinks - © 0.25 I Parabacteroides distasonis
Sweet drinks 1 = B Odoribacter splanchnicus —
M Faecalibacterium prausnitzii S
Immunosupp. - 0.00 M other g
Chemo 1 ® Nt
Antibiotics - M es © 1.00 N
Medication A 0 © 0.75 obligate_anaerobe O
Hospitalized - 2L 0.50 M aerotolerant o
T T T T T T T T T T o B facultative_anaerobe
500 © 0.25 I unknown
= 1 L 0.00
&S 400 < - -
< 3001 ] PCo 1 (14.2%
§ 200 1.00 ( )
v 108 : T T T T T T T 'I T “I wn 0'75 T PrOteInS
8 Horseradish curly top virus
> 0.50 - Gokushovirus WZ-2015a
= Pepper mild mottle virus =
0.25+ XX
™
0.00 A 2{
~— ° o
% N °
1% K00262: glutamate dehydrogenase (NADP+) ... 8
-g - . Dvsbiosis ~ K00341: NADH-quinone oxidoreductase sub... a
n _. Ezbiosis g 1e-02 - KO00600: glycine hydroxymethyltransferase [E...
5‘ = ~ K01624: fructose-bisphosphate aldolase, cla...
2 K02078: acyl carrier protein
&) - K02914: large subunit ribosomal protein L34 ' ' '
ANCA EU C 1e-03- K03530: DNA-binding protein HU-beta PCo 1 (30.8%)
~ Cbirl EU © T T ~ K03544: ATP-dependent Clp protease ATP-...
IgA ASCA EU = K04077: chaperonin GroEL Metabolites
~ 1gG ASCA EU ~ K04078: chaperonin GroES
OmpC. EU le-04 K06949: ribosome biogenesis GTPase e ‘
1.00 T s . —_— ;\6\ ogoosm(;:;i gcgcoo 0‘; o %E:Q);,w:&,o ) o °
K00134: glyceraldehyde 3—phosphate dehydr... o e REN ;i;o;’%, SE S oot
O H_lIJman -~ K00239: succinate dehydrogenase / fumarate... | Ceeledlsd s AR 2 S
Filtered " K00262: glutamate dehydrogenase (NADP+) ... N %‘%9;%’53820‘” ¥ WL
< ~- K01610: phosphoenolpyruvate carboxykinase... o 2 3580, °%;Z°§o%°oo°§o° .
Q K01805: xylose isomerase [EC:5.3.1.5] &) 508 000 on o an oo
b .'\ . ° 8 @ %o ° 0 0% o
Soo1d i _——— ~ K02358: elongation factor EF-Tu o P
a { )&_ K02926: large subunit ribosomal protein L4 O
Human ~ K02992: small subunit ribosomal protein S7 oo @
M Filtered i K04077: chaperonin GroEL °
= 1 -~ UNGROUPED ' ' '
2 O'Oe+00 T T T T T T T T T T T T T JI T T T T T T T T T T T T PCO 1 (8'8%)



Sweets

Fish 4
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs 1

Starch A
Whole grains A
Beans
Vegetables A
Fruits -
Probiotic 1
Dairy A
Yogurt A
Alcohol A
Water -

Fruit juice -
Diet drinks A
Sweet drinks

M2077: 32 Female White MGH | nonIBD

E.E-'-_-

|
None 7+ days
Within 4-7 days
| Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

Immunosupp. 1
Chemo 1
Antibiotics A
Medication o

Hospitalized A

B Yes
No
M Blank

FecalCal

Dysbiosis
ooooOor
UgIoO~N00wWo

- - Dysbiosis
- - Eubiosis

Serology

X le+07

Human
M Filtered

 ge+00

2.0e+07
1.5e+07
1.0e+07
5.0e+06
0.0e+00

MTX Reads

Human
B Filtered

Transcription

Species

Transcription
o
a
o

0.00 1

1.00
0.75
0.50
0.25
0.00

Aerotolerance

1.00 1

0.75 1

Iruses

Vv

0.25 1

0.00 1

0.50 1

0.010 1

0.001 -

Proteins

[ Alistipes putredinis
Alistipes finegoldii
Bacteroides fragilis
M Bacteroides thetaiotaomicron
M Bacteroides vulgatus
[ Bacteroides xylanisolvens
[l Parabacteroides distasonis
B Faecalibacterium prausnitzii
Subdoligranulum unclassified
B Haemophilus parainfluenzae
M other

Alistipes finegoldii
[ Bacteroides dorei
Bacteroides fragilis
B Bacteroides thetaiotaomicron
M Bacteroides vulgatus
[ Bacteroides massiliensis
[ Parabacteroides distasonis
M Faecalibacterium prausnitzii
[ Escherichia coli
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

Pseudomonas phage PPpW-4
Lactococcus phage 936 sensu lato
unclassified Siphoviridae

Il Gokushovirus WZ-2015a

[ Bell pepper mottle virus
Cucumber green mottle mosaic virus
Pepper mild mottle virus
Tomato mosaic virus
other

K01714: 4—-hydroxy—tetrahydrodipicolinate sy...
- K01810: glucose-6-phosphate isomerase [E...
K01939: adenylosuccinate synthase [EC:6.3....
-~ K01950: NAD+ synthase (glutamine—hydroly...

K02078: acyl carrier protein
~ K02956: small subunit ribosomal protein S15
K02968: small subunit ribosomal protein S20
-~ K03686: molecular chaperone DnaJ
K04078: chaperonin GroES
- K06942: NO_NAME
K13993: HSP20 family protein

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



Sweets 1

Fish 1
Shellfish -
White meat -
Red meat -
Proc. meat -
Eggs -

Starch 1
Whole grains A
Beans -
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol A
Water 1

Fruit juice -
Diet drinks A
Sweet drinks

Immunosupp. -
Chemo A
Antibiotics A
Medication o
Hospitalized A

M2079: 29 Male White MGH | nonIBD

FecalCal

EPNWSAO
[eoleololele]
COOO0OO0OO0O
1 1 1 1 1 1

Dysbiosis
0000k
UgIoO~N0w OO

e

Serology

8 2.0e+07
S 1.5e+07
X 1.0e+07
X 5.0e+06

S 0.0e+00

7 Blank
None 7+ days
Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

No

- - Dysbiosis
- - Eubiosis

Human
M Filtered

Transcription

Species

0.50 1

Transcription

0.251

0.00 1

1.00

rance

0.75
L 050
0.25
Q 0.00

roto

A

1.00 1
0.751

0.50 1

Viruses

0.251

0.00 1

0.100

0.001

1.00

0.01 1

Proteins

I Alistipes putredinis

B Bacteroides caccae

¥ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

B Parabacteroides merdae

[ Eubacterium rectale

M Faecalibacterium prausnitzii
Subdoligranulum unclassified

B Akkermansia muciniphila

M other

Alistipes shabhii
Alistipes finegoldii
M Bacteroides caccae
M Bacteroides uniformis
M Bacteroides vulgatus
M Parabacteroides merdae
[l Eubacterium rectale
M Faecalibacterium prausnitzii
B Akkermansia muciniphila

M other

[ unclassified

obligate_anaerobe
M aerotolerant
M facultative_anaerobe

[ unknown

Lactococcus phage biIBB29
Lactococcus phage 936 sensu lato
Propionibacterium phage Solid

[l Gokushovirus WZ-2015a

"1 Pepper mild mottle virus
Tomato mosaic virus
Tomato mottle mosaic virus

other

K00602:
~ K01881:
K01939:
-~ K02356:
K02914:
-~ K02968:
K04069:
~ K04077:
K04078:
~ K13993:
K15633:

K00262:
~- K01805:
K01810:
~ K02867:
K02988:
~ K03046:
K04077:
~ K10117:
K10200:

phosphoribosylaminoimidazolecarbo...
prolyl-tRNA synthetase [EC:6.1.1.15]
adenylosuccinate synthase [EC:6.3....
elongation factor EF-P

large subunit ribosomal protein L34
small subunit ribosomal protein S20
pyruvate formate lyase activating en...
chaperonin GroEL

chaperonin GroES

HSP20 family protein
2,3-bisphosphoglycerate—independ...

glutamate dehydrogenase (NADP+) ...
xylose isomerase [EC:5.3.1.5]
glucose—-6-phosphate isomerase [E...
large subunit ribosomal protein L11
small subunit ribosomal protein S5
DNA-directed RNA polymerase sub...
chaperonin GroEL
raffinose/stachyose/melibiose transp...
N-acetylglucosamine transport syst...

~- UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



M2083: 25 Male White MGH | UC 1.001 W Alistipes putredinis Taxonomy
[ Bacteroides dorei
Fish 0 M Bacteroides vulgatus i
Shellfish A -% [ Eubacterium rectale <
White meat - @ 0.501 M Faecalibacterium prausnitzii <
Red meat - & Subdoligranulum unclassified <
Proc. meat A 0.95 - B Roseburia intestinalis 7
Egys ' M Oscillibacter unclassified N
Starch 1 I Blank Escherichia coli 8
Whole grains A None 7+ days 0.00 - M other a
Beans 1 Within 4-7 days '
Vegetables 1 . Within 2-3 days 1.004
Prolt:)riggi B Yesterday 1-2x ' [ Bacteroides dorei L
Dairv - ] M Yesterday 3x+ Bacteroides fragilis
Yo % S 0.751 M Bacteroides thetaiotaomicron
Al g# I = M Bacteroides uniformis
V(ilo to | 2 I Bacteroides vulgatus
Eruit yater- S 0.50 - B Faecalibacterium prausnitzii
D-rlt“djwﬁe | c B Roseburia intestinalis
< |et dr!nks T @ 0.25 | M Ruminococcus obeum
Wee rln S T T T T T T T T T T T T T T T T T T l_ ) ESCherIChia COIi S
M other X
Immunosupp. - 0.001_ " unclassified g
Chemo A o :\T
Antibiotics A .Ees © 1.00+ o
Medication A ° © 0.75 1 obligate_anaerobe O
Hospitalized - % 0.50 - M aerotolerant o
— T T T T T T T T T T T T T T T T S M facultative_anaerobe i
O 0.25- I unknown
g 2 0.004, , , ,
< 1.001 PCo 1 (14.2%)
8 ' Pseudomonas phage PPpW-4
LL unclassified C2likevirus Pr in
n 0.751 Streptococcus phage Abc2 oteins
12.5 - aQ I Pseudomonas phage KPP23
— 10.0- > 0.501 [ Gokushovirus WZ-2015a . °
Z‘:) 7.5 - = Pepper mild mottle virus —_
O 5.0 0.25 1 Tomato mosaic virus X
N 25- Shallot latent virus ™ o
0‘0 k 0.00 L T T T T T T T T T T T T T T T T T T Other \&:—/ | ]
n 1.0 (; . o
% 0.91 = AN K01755: argininosuccinate lyase [EC:4.3.2.1] O -
S 8? 1 - - Dysbiosis < - =~ ~ K01810: glucose-6-phosphate isomerase [E... o
n V.77 . I < | = K02112: F-type H+-transporting ATPase sub... °
2 0.6 Eublosis 2 0010 _.\i.,..\ / ~ >§ ~ K02406: flagellin 0
0.5+ = —¥ \\ K02867: large subunit ribosomal protein L11 : : : : —
8 ~ K02874: large subunit ribosomal protein L14 PCo 1 (30.8%
> c K02909: large subunit ribosomal protein L31 0 ( . 0)
g © 0.001 — ~ K02914: large subunit ribosomal protein L34
— N T V . . - . -
o) = — K02968: small subunit ribosomal protein S20 Metabolites
o -~ K03088: RNA polymerase sigma-70 factor, E... .
n K19157: NO_NAME o ° e
8 2.0e+07 - S| sy ettt l‘;mf;% 80
8 1'5e+07- O\ osco 6‘)’0 o Boo"f o":OO%o" 6000 ©
O & 00 0gb, ¥ o @ o °
X 1.0e+07 1 B E_lljmar& IS | Cenented g B o et gt
>< 506"‘06 T Itere " : 7 c% @} j@g% Q;O:&E;’OOZ OOO;?OO OOO C;ooo
< 0.0e+00 - = Q | eoadie 3t eed /.
) 2 é_) I ) B
g 15e+07 5 | ATEETN ool
D_ o o o °% @ o °
+ -
& 1.0e+07 Human . ;};; 6)%0
< 5.0e+06 - M Filtered : : :
E O'Oe+00- T T T T T T T T T T T T T T T T T T PCO 1 (8'8%)



M2084: 23 Female White MGH | nonIBD 1.00 B Alistipes putredinis Taxonomy
Bacteroides dorei
Sweets “F 0.75 M Bacteroides uniformis
Fish N M Bacteroides vulgatus i
Shellfish -g I Bacteroides massiliensis @
White meat @ 0.50 " Eubacterium rectale ,°\
Red meat (% I Eubacterium siraeum ©
Proc. meat 0.95 M Faecalibacterium prausnitzii ~
Eggs ' Subdoligranulum unclassified N
Starch ¥ Blank B Roseburia intestinalis 8
Whole grains None 7+ days 0.00 M other a
Beans Within 4-7 days
Vegetables I Within 2-3 days 1.00
Fruits I Yesterday 1-2x ' Alistipes onderdonkii I
Probiotic Bl Yesterday 3x+ Alistipes shahi ' ' '
Dair : - PCo 1 (8.1%)
y S 0.75 Bacteroides dorei
Yogurt 2 M Bacteroides uniformis
Alcohol o : .
\Water = M Bacteroides vulgatus Transcripts
Fruit juice S 0.50 I Bacteroides xylanisolvens
Diet drinks c M Eubacterium siraeum
. © M Faecalibacterium prausnitzii
Sweet drinks = 0.25 B Roseburia intestinalis .
M other S
Immunosupp. - 0.00 " unclassified N
Chemo A ® 2
Antibiotics - Ml Yes © 1.00 N
Medication A No © 0.75 = obligate_anaerobe O
italized - Q aerotolerant o
Hospitalized EE—————————————————————— [} 0.50 M facultative_anaerobe
© 0.25 I unknown 1
= 500 Q 0.00
3 i < E——
T 1 PCo 1 (14.2%
§ %88 i 1.00 Lactococcus phage 936 sensu lato ( )
i Carrot cryptic virus .
m o— n 0-75 Gokushovirus WZ-2015a Proteins
aQ I Blueberry shock virus
> 0.50 1 I Cucumber green mottle mosaic virus 1 o
S Pepper mild mottle virus —
0.254 Tomato mosaic virus XX
Tomato mottle mosaic virus ™
0OV O other ?I'_, . O
v 1.0 N °
9 83 _____________________________________ \ K00262: glutamate dehydrogenase (NADP+) ... 8 |
5 V.07 _. P AN ~ K00286: pyrroline-5—-carboxylate reductase [...
B 0.7 e . _ ——_ [E)zﬁ'i’c')giss's S 00104 \Z \\ S K01937: CTP synthase [EC:6.3.4.2] & .
5‘ 0.6 1 = N~ \\\._/—-v - K02078: acyl carrier protein
O T T B E B . B e e . = g K02564: glucosamine-6-phosphate deamina... e
S \ - K02650: type IV pilus assembly protein PilA ' ' ' ' '
> 100+ c — S K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30-8%)
D 751 é’g'_CfEEUU I 0.001 1 N ~ K03979: GTP-binding protein
© 501 ~ Lbir : E— — —~— AN K04078: chaperonin GroES i
o 254 . lgG ASCA EU — ” \ ~ K09903: uridylate kinase [EC:2.7.4.22] Metabolites
VIS ~ OmpC. EU K13993: HSP20 family protein
U) -
T 2.0e+07 1.001 L — 3
L 1.5e+07 H K00239: succinate dehydrogenase / fumarate... o
o 1.0e+07 H F_Lljtmar& - K00262: glutamate dehydrogenase (NADP+) ... >~ ]
x 5.0e+06 litere 0 K01006: pyruvate, orthophosphate dikinase [... ~
LED 0.0e+00 c ~ K01610: phosphoenolpyruvate carboxykinase... o
Q S K01805: xylose isomerase [EC:5.3.1.5] &)
3 Soo14 & D ~- K02358: elongation factor EF-Tu Q|
< 1.5e+07 o - R ﬁ\—:( K02931: large subunit ribosomal protein L5
&-’ 1.0e+07 Human — ) ~ K04077: chaperonin GroEL . oq
M Filtered K10117: raffinose/stachyose/melibiose transp... °
> 5.0e+06 ~ UNGROUPED ' ' '
S 0.0e+00 PCo 1 (8.8%)



