Bacterial Strains Source Identifier
S. Typhimurium D23580 (ST313) [1,2] JH3621
S. Typhimurium 4/74 (ST19) [3] JH3676
S. Typhimurium D23580 AcysSPET::aph [2] JH4298
S. Typhimurium D23580 AcysSPBT?::frt [2] JH4299
S. Typhimurium D23580 ApBT1 [2] JH4300
S. Typhimurium D23580 AssrAB::aph [4] S0O-46
S. Typhimurium D23580 AssrAB::frt [4] SO-53
S. Typhimurium D23580 AhilC::aph [4] JH4327
S. Typhimurium D23580 AhilC::frt [4] JH4328
S. Typhimurium D23580 AwaaG::aph [5] JH3917
S. Typhimurium D23580 AwaaG::frt [4] JH4187
S. Typhimurium D23580 Awaal.::aph [4] SO-13
S. Typhimurium D23580 Awaal ::frt [4] SO-51
S. Typhimurium D23580 AargA::frt This study JH4372
S. Typhimurium 4/74 AargA::frt This study JH4369
S. Typhimurium D23580 NalR This study JH3796
S. Typhimurium D23580 ASTM2475::frt This study JHA4357
S. Typhimurium D23580 STM2475474SNP This study JH4361
S. Typhimurium 4/74 ASTM2475::frt This study JH4359
S. Typhimurium 4/74 STM2475P23580SNP This study JH4360
S. Typhimurium D23580 ASTM1630::aph This study JH4363
S. Typhimurium D23580 ASTM1630::frt This study JH4366
S. Typhimurium D23580 STM1630474SNP This study JH4362
S. Typhimurium D23580 ArpoE::frt [4] JH4235
S. Typhimurium 4/74 ASTM1630::frt This study JH4365
Plasmids

frt-aph-frt cassette template plasmid; KmR [6] pKD4
A Red recombination plasmid, temperature-inducible; TcR [7] pSIM5-tet
FLP recombinase expression plasmid; TcR [8] pCP20-TcR
pET28a expression vector; His-tag, KmR Novagen pET28a
pET28a carrying cysSe This study p;zzsfﬁ
pET28a carrying cysSPBT? This study 25;2,)88?1
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