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ESM Figure 1. Spatiotemporal distribution of vampire bat rabies outbreaks in Costa Rica
(1985-2018). Circles and numbers indicate the year of rabies outbreaks in domestic livestock,
including outbreaks for which samples were unavailable for sequencing. Outbreaks for which
no sequence data were available are colored in grayscale. Outbreaks that were sequenced are
colored in white to blue. In both scales, darker colors indicate more recent years. Data from the

National Veterinary Service Laboratory (LANASEVE) of Costa Rica.