M2085: 23 Male White MGH | CD L1 1.001 W Alistipes putredinis Taxonomy
[ Bacteroides dorei
Sweets - 0.75 - Bacteroides fragilis
Fish A N I Bacteroides ovatus
Shellfish - -g M Bacteroides uniformis ’\a
White meat @ 0.50- " Eubacterium rectale <
Red meat - (% I Faecalibacterium prausnitzii ©
Proc. meat 1 0.25 - Subdoligranulum unclassified ~
Eggs ' B Ruminococcus torques N
Starch - B mBlank I Bilophila wadsworthia 8
Whole grains - None 7+ days 0.00 - M other a
Beans - Within 4-7 days '
Vegetables A I Within 2-3 days |
P It:)r_uit_s B Yesterday 1-2x 1.00 I Alistipes putredinis T : : :
rOD'O- €1 M Yesterday 3x+ 1| Bacteroides dorei PCo 1 (8.1%
v am{ ] § 0.751 Bacteroides fragilis 01 (8.1%)
Al Og#rl | = I Bacteroides ovatus
V(ilo tO | g' B Bacteroides uniformis Transcripts
Eruit yater- S 0.50 - I Bacteroides vulgatus
D.”t“dlwie 1 c M Bacteroides xylanisolvens
S 'et dr!nks i © 0.25 - B Odoribacter splanchnicus
weet drinks = B Faecalibacterium prausnitzii —
M other ©
Immunosupp. - 0.00 1 " unclassified N
' o
Chemo A H ~
Yes Q
Antibiotics - No Q 1.00 g .
Medication B  Esank © 0.75 1 obligate_anaerobe O
Hospitalized - 2 9504 M aerotolerant o
S B facultative_anaerobe
© 0.251 I unknown i
= 500 1 Q 0.00 - &
¢y 400+ < ' - - -
T 3001 . _— 1.00- _ PCo 1 (14.2%)
&) — ~— Pseudomonas phage philBB-PF7A
£ 1091 : Trvirus Proteins
01— T T — T T T — T T — n 0.75 Pjseud(_)r_nonas phage PPpW-4
20 aQ 0.50 =S|phovmdae
’ o U.0U7 Croceibacter phage P2559S 4. .
— 151 S Gokushovirus WZ-2015a —
@ 10+ 0.25 A Pepper mild mottle virus S
L 5 - Tomato mosaic virus ™
. ther N A
0 0.001_ 0 N o
N—r o °
»n 1.0 c; .
‘v 0.9 0.100 A K00134: glyceraldehyde 3—phosphate dehydr... O -
2 0.8 . ~ K00971: mannose-1-phosphate guanylyltran...
-. . o
% 0.7 - Dysbiosis g K01887: arginyl-tRNA synthetase [EC:6.1.1.... o
> 0.6 - - - Eubiosis = ~- K02968: small subunit ribosomal protein S20
0 0.5 1= K03088: RNA polymerase sigma-70 factor, E... ©
S - K03498: trk system potassium uptake protein... ' ' ' ' '
> < 0.001 K03595: GTP-binding protein Era PCo 1 (30.8%)
(o) @ VUYL o\ . ~- K04077: chaperonin GroEL
% = : K04078: chaperonin GroES Metabolites
) o -~ K13993: HSP20 family protein
%)) — * ° — K18220: NO_NAME . T 0o
%) . o %%,m;, &
@ 2.0e+071 1.00 S| s o e o
@ 1.5e+07 1 Human K00024: malate dehydrogenase [EC:1.1.1.37] S . ;f’égf’; ) ;"’;% @Z@ s
< 1.0e+07 1 M Filtered ~ K00262: glutamate dehydrogenase (NADP+) ... —q 7 °‘?>%%é%§% i S B
(n -0e+06+ 2 K01803: triosephosphate isomerase (TIM) [E... N o w(%“i;g%g‘: e - 0%
= 0.0e+00 - -% -~ K01810: glucose-6-phosphate isomerase [E... ) o 3yowsl L S¥Be o
%) ° —\/\ K02358: elongation factor EF-Tu 8 o wge et O:% o
=) = - it ~ K02867: large subunit ribosomal protein L11 7 o LT g
+07 0.01 ¢ g p o vo 0% 0y e &7
@ 1.5e+07 o K10117: raffinose/stachyose/melibiose transp... ° oo s
Y ;
o 1.0e+07 4 Human —— ~ K10200: N-acetylglucosamine transport syst... e’
< 5.0e+06 - M Filtered 7/ N UNGROUPED : : :
E O'Oe+00- T T T T T T T T T T T T T T T T T T T T T T T T T T T T T PCO 1 (8.8%)



M2097: 21 Male White MGH | nonIBD

[ Alistipes putredinis

Taxonomy

M Bacteroides caccae
Sweets - [ Bacteroides dorei
Fish - N M Bacteroides uniformis i
. I .
Shellfish - 'S M Bacteroides vulgatus @
White meat A ) M Parabacteroides merdae =
Red meat - (% I Parabacteroides distasonis o |
Proc. meat A [ Eubacterium rectale Rl/
Eggs M Faecalibacterium prausnitzii
Starch - B Roseburia intestinalis 8
Whole grains 1 None 7+ days M other o
Eruits - B Yesterday 1-2x o )
Probiotic { M Yesterday 3 5 Bactoroides dorel
YDalry: S M Bacteroides uniformis
Alog#r} 1 = M Bacteroides vulgatus
cono 2 I Parabacteroides distasonis
Water - S M Odoribacter splanchnicus
Fruit juice - c | Eubacterium rectale e
Diet drinks - © M Faecalibacterium prausnitzii .
Sweet drinks 1 = B Roseburia intestinalis ~1 . R R
M other X o Tea TS e B,
I . "l unclassified SEEE e e L% ;5%‘80%@%0
mmunosupp. P O I R e G
Chemo 1 © < %o s o oo NI oy 220
Antibiotics A Ml es 2 o |
Medication - No g - obligfttle_antaterobe &)
T i Q aerotoleran
Hospitalized . . . . . . . . : : : : [e M facultative_anaerobe .
o I unknown
— )
8 < 1 T T
< PCo 1 (14.2%)
O Pseudomonas phage phi15
&’ 0.75 - Pseudomonas phage philBB-PF7A Proteins
n T7virus
% [l Lactococcus phage 936 sensu lato
> 0.50 A [l unclassified Siphoviridae . °
S Gokushovirus WZ-2015a —_ & e e Te
0.25 1 Pepper mild mottle virus X M S
Apple stem pitting virus ™ o
0.00 - other N
T T T T T T T T T T T T ~— o o o
n 10 (; .
@091 ... i~ T K00850: 6-phosphofructokinase 1 [EC:2.7.1.... (3 J
re) 0.8 /———' - - Dysbiosis ’ ~ K01755: argininosuccinate lyase [EC:4.3.2.1] o
o 0.79 e — I A —  EubioSis S 0.010- K02078: acyl carrier protein °
A 0.6 =2 ~- K02358: elongation factor EF-Tu ,
0.51— T T T T T T T T T T T % K02906: large subunit ribosomal protein L3 . . . . —
&) ~ K02911: large subunit ribosomal protein L32
) 2 K02914: large subunit ribosomal protein L34 PCo 1 (30-8%)
8’ © 0.001 1 ~ K02926: large subunit ribosomal protein L4 _
S = K02970: small subunit ribosomal protein S21 Metabolites
o -~ K03088: RNA polymerase sigma-70 factor, E...
" . H ©
wn — ~— K11755: phosphoribosyl-ATP pyrophosphoh... o T,
T T T T T T T T T T T T i . ° O(go . o:" . : %‘im;) C:; 080
[N 00 P00 090 ©° 00 RRP & r?oo
S| amass e S
Human Nl R %o
M Filtered — o e
0 AN °oc®° 8o
= ) 0® 28
2 ol
'8 o o
o
O
e Human
< 5.0e+06 M Filtered , , ,
|_
S 0.0e+00 — PCo 1 (8.8%)




