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Seqname GeneSymbol Fold changRegulation Total Context+ Context StructureEnergy Site_type  site_start  site_endUTR Lengthchromstrand

ENST00000583942CTD-2354A18.1 30.38 down 1 -0.138 -0.249 142 -11.37 7mer-m8 616 638 847 chr18 +

NR_038340 LINC02582 19.78 down 1 -0.106 -0.229 142 -11.37 7mer-m8 419 441 1181 chr18 +

ENST00000421077RP11-69C17.3 9.39 down 1 -0.212 -0.389 164 -19.58 7mer-m8 381 405 2321 chr10 +

NR_023390 LINC00476 9.22 down 1 -0.087 -0.186 155 -18.33 7mer-m8 7862 7883 8030 chr9 -

TCONS_00011820XLOC_005303 7.77 down 1 -0.161 -0.296 150 -13.75 7mer-m8 290 315 597 chr6 +

ENST00000565104RP11-65L3.1 6.13 down 1 -0.014 0.003 147 -19.37 7mer-m8 41 61 2058 chr2 +

ENST00000531702C6orf3 4.62 down 1 -0.057 -0.159 140 -8.82 7mer-m8 344 366 2421 chr6 +

ENST00000419832RP11-332K15.1 4.53 down 1 -0.222 -0.415 140 -10.59 8mer-1a 18 40 451 chr7 +

ENST00000474656RP4-545C24.1 4.48 down 1 -0.011 -0.05 143 -14.77 7mer-m8 571 592 773 chr7 +

ENST00000450803RP11-27I1.2 4.24 down 1 -0.054 -0.149 145 -12.91 7mer-m8 228 250 912 chr9 +

ENST00000563695CTD-3105H18.13 4.15 down 2 -0.019 -0.07 281 -36.39 7mer-1a 809 835 1980 chr19 -

ENST00000561507RP11-1024P17.1 4.10 down 1 -0.128 -0.238 147 -12.49 7mer-m8 101 121 1916 chr3 +

ENST00000270443ZNF702P 4.04 down 2 -0.282 -0.568 299 -26.11 7mer-m8 2633 2655 2990 chr19 -

ENST00000456944RP11-82L18.2 3.73 down 1 -0.191 -0.344 153 -17.02 7mer-m8 105 127 583 chr9 -

uc003zmh.1 BX648501 3.67 down 1 -0.094 -0.249 150 -10.54 7mer-m8 700 720 2421 chr9 +

ENST00000432640RP11-27I1.2 3.66 down 1 -0.046 -0.144 145 -12.91 7mer-m8 284 306 719 chr9 +

NR_024539 POPDC3 3.58 down 1 -0.082 -0.214 162 -17.54 7mer-m8 400 420 1389 chr6 -

TCONS_00003749XLOC_001546 3.52 down 1 -0.072 -0.165 149 -14.86 7mer-m8 272 294 464 chr2 +

uc003kkc.2 FLJ42709 3.46 down 1 -0.109 -0.287 153 -8.98 7mer-m8 1710 1730 2562 chr5 -

NR_046269 SSBP1 3.27 down 1 -0.015 -0.103 144 -9.33 7mer-m8 426 453 764 chr7 +

ENST00000568928RP11-16P6.1 3.27 down 1 -0.013 -0.073 140 -9.6 7mer-1a 185 208 2815 chr2 -

ENST00000507496RP11-94H18.1 3.16 down 1 -0.179 -0.301 149 -10.49 7mer-m8 1811 1832 1867 chr8 -

ENST00000554254RP11-618G20.2 3.02 down 1 -0.072 -0.168 152 -17.27 7mer-m8 326 386 533 chr14 -

ENST00000547898RP11-328C8.5 3.02 down 1 -0.2 -0.378 149 -15.49 8mer-1a 198 218 447 chr12 -

uc001vmm.3 AK094990 2.94 down 2 -0.073 -0.396 288 -26.8 7mer-m8 2133 2157 3106 chr13 -

NR_028131 CFL2 2.90 down 1 -0.082 -0.362 144 -11.86 8mer-1a 897 919 3013 chr14 -

TCONS_00005969XLOC_002602 2.85 down 1 -0.056 -0.159 140 -10.59 7mer-m8 592 614 997 chr3 +

NR_028130 CFL2 2.84 down 1 -0.054 -0.343 144 -11.86 8mer-1a 1008 1030 3124 chr14 -

ENST00000569034RP11-15N24.4 2.83 down 1 -0.071 -0.165 147 -12.82 7mer-m8 2019 2039 2164 chr3 +