M2103: 35 Female White MGH | UC 1.00 M Alistipes putredinis Taxonomy
M Bacteroides caccae
Fish A 8 [ | Bactero!des unlfor_mls _ -
Shellfish - ‘G | Bacteroides massiliensis S
White meat - @ 0.50 M Eubacterium siraeum &
Red meat - (% I Faecalibacterium prausnitzii ©
Proc. meat 0.25 Subdoligranulum unclassified Rl’ 1
Eggs A . M Ruminococcus obeum o
Starch 1 [ Blank M Lactococcus phage P680 O
Whole grains - None 7+ days 0.00 M other a
Beans 1 Within 4-7 days
Vegetables - I Within 2-3 days 1.00
Fruits 1 W Yesterday 1-2x ' Alistipes shahii .
Probiofic 1 Ml Yesterday 3x+ Alistipes finegoldii
Dairy 1 g 0.75 B Bacteroides caccae
Yogurt 1 g= I Bacteroides ovatus
Alcahol 1 2 M Bacteroides uniformis
Water 1 S 0.50 B Bacteroides vulgatus
Fruit juice - & B Faecalibacterium prausnitzii
Diet drinks - © B Roseburia intestinalis
Sweet drinks - . . . . . = 0.25 I Ruminococcus obeum o
M other X
Immunosupp. - 0.00 " unclassified g
Chemo 1 ® N
Antibiotics - No 2 1.00 o ]
Medication A © 0.75 obligate_anaerobe O
Hospitalized 1 5 050 i — -
500 T T T T T T T T § 0.25 . unknown | |
= 1 L 0.00
&S 400 < ' - - -
= . 0
8 :'2388 | 1.00 PCo 1 (142 /0)
GJ T .
L 108 i - ‘ 0.75 - Lactococcus phage bIL170 Proteins
' ' ' ' ' ' ' ' 4 Lactococcus phage 936 sensu lato
12.51 2 050+ Lactococcus phage P680 i .
— 10.0 1 = [l Lactococcus phage jm2
6 7.5 > I Gokushovirus WZ-2015a =
O 5.0- 0.25 F other S
N 2.59 .\—/‘ - - |
0-0 h \ O.OO T T T T T T T T S' o
T T T T T T T T ~— ° o
N .
1.0
2 09 K00615: transketolase [EC:2.2.1.1] 8 |
0 1< 1 [ o ~ K01689: enolase [EC:4.2.1.11] a
% 0.7 1 — -— ﬁ/\ - DYSP'O_S'S g - K01940: argininosuccinate synthase [EC:6.3.... °
>~064 oo Tom T - - Eubiosis S 1e-024 T oo ~- K02911: large subunit ribosomal protein L32 .
0 0.5 . . . . . . . . % \/ K02956: small subunit ribosomal protein S15 . I
O . ~- K02968: small subunit ribosomal protein S20 ' ' '
- 2 K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
o © s v —3 - K03565: regulatory protein
i F 1e-04- K04078: chaperonin GroES Metabolites
o ~ K09749: hypothetical protein
3 - — K19157: NO_NAME LT .
% T T T T T T T T ] R O(g:o o :oO : %25’;’%:0 080
< o0 § &%, N
8 1le+07 K00262: glutamate dehydrogenase (NADP+) § o @)@gf’ Zg’&% o ® AL T
o Human - K01006: pyruvate, orthophosphate dikinase [... < | it ed oy ek o
s 5e+06 M Filtered K02355: elongation factor EF-G e R TS L e o Feee ”
%) ~ K02358: elongation factor EF-Tu N s AT I B 2 00 °
S 0e+00 -% 0.10 K02867: large subunit ribosomal protein L11 o © 2wl \ G
0 el ~ K02931: large subunit ribosomal protein L5 8 ° 8 ® 2% s & O: %0gE o
5 3e+07 5 K03043: DNA-directed RNA polymerase sub... T A AR I )
8 2e+07 . - K03737: pyruvate—ferredoxin/flavodoxin oxido... ° ° R
x Human : K04043: molecular chaperone DnaK c ¥
< le+07 M Filtered 0.01- . ~ K04077: chaperonin GroEL . . .
— ' H UNGROUPED 0
S 0e+00 . PCo 1 (8.8%)




Sweets 1

Fish 4
Shellfish -
White meat -
Red meat -
Proc. meat 1
Eggs -

Starch 1
Whole grains A
Beans A
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol 1
Water A

Fruit juice -
Diet drinks A
Sweet drinks -

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

P6005: 11 Male White MGH Pediatrics | CD L3+L4

I Blank
None 7+ days

B Yesterday 1-2x
B Yesterday 3x+

FecalCal
PNWhAhO

HB

RN Si=l=i=]=:
cCUouo o0ddddS
1 1 1 1 1 1 1 1 1 1 1

Dysbiosis
OCOOOO0OR

- - Dysbiosis
- - Eubiosis

S uUION®LWOO
1

[
o

Serology
N 01 N
o o1 O Ol

ANCA EU
~ Cbhirl EU

IgA ASCA EU
- 1gG ASCA EU
— OmpC. EU

1.5e+07 -
1.0e+07 -

5.0e+06
0.0e+00

Human
M Filtered

1.5e+07
1.0e+07
5.0e+06

Human
B Filtered

MTX Reads MGX Reads

0.0e+00

Within 4-7 days
I Within 2-3 days

Species

Transcription

rance

Q@

roto

Q

A

Viruses

0.00

1.00 1

0.75 1

0.50 1

0.251

0.00 1

1.00

0.751
0.50
0.25
0.00

1.00 1
0.751
0.50 1
0.251

0.00 1

Transcription

0.100 ~

I Alistipes putredinis

B Bacteroides caccae

[ Bacteroides dorei

[ Bacteroides ovatus

B Bacteroides uniformis

M Bacteroides vulgatus

¥ Bacteroides massiliensis

[ Eubacterium rectale

M Faecalibacterium prausnitzii
Subdoligranulum unclassified

M other

Alistipes onderdonkii
Alistipes shahii
B Bacteroides caccae
[ Bacteroides dorei
M Bacteroides uniformis
M Bacteroides vulgatus
[ Bacteroides massiliensis
[ Eubacterium rectale
B Faecalibacterium prausnitzii
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

T7virus
Pseudomonas phage PPpW-4
unclassified Siphoviridae

[ Gokushovirus WZ-2015a

[ Bell pepper mottle virus
Pepper mild mottle virus
Tobacco mild green mosaic virus
Tomato mosaic virus
other

1.00

Proteins

K00850:
~ K01647:
K01928:
- K02888:
K03088:
-~ KO3686:
K04077:
~- K04078:
K06178:
~ K12343:
K13993:

K00134:
- K00262:
K01006:
-~ K01610:
K01803:
~ K10117:
K10192:
~- K10200:

6—-phosphofructokinase 1 [EC:2.7.1....
citrate synthase [EC:2.3.3.1]
UDP-N-acetylmuramoyl-L-alanyl-...
large subunit ribosomal protein L21
RNA polymerase sigma-70 factor, E...
molecular chaperone Dnal
chaperonin GroEL

chaperonin GroES

ribosomal large subunit pseudouridi...
3-oxo—-5-alpha-steroid 4-dehydrog...
HSP20 family protein

glyceraldehyde 3—phosphate dehydr...
glutamate dehydrogenase (NADP+) ...
pyruvate, orthophosphate dikinase [...

phosphoenolpyruvate carboxykinase...

triosephosphate isomerase (TIM) [E...
raffinose/stachyose/melibiose transp...
oligogalacturonide transport system ...
N-acetylglucosamine transport syst...

UNGROUPED

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



Sweets 1

Fish 4
Shellfish -
White meat -
Red meat -
Proc. meat 1
Eggs -

Starch 1
Whole grains A
Beans A
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol 1
Water A

Fruit juice -
Diet drinks A
Sweet drinks -

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

P6009: 16 Male White MGH Pediatrics | CD L2

FecalCal
PNWhAhO

HB

RN Si=l=i=]=:
cCUouo o0ddddS
1 1 1 1 1 1 1 1 1 1 1

Dysbiosis
OCOOOO0OR

S uUION®LWOO
1

[
o

Serology
N 01 N
o o1 O Ol

3
®© 4e+07
T 3e+07
> 2e+07 -
0) 1le+07

S 0e+00

n
3 1.5e+07 -
¢ 1.0e+07 A
X 5.0e+06]

e

S 0.0e+00

I Blank
None 7+ days
Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Cbhirl EU
IgA ASCA EU
- 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Transcription

B Bacteroides caccae
Bacteroides dorei

¥ Bacteroides ovatus

B Bacteroides uniformis

B Bacteroides vulgatus

¥ Bacteroides massiliensis

[ Parabacteroides distasonis

[ Eubacterium rectale

M Faecalibacterium prausnitzii

B Roseburia intestinalis

M other

Bacteroides dorei
¥ Bacteroides ovatus
B Bacteroides uniformis
M Bacteroides vulgatus
¥ Bacteroides massiliensis
[ Parabacteroides distasonis
[ Eubacterium rectale
M Faecalibacterium prausnitzii
B Roseburia intestinalis
M other
[ unclassified

obligate_anaerobe
M aerotolerant
B facultative_anaerobe
¥ unknown

T7virus
Lactobacillus phage LdI1
Gokushovirus WZ-2015a
[ Bell pepper mottle virus
[ Pepper mild mottle virus
Tomato mosaic virus
Tomato mottle mosaic virus
Garlic common latent virus
other

PCo 2 (6.7%)

Taxonomy

PCo 2 (9.2%)

PCo 1 (8.1%)

Transcripts

o

o

=

o
1

Transcription

o

o

S

=
1

Proteins

K01265:
~ K01834:
K02078:
-~ K02563:
K02914:
-~ K02982:
K03088:
~ K04078:
K07058:
~ K13993:
K15633:

K00041:
-~ K00262:
K00925:
~- K02027:
K02358:
~ K02994:
K10117:
~ K10439:
K10540:

methionyl aminopeptidase
2,3-bisphosphoglycerate—-depende...
acyl carrier protein

UDP-N-acetylglucosamine——N-ac...

large subunit ribosomal protein L34
small subunit ribosomal protein S3

RNA polymerase sigma-70 factor, E...

chaperonin GroES
NO_NAME
HSP20 family protein

2,3-bisphosphoglycerate—independ...

tagaturonate reductase [EC:1.1.1.58]

glutamate dehydrogenase (NADP+) ...

acetate kinase [EC:2.7.2.1]

multiple sugar transport system sub...

elongation factor EF-Tu
small subunit ribosomal protein S8

raffinose/stachyose/melibiose transp...
ribose transport system substrate—b...

methyl-galactoside transport syste...

-~ UNGROUPED

PCo 2 (12.3%)

PCo 1 (14.2%)

Proteins

PCo 2 (7.0%)

PCo 1 (30.8%)

Metabolites

PCo 1 (8.8%)



Taxonomy

P6010: 10 Male White MGH Pediatrics | CD L3+L4 I Alistipes putredinis

Bacteroides fragilis
Sweets _* : M Bacteroides uniformis
Fish 0 M Bacteroides vulgatus i
Shellfish % [ Eubacterium rectale Q
White meat o Y M Faecalibacterium prausnitzii 2
Red meat %) M Roseburia intestinalis o
Proc. meat B Roseburia inulinivorans ~
Eggs : B Ruminococcus bromii N
Starch I Blank Escherichia coli 8
Whole grains None 7+ days _ M other a
Beans Within 4-7 days
Vegetables - I Within 2-3 days
Pruits B Yesterday 1-2x 1.001 Alistipes finegoldii ’
" Bairy BEE B B B Bacteroides dorel " PCo 1 (8.1%)
Ygglljr% F § 0.75 Bacteroides fragilis PCo 1 (8.1%)
Alcohol = [ Bacteroides uniformis _
\Water = M Bacteroides vulgatus Transcripts
Diet drinks - c M Faecalibacterium prausnitzii
Sweet drinks | IS NN O £ 0.25- i Roseburia inestinals
B B B B D B B B B LI B B B B B B S e =Y Escherichia coli —_
Klebsiella pneumoniae X ]
Immunosupp. | | R _P 0.00 1 M other N
Chemo 1 - o 2
Antibiotics - I mes Q 1.00 g §
Medication A ° © 0.75 - obligate_anaerobe O
Hospitalized Q aerotolerant o
P -L-—'—'— . e e B B S B S S e O S 0.50 M facultative_anaerobe
© 0.25 I unknown 1
— 500 1 3 0.00
&S 400 < . : ;
= 300 A
S — . . PCo 1 (14.2%
3 %88 \ 1.00 Streptococcus phage Cp-1 ( )
L Streptococcus phage YMC-2011 :
0 - T T T T T T T T T T T T T T T T T T T T T n 0.751 unclassified Siphoviridae PrOteInS
20 4 a I Gokushovirus Wz-2015a
> 0.50- "1 Norovirus isolates 4. .
— 151 S Sapporo virus —
% 10 A 0.25 A Pepper mild mottle virus XX
5 /\\,.\_,/\//\_/_,__//\\\ Tomato mosaic virus ™
o i T T T T T T T T T T T T T T T T T T T T T T T O.OO L Other S' i
~ ° o o
%) N ’
k) K00604: methionyl-tRNA formyltransferase [... 8 1
-8 - - Dvsbiosis ~ K01409: O-sialoglycoprotein endopeptidase a
) . Eﬁbiosis g 1le-02 K01689: enolase [EC:4.2.1.11] °
5‘ = ~- K01876: aspartyl-tRNA synthetase [EC:6.1.1...
2 K02356: elongation factor EF-P o
2 - K02909: large subunit ribosomal protein L31 ' ' ' ' o '
> ANCA EU e K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
2 ~ Cbirl EU IC—E le—044 ~ K04078: chaperonin GroES _
S IgA ASCA EU K05592: ATP-dependent RNA helicase Dea... Metabolites
o ~ IgG ASCA EU ~ K06078: murein I|poprote|n Il‘poproteln
wn OmpC. EU K13993: HSP20 family protein
8 2.0e+07 1 1.00 - <
8 1.5e+07 1 K00024: malate dehydrogenase [EC:1.1.1.37] o)
X 1.0e+07 Human ~ K00134: glyceraldehyde 3-phosphate dehydr... N~
X 5.0e+06 W Filtered " K01689: enolase [EC:4.2.1.11] ~ |
(29 0.0e+00 < ~- K01805: xylose isomerase [EC:5.3.1.5] o
Q K02358: elongation factor EF-Tu &)
8 2.0e+07 o ~ K02867: large subunit ribosomal protein L11 o
© 1 5e+07 o K02996: small subunit ribosomal protein S9
v - ~ K03737: pyruvate—ferredoxin/flavodoxin oxido...
X 1.0e+07 Human . : :
< M Filtered K10200: N—acetylglucosamine transport syst... . .
= 5.0e+06 ~ UNGROUPED
S 0.0e+00 PCo 1 (8.8%)



Taxonomy

P6012: 16 Female White MGH Pediatrics | UC

Alistipes onderdonkii

M Bacteroides caccae
Sweets NN e Bacteroides fragilis
Fish A I Bacteroides ovatus i
Shellfish - M Bacteroides uniformis <
White meat{ [ B I Bacteroides vulgatus 3
Red meat - I Eubacterium rectale ©
Proc. meat A M Faecalibacterium prausnitzii ~
Eggs A B Roseburia intestinalis N
Starch A B Roseburia inulinivorans 8
Whole grains - None 7+ days M other a
Beans - Within 4-7 days
Vegetables - I Within 2-3 days
Fruits B Yesterday 1-2x o ) |
Probiotic - B Yesterday 3x+ Allstlpes_ onderdc_)_nku . . .
Dairy - Bactero!des fraglll_s ‘ PCo 1 (8.1%
Yogurt1 g 0.75 [ | Bacteroides thetaiotaomicron (8.1%)
Alcohol - 7:::. [ | Bactero!des uniformis _
\Water - = M Bacteroides vulgatus Transcripts
Fruit juice | S 0.50 [ ] Odoribacter splanchnicus
Diet drinks - c . Eubacterium rectale
Sweet drinks - © 0.25 M Faecalibacterium prausnitzii
T T T — T T — T T T = B Roseburia intestinalis —
M other S
Immunosupp. 0.00 " unclassified g
Cheno : e
Antibiotics - .mes Q 1.00 g §
Medication A ° © 0.75 obligate_anaerobe O
Hospitalized - ] B D 550 M aerotolerant o
T T T 11 T T T T T — T S B facultative_anaerobe
© 0.25 I unknown 1
< 52
O T T T
S 3001 1.004 PCo 1 (14.2%)
® 100 1 \/ h .
O- T T T T T T T T T T T T T T w 0'75- PrOteInS
)
_ 1521 2 0.50- 1. L
< =
O 757 > =
S 504 0.25 - S
0 2.51 )
0'0 L T T T T T T T T T T T T T T O.OO L T T T T T T T T T T T T T T &: | °
N—r o °
»n 1.04 o\ .
wo094 K00651: homoserine O-succinyltransferase [... 8 i
2 0.81 e - Dvsbiosi ~ K00688: starch phosphorylase [EC:2.4.1.1] 5
w071 % T . et S 1e-02 K00873: pyruvate kinase [EC:2.7.1.40] .
5‘ 0.6 - ublosIs = ~ K00973: glucose—-1-phosphate thymidylyltra...
0.5 2 K02078: acyl carrier protein e
&) -~ K02909: large subunit ribosomal protein L31 ' ' ' ' '
> 100 & 1e-03- K02914: large subunit ribosomal protein L34 PCo 1 (30.8%)
8’ 75 ANCA EU @ -~ K03088: RNA polymerase sigma-70 factor, E...
S 501 ~ Chirl EU = K04078: chaperonin GroES Metabolites
O 25- OmpC. EU ~ K13993: HSP20 family protein o
wn 0- 1e-04 - K17828: dihydroorotate dehydrogenase (NA... . oo
B 2.0e+07 <
s 1'52+07 . K00041: tagaturonate reductase [EC:1.1.1.58] §
x 1.0e+07 i Human -~ K00262: glutamate dehydrogenase (NADP+) ... ~
X = M Filtered K01006: pyruvate, orthophosphate dikinase [... ~
Q) 5.0e+06:| 0 0.10 ~ K01805: xylose isomerase [EC:5.3.1.5] QV
S 0.0e+00 -% K02355: elongation factor EF-G o
n 5 ~ K02358: elongation factor EF-Tu 8
< 1.0e+07 s ' K04043: molecular chaperone DnaK T
S 7.5e+06 1 0014 H - K04077: chaperonin GroEL
X 5.0e+06 A Human ' 1 K10117: raffinose/stachyose/melibiose transp... 3
o M Filtered - K10200: N-acetylglucosamine transport syst... . . .
- 2:5e+06 ] UNGROUPED
S 0.0e+00 PCo 1 (8.8%)