NR_033810 CYP3A5 2.82 down 1 -0.03 -0.212 148 -12.67 7mer-m8 1623 1646 2859 chr7 -

ENST00000569008RP11-434B12.1 2.75 down 2 -0.464 -0.878 301 -31.3 7mer-m8 598 621 1553 chr2 -

ENST00000484422PLGLA 2.74 down 1 -0.048 -0.141 145 -10.44 7mer-m8 441 463 700 chr2 +

TCONS_00009813XLOC_005086 2.71 down 1 -0.085 -0.168 140 -14.85 7mer-m8 46 68 1008 chr5 -
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ENST00000447891RP11-27I1.2 2.64 down 2 -0.062 -0.282 302 -25.73 7mer-m8 429 451 3519 chr9 +

NR_038970 LINC00641 2.63 down 1 -0.157 -0.289 143 -12.13 7mer-m8 5123 5144 5439 chr8 -

NR_027942 COX11 2.58 down 2 -0.077 -0.282 298 -31.99 7mer-m8 669 692 1124 chr17 -

NR_038971 LINC00641 2.57 down 1 -0.157 -0.289 143 -12.13 7mer-m8 1843 1864 2159 chr14 -

uc003kkf.2 FLJ42709 2.54 down 1 -0.109 -0.287 153 -8.98 7mer-m8 1940 1960 2792 chr5 -

NR_027941 COX11 2.52 down 2 -0.077 -0.283 298 -31.99 7mer-m8 807 829 1138 chr17 -

uc001aze.3 CROCCP2 2.48 down 1 -0.125 -0.27 159 -17.61 7mer-m8 1754 1778 2175 chr1 -

ENST00000444998MCM3AP-AS1 2.46 down 1 -0.007 -0.15 153 -11.93 7mer-m8 1323 1344 2193 chr21 +

ENST00000432120RP11-119K6.6 2.42 down 1 -0.125 -0.244 155 -13.31 7mer-m8 73 94 645 chr10 +

ENST00000452057AC007038.7 2.39 down 1 -0.018 -0.137 140 -11.01 7mer-m8 1502 1524 2199 chr2 +

ENST00000571370RP11-199F11.2 2.38 down 1 -0.174 -0.293 148 -10.96 7mer-m8 985 1008 1112 chr17 -

ENST00000530389CTD-3012A18.1 2.31 down 1 -0.079 -0.177 156 -17.56 7mer-m8 39 59 563 chr11 +

uc002the.2 LOC541471 2.31 down 1 -0.112 -0.269 158 -13.68 7mer-m8 978 999 1583 chr2 -

TCONS_00026540XLOC_012861 2.29 down 1 -0.08 -0.172 144 -12.74 7mer-m8 62 87 436 chr18 -

ENST00000464612SNHG12 2.25 down 1 -0.036 -0.129 145 -10.71 7mer-m8 248 270 719 chr1 -

NR_036553 FASTKD3 2.24 down 1 -0.272 -0.465 145 -15.17 8mer-1a 645 669 900 chr5 -

uc001uxg.3 AK021977 2.22 down 1 -0.049 -0.157 145 -9.97 7mer-m8 396 418 7545 chr13 -

NR_028138 LOC338758 2.19 down 1 -0.152 -0.266 143 -11.54 7mer-m8 2875 2897 2998 chr12 +

TCONS_00019861XLOC_009079 2.16 down 1 -0.049 -0.137 141 -16.18 7mer-m8 30 52 788 chr11 +

ENST00000503152CTD-2201E18.3 2.15 down 1 -0.033 -0.127 154 -22.94 7mer-m8 164 187 608 chr5 -

uc011cue.1 FLJ42709 2.12 down 1 -0.109 -0.287 153 -8.98 7mer-m8 1965 1985 2817 chr5 -

NR_036434 RSRC2 2.07 down 1 -0.154 -0.275 141 -15.03 7mer-m8 2237 2259 2430 chr12 -

uc003kkg.2 FLJ42709 2.06 down 1 -0.109 -0.287 153 -8.98 7mer-m8 1780 1800 2632 chr5 -

ENST00000565336RP4-561L24.3 2.03 down 1 -0.079 -0.178 151 -13.78 7mer-m8 1573 1594 1766 chr1 +

ENST00000568418AC137934.1 2.01 down 1 -0.001 -0.11 140 -12.44 7mer-m8 1420 1442 2056 chr16 +
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