P6013: 6 Male White MGH Pediatrics | UC

B Bacteroides caccae

Taxonomy

I Bacteroides ovatus
Fish 8 M Bacteroides vulgatus i
Shellfish = M Prevotella copri <
Red meat |l (% B Faecalibacterium prausnitzii ©
Proc. meat M Roseburia intestinalis ~
Eggs Escherichia coli N
Starch Klebsiella pneumoniae 8
Whole grains None 7+ days M other a
Beans Within 4-7 days T
Fruits I Yesterday 1-2x _ |
Probiotic . Yesterday 3x+ [ | Bactero!des ovatu_s . . .
Dairv - B Bacteroides thetaiotaomicron PCo 1 (8.1%
Yo ur){ 1 N ] S 0.751 M Bacteroides vulgatus 01 (8.1%)
Al Cgh ol - = [ Parabacteroides distasonis
Water g' [ | Faecalibacterium prausnitzii Transcripts
Diet dIJ'inkS i % - Roseburia hominis
. ] © 1 Akkermansia muciniphila
Sweet drlnks T T T T T T T T T T T T T T T T T T T T T T ! l_ 0.25 ESCher|Ch|a COII —
M other ©
Immunosupp. - 0.00 1 " unclassified N
T o
Chemo - 2z
)
Antibiotics A . N meos © 1.00 g i
Medication A © 0.75 obligate_anaerobe O
Hospitalized A 2 050 M aerotolerant o
| IS BN BN N BN NN NN R R B R RN BN N R RN N NN RN R . E— 8 . facultat|ve_anaerobe
500 - © 0.25 I unknown |
L_cg 400 - 2 000 T T T T T T T T T T T T T T T T T T T T T T T
= 300
8 200 A 1.00 PCo 1l (14.2%)
ij 100 1 .
O- T T T T T T T T T T T T ﬁ T T T 'I T T T T T w 0'75- PrOteInS
@ Lactococcus phage c2
.51 0
— %g 8 > 0.50 1 Lactococcus phage 936 sensu lato -
6 7’5 S Gokushovirus WZ-2015a .
0 - 0.251 AN
O 5.0 =)
N 2.5+ ™
0'0 i 0'00 L T T T T T T T T T T T T T T T T T T T T T T T S' i
n 1.04 i N °
‘@ 0.9- 0.100 K00864: glycerol kinase [EC:2.7.1.30] 8 |
-8 0.8- . Dysbiosis ~ K01000: phospho—N-acetylmuramoyl-penta... o
o 0.7 1 ysbio: = K01057: 6—phosphogluconolactonase [EC:3....
> 0.6 - - - Eubiosis = A . — . ~ K01424: L-asparaginase [EC:3.5.1.1]
05— 2 K02871: large subunit ribosomal protein L13
S - K02911: large subunit ribosomal protein L32 ' ' ' '
>, 100 e K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
S 751 ANCA EU © 0.001{ .- Y . ~ K04069: pyruvate formate lyase activating en...
S 50 ~ Cbirl EU = e - K07114: NO_NAME _ Metabolites
o 25 lgG ASCA EU \//”_‘ ~ K12343: 3—oxo-5-alpha-steroid 4—-dehydrog...
0N ol= ~ OmpC. EU K13993: HSP20 family protein
U) -
° 1.00 1 —t <)
®© 1.5e+07 - | M ¢ S
) 1.5e+07 K00024: malate dehydrogenase [EC:1.1.1.37] C’o
o L0eror] | Eilljtg]rirc]i -~ K00134: glyceraldehyde 3-phosphate dehydr... >~
X 5.0e+06 m " K00262: glutamate dehydrogenase (NADP+) ...
Q 0.0e+00 < T ~ K01812: glucuronate isomerase [EC:5.3.1.12] o
= oo 9 0.01- K02027: multiple sugar transport system sub... O
2 o —— ' ~ K02358: elongation factor EF-Tu o
8 7500000 o { $ K04077: chaperonin GroEL
~ K10117: raffinose/stachyose/melibiose transp...
H . _ :
i 2288888 | Filljtgqrzrc}l | / K10540: methyl-galactoside transport syste... o
-~ UNGROUPED ' ' '
E 0 T T T T T T T T T T T T T T T T T lI/I T T T T T T PCO 1 (8'8%)




P6014: 15 Male White MGH Pediatrics | nonIBD 1.00 M Alistipes putredinis Taxonomy
N
Bacteroides caccae
Sweets - 0.75 Bacteroides fragilis
Fish 4 n B Bacteroides uniformis ]
Shellfish - -% M Bacteroides vulgatus ’\a
White meat - @ 0.50 I Parabacteroides distasonis ,’i
Red meat - %) 1| Eubacterium rectale o
Proc. meat A 0.95 M Faecalibacterium prausnitzii ~
Eggs 1 ' Subdoligranulum unclassified N
Starch 1 ¥ Blank I Sutterella wadsworthensis 8
Whole grains - None 7+ days 0.00 M other a
Beans 1 Within 4-7 days
Vegetables - | Within 2-3 days 1.00-
Fruits 1 B Yesterday 1-2x ' M Bacteroides caccae T
Proglgitrl;:/ ] . mm M Yesterday 3x+ Bacteroides dorei
] € 0.751 Bacteroides fragilis
ATOQ;IH} i 2 M Bacteroides uniformis
V(ilo to ] 2 M Bacteroides vulgatus
Eruit yater- G 0501 I Parabacteroides distasonis
D'ntjldjwie ] - I Eubacterium rectale
s Iet dr!nks ] £ 005- M Faecalibacterium prausnitzii
weet drinks =Y Roseburia hominis
Escherichia coli ;\3 ’
|mmunosupp. l OIOO L T T T T T T T T T T T T . Other g
Chemo A ® ~
Antibiotics - © 1.00 S
Medication - . B Blank © 0.75 - obligate_anaerobe O
Hospitalized - 2 0.50 aerotolerant o
P T T T T T T T T T — o B facultative_anaerobe
o 0.25 ¥ unknown i
= 288 g 0.00 . . - -
)
< 300+ PCo 1 (14.2%
o i .£70
8 ]2_88 i 1.00 Pseudomonas phage UNO-SLW1 ( )
LL il i Lactococcus phage bIL67 .
01 . . : : : : : : . . . w 073 Lactococcus phage c2 Proteins
% ! Lactococcus phage p2
> 0.507 ] Gokushovirus WZ-2015a 4. .
S Pepper mild mottle virus —
0.25 A Tomato mosaic virus XX
Tomato mottle mosaic virus ™
O.OO L T T T T T T T T T T T T Other S' i
N—’ ° o o
v 1.0 0.101 N °
9 091 K02078: acyl carrier protein 8 |
S 0.8 - — - - Dysbiosis ~ K02358: elongation factor EF-Tu a
0 0.71 Tt T L T e~ . Eubiosis 5 K02914: large subunit ribosomal protein L34 .
5‘ 0.6 1 = / ~- K02956: small subunit ribosomal protein S15
oo v v +vr-—v"-—-"v-+-+-—"-+r-—-"T—-"-+r—"7+ = K02968: small subunit ribosomal protein S20 C e
S \ - K02970: small subunit ribosomal protein S21 ' ' ' ' '
> 1001 c N K03073: preprotein translocase subunit SecE PCo 1 (30.8%)
S 751 ANCA EU S 0.01- \ ~- K03088: RNA polymerase sigma-70 factor, E...
S 501 ~ Cbirl EU = K03530: DNA-binding protein HU-beta Metabolites
o 25 I9G ASCA EU ~ K04078: chaperonin GroES
VIS : ~ OmpC. EU K13993: HSP20 family protein
-§ 1.5e+07 1.00 1 . § .
) K00134: glyceraldehyde 3—phosphate dehydr... o
+ )
o 1.0e+07 O E_Lljtmar& ~ K00262: glutamate dehydrogenase (NADP+) ... IS |
X 5.0e+06 liere ” K00927: phosphoglycerate kinase [EC:2.7.2.3] ~
L§D 0.0e+00 < - K01810: glucose-6-phosphate isomerase [E... o
Q . K04043: molecular chaperone DnakK &)
8 © 4014 $ ~ K04077: chaperonin GroEL o
@ 6et06 o~ 1 | K10117: raffinose/stachyose/melibiose transp...
8:-’ 4e+06 Human -~ K10200: N-acetylglucosamine transport syst... o 0%
; K10439: ribose transport system substrate—b... °
M Filtered { port Sy
< 2e+06 ! ~ UNGROUPED ' ' '
S 0e+00 | PCo 1 (8.8%)



Taxonomy
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I Alistipes putredinis

M Bacteroides caccae
Sweets A ] I e Bacteroides fragilis
Fish - %) I Bacteroides ovatus i
Shellfish - -g M Bacteroides uniformis <
White meat A ) I Parabacteroides distasonis =
Red meat - - nm e e (% B Odoribacter splanchnicus < |-
Proc. meat A [ Eubacterium rectale ~
Eggs - B Faecalibacterium prausnitzii N
Starch 1 - “ I Blank Subdoligranulum unclassified 8
Whole grains - None 7+ days M other a
Beans Within 4-7 days '
Vegetgbl_ets . =W|th|n 2-3 days
ruits 7 Yesterday 1-2x Alistipes shahii :
Prog'gitr'; ] M Yesterday 3x+ M Bacteroides caccae PCo 1 (8.1%)
Yogurt - F S 0.751 [ | Bacteroides ovatus 170
Alcohol g_ [ | Bactero!des uniformis _
\Water - = M Bacteroides vulgatus Transcripts
Fruit juice - F S 0.50 A M Bacteroides Xylanisolvens
Diet drinks - = = CP):zljrall;l;acter0|de|s dISh'[a.SOI’lIS
inks - SET——— £ 0.25- oribacter splanchrious
Sweet drinks ] = 0.25 B Faecalibacterium prausnitzii —
M other S
Immunosupp. - [ e 0.00 - unclassified N
Chemo - B ves © 2
Antibiotics -. NO 2 1.001 g .
Medication A N I Il Blank ®© 0.75- obligate_anaerobe O
Hospitalized A D 050 M aerotolerant o
T LI T T LI T S M facultative_anaerobe
© 0.25 I unknown 1
= 2001 © 0.00
¢) 400+ < - - -
8 500 1.00 PCo 1 (14.2%)
8 '—’—\ Pseudomonas phage PPpW-4
L 108: " — 0.75 - Lactobacillus phage Ldl1 Proteins
— v 1 ‘1t Tt Tt T T T T T T T T T n 7 Propionibacterium phage PHL085
20 4 aQ I unclassified Siphoviridae
> 0.50 A [l Gokushovirus WZ-2015a 4. .
— 151 = Tomato mosaic virus —
% 10 1 0.25 1 Tomato mottle mosaic virus L
5 - Lactobacillus phage mv4 ™
o | T 'I T — T f T— Al T T T T T OOO L other (;: |
~ ° o o
n 1.04 i N °
‘@ 0.9- 0.100 K01270: dipeptidase D [EC:3.4.13.-] 8 |
-8 0.8 - - . Dvsbiosi ~ K01572: oxaloacetate decarboxylase, beta su... a
5 0.7 YSDIOSIS c K01815: 4-deoxy-L-threo-5-hexosulose-Lr... o
= - - Eubiosis ®) : :
A 0.6 1 = ~ K02078: acyl carrier protein _ ]
oS £ 0.0101 K02968: small subunit ribosomal protein S20 °
&) - K03073: preprotein translocase subunit SecE ' ' ' ' '
>, 100 ANCA EU 2 K03088: RNA polymerase sigma-70 factor, E... PCo 1 (30.8%)
8’ 75 1 ~ Cbirl EU © ~ K03733: integrase/recombinase XerC
S 50+ IgA ASCA EU F 0.001 - K04078: chaperonin GroES Metabolites
C 25+ ~ 19G ASCA EU ~ KO7114: NO_NAME .
0 R T OmpC. EU K11065: thiol peroxidase, atypical 2-Cys per...
'c'(g 1.00 S
Q 2e+07 - K00134: glyceraldehyde 3—phosphate dehydr... >
o Human ~ K00262: glutamate dehydrogenase (NADP+) ... I~
> 1le+07 W Filtered ” K00927: phosphoglycerate kinase [EC:2.7.2.3] ~ |
(ED 0e+00 c -~ K01812: glucuronate isomerase [EC:5.3.1.12] o
' o K02024: maltoporin O
2 S 001+ ~ K02358: elongation factor EF-Tu (A
C 1e+07 o K03809: NAD(P)H dehydrogenase (quinone) ...
S:’ Human ~ K04043: molecular chaperone DnaK o 0%
+06 M Filtered K04077: chaperonin GroEL °
a >e ~ UNGROUPED ' ' '
S Qe+Qo  wEm o == =/ PCo 1 (8.8%)




P6017: 11 Male White MGH Pediatrics | nonIBD 1.00 B Alistipes putredinis Taxonomy
M Bacteroides caccae
Sweets 1 0.75 M Bacteroides uniformis
Fish . M Bacteroides vulgatus i
Shellfish A S M Prevotella copri e
White meat 1 @ 0.50 Eubacterium rectale R
Red meat - (% I Eubacterium siraeum ©
Proc. meat A 0.95 M Faecalibacterium prausnitzii ~
Eggs - ' Subdoligranulum unclassified N
Starch 1 B Akkermansia muciniphila 8
Whole grains - None 7+ days 0.00 M other T
Beans - Within 4-7 days ' T T
Vegetables | Within 2-3 days
Fruits - B Yesterday 1-2x 1.00 - - ) ]
Probiotic - B Yesterday 3x+ Alistipes shahii ' . .
Dairy - Allstlpes_, flnego_ldu ‘ PCo 1 (8 1%)
Yogurt S 0.751 = gactero!ges unllformls .
1 = acteroides vulgatus
A{/(i/%rt]g: | 2 Il Prevotella copri Transcripts
Fruit iLice 4 S 0.50 1 M Odoribacter splanchnicus
Diet djrinks i c Eubacterium rectale
. © M Faecalibacterium prausnitzii
Sweet drinks 1 = 0.251 = Roseburia intestinalis -
other 2
Immunosupp. 0.00 - . unclassified §
Chemo A ® ~
Antibiotics - 0 - © 1.00+ S
Medication A . an © 0.75 1 = obligate_anaerobe O
italized - Q - aerotolerant o
Hospitalized - ¢ 0.50 M facultative_anaerobe
500 g 0.25 I unknown 1
8 388 - < OOO T T T T T T T T T T T T T T T T
~ . ] PCo 1 (14.2%
§ %88 1.00 T7virus ( )
1 Pseudomonas phage PPpW-4 .
- 01 T T T T T T T T T T T T n 0.75+ Lactococcus phage 936 sensu lato Proteins
aQ I Avian gyrovirus 2
> 0.50 1 Gyrovirus 4 'K o
S Gokushovirus WZ-2015a —
0.254 Pepper mild mottle virus XX
Shallot latent virus ™
0.00 other &: .
~— ° o o
” %8 0.100 - ‘; °
0 V.97 K00625: phosphate acetyltransferase [EC:2.3...
-j—g 0.81 _ - Dysbiosis ﬁ\\*\ ~ K00688: starch phosphorylase [EC:2.4.1.1] 8 |
» 0.71 . Eubiosis S K01520: dUTP pyrophosphatase [EC:3.6.1.23]
5‘ 0.6 1 = 0.010 A ~- K02078: acyl carrier protein
0.5 2 K02356: elongation factor EF-P
&) - K02358: elongation factor EF-Tu ' ' '
> 100+ 2 K02914: large subunit ribosomal protein L34 PCo 1 (30.8%)
S 751 ANCA EU © 0.001 - ~ K03617: electron transport complex protein R...
S 501 ~ Chirl EU = — K04078: chaperonin GroES Metabolites
o 25 lgG ASCA EU ~- K09458: 3-oxoacyl-[acyl-carrier—protein] sy...
0 . ~ OmpC. EU _— K19157: NO_NAME °
4 ° R %“Omo Ooo &
-c% 2.0e+07 4 1.00 — . S| e A T ews s
o 1.5e+07 K00262: glutamate dehydrogenase (NADP+) ... > Soge Solan, 0% %, oF 3 %, Seoo
X 1.0e+07 Human ~ K01006: pyruvate, orthophosphate dikinase | N |l enetod S rt s &0
M Filtered ) ’ oo L = - g8y o Teo o BV @
X 5.0e+06 0 K01610: phosphoenolpyruvate carboxykinase... o~ AN 3 ¥ S KOG AR
LED 0.0e+t00 —/———M/——m——— — m——m———"""T"—"7"—"— ,GE) ~ KO01805: xylose isomerase [EC:5.3.1.5] o " %o :%g‘i %oo%oéj .
Q - P —— K02355: elongation factor EF-G &) R R
% © 0.01+ fA ————— -~ K02358: elongation factor EF-Tu o R L
8 1.5e+07 o [ \ K02867: large subunit ribosomal protein L11 O
-~ K04043: molecular chaperone DnaK o 0% &
g 1.0e+07 N E;ftgﬁg K04077: chaperonin GroEL s
< 5.0e+06 ~ UNGROUPED ' ' '
S 0.0e+t00i  =HF°FFR o OB A - PCo 1 (8.8%)



P6018: 17 Female White MGH Pediatrics | nonIBD 1.00 W Eubacterium rectale Taxonomy
M Eubacterium siraeum
Sweets 0.75 M Faecalibacterium prausnitzii
Fish % Subdoligranulum unclassified i
Shellfish % B Roseburia intestinalis Q
White meat il @ 0.50 M Roseburia inulinivorans <
Red meat (% M Oscillibacter unclassified ©
Proc. meat 0.95 Escherichia coli ~
Eggs : Klebsiella pneumoniae N
Starch ¥ Blank B Haemophilus parainfluenzae 8
Whole grains None 7+ days 0.00 M other a
Beans 1 Within 4-7 days
Vegetables A I Within 2-3 days |
Fruits 1 B Yesterday 1-2x 1.00 B I Eubacterium rectale 1
Probiotic 1 I Yesterday 3x+ M Eubacterium siraeum
YDalr){: S 0.751 B Faecalibacterium prausnitzii
Alggrlljcr)l | = M Roseburia intestinalis
_V\_/a_ter:l G 0.50- | ngggﬂ::g ir;l?JrITi]éril\I/?)rans
Fruit juice 2 B Ruminococcus torques
S D'et gr!nts: © 0.25 Escherichia coli
Weet arinks = . B Haemophilus parainfluenzae —
- . B i M other S
Immunosupp. - 0.00 - - " unclassified g
Chemo A ® =
Antibiotics - Imes © 1.00+ N
Medication A 0 © 0.75 obligate_anaerobe O
Hospitalized L— % 0.50 = %ir&iglt?\;:n;naerobe *
T T T T T T T T T T T T T T T T T T T T T T T § 0.25 w. . unknown ! |
— 500 L 0.00 _
8 400 < - T T T T T T T T T T T T T T T T T T T T T T LI T T T T
< 300 PCo 1 (14.2%
() . .£Y70
8 12-88 1.00 N . Human mastadenovirus A ( )
LL —_ 1 T7virus :
O e e~ — Sm— n 0.75 Pseudomonas phage PPpW-4 Proteins
a o Skivirus N
> 0.501 ] unclassified Siphoviridae 1. .
S Gokushovirus WZ-2015a —
0.25 1 Pepper mild mottle virus XX
Tomato mosaic virus ™
O.OO L T T T T T T T T T T T T T T T T T T T T T T T T Other S' i °
~ o o
o 1.0 N °
@ 83 . /\_\/___._.4/' K00925: acetate kinase [EC:2.7.2.1] 8 |
5 V.07 _. P ~ K01925: UDP-N-acetylmuramoylalanine—-D... o
ﬁ .74 _ . . [E)zz?c;:zs S 1le-02+ - K02355: elongation factor EF-G _ .
A 0.6 = ~- K02970: small subunit ribosomal protein S21
0-5 L T T T T T T T T T T T T T T T T T T T T T T T T -g- ¥ / K03088: RNA pOIymerase Sigma_70 factor, E--- ° °
S - K03151: thiamine biosynthesis protein Thil ' ' ' ' '
> 100+ e —— K03569: rod shape-determining protein Mre... PCo 1 (30.8%)
S 751 ANCA EU © le-04- ~ K03664: SsrA-binding protein
S 501 . ~Cbirl EU = K03704: cold shock protein (beta-ribbon, Cs... Metabolites
o 25]— lgG ASCA EU ~- K06078: murein lipoprotein lipoprotein
VIS ~ OmpC. EU K06382: stage Il sporulation protein E
U) -
'% 1.5e+07 A 1.00- — @
L 1.0e+07 H o — K00134: glyceraldehyde 3-phosphate dehydr... &
- | Filljtg]rzr& ~ K00262: glutamate dehydrogenase (NADP+) ... >~
< 5.0e+06 " K01803: triosephosphate isomerase (TIM) [E... ~
LED 0.0e+00 < - K01810: glucose-6-phosphate isomerase [E... o
Q K01812: glucuronate isomerase [EC:5.3.1.12] &)
% 1.2e+07 - o = 1 -~ K03286: OmpA-OmpF porin, OOP family o
T 9 0e+06 - o 7 K03809: NAD(P)H dehydrogenase (quinone) ...
& 6.0 06 - Human ~ K04043: molecular chaperone DnaK .
Dex B Filtered K10117: raffinose/stachyose/melibiose transp... °
< 3.0e+06 - /\ ~ UNGROUPED ' '
< 0.0e+00 - PCo 1 (8.8%)
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Sweets 1

Fish 4
Shellfish -
White meat -
Red meat -
Proc. meat 1
Eggs -

Starch 1
Whole grains A
Beans A
Vegetables A
Fruits -
Probiotic 1
Dairy A

Yogurt A
Alcohol 1
Water A

Fruit juice -
Diet drinks A
Sweet drinks -

Immunosupp. 1
Chemo -
Antibiotics -
Medication A
Hospitalized A

FecalCal
PNWhAhO

HB

RN Si=l=i=]=:
cCUouo o0ddddS
1 1 1 1 1 1 1 1 1 1 1

Dysbiosis
OCOOOO0OR

S uUION®LWOO
1

[
o

Serology
N 01 N
o o1 O Ol

1.5e+07 A
1.0e+07 1
5.0e+06 1
0.0e+00 -

1.0e+07 1
7.5e+06
5.0e+06
2.5e+06

MTX Reads MGX Reads

0.0e+00 -

I Blank
None 7+ days
Within 4-7 days
I Within 2-3 days
B Yesterday 1-2x
B Yesterday 3x+

B ves
No

- - Dysbiosis
- - Eubiosis

ANCA EU
~ Cbhirl EU
IgA ASCA EU
- 1gG ASCA EU
OmpC. EU

Human
M Filtered

Human
B Filtered

Transcription

1.00 1

0.751

0
@
$ 0.50-
(@R
n

0.25 1

0.00 1

1.00 1

0.75 1

0.50 1

0.251

Transcription

0.00 1

=

1.00
0.751
0.50 1
0.25 1
2 0.00 A

rotolerance

A

1.00 1
0.751

0.50 1

Viruses

0.251

0.00 1

0.010 1

0.001 1

I Bacteroides ovatus

M Bacteroides xylanisolvens

[ Parabacteroides distasonis
Subdoligranulum unclassified

B Ruminococcus torques

M Ruminococcus obeum

[l Lachnospiraceae bacterium 5 1 63FAA
Escherichia coli
Klebsiella pneumoniae

M Haemophilus parainfluenzae

M other

I Bacteroides ovatus
M Bacteroides xylanisolvens
[ Parabacteroides distasonis
B Faecalibacterium prausnitzii
Il Ruminococcus obeum
¥l Lachnospiraceae bacterium 5 1 63FAA
Escherichia coli
Klebsiella pneumoniae
B Haemophilus parainfluenzae
M other
"] unclassified

obligate_anaerobe
M aerotolerant
M facultative_anaerobe
M unknown

Pseudomonas phage philBB-PF7A
T7virus
Pseudomonas phage PPpW-4
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