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Supplementary Table S1

Used primers for PCR

Human primers

Sequence

Product size
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5'-TGAAGATCCGGCAGAAGAGT-3'
5-GTATCGTTCTTTCCGAGCC-3'
5'-AGAGGACACCCAGAAGCTCA-3'
5-TTCTGATTTTTGGCCAGGTC-3'
5’-CAGGCCTATGAGGAGCTGTC-3’
5’-TTGTAGAGCTCCCGCTTCAT-3’
5’-GCCCAACAAAGCCAGTTGAA-3’
5’-GGGCTGATGGTCCACAAAGA-3’
5’-GACGGGGACCTATAGCATCA-3’
5’-AACAGGTCCAGGAGGAAGGT-3’
5’-ATGGCGCAACTCTATGCCCGT-3’
5’-TGATGTCCAGCCCATTGCCCA-3’
5’-ATGGGGCTCTGGGCGCTGTTGC-3’
5’-CCCACTCACGCTGTGCAGGATC-3'
5’-ATGACCAAGTGTGGGTGTAAGTTC-3'
5’-TGTAGAAGGGAAGGTGGATGGT-3'
5'-TGCCAGGAGTGTATTCGCATC-3'
5'-TTCCCATGAGACTTCGCTGA-3'
5’-AACCGCCACAACAACGAGGCT-3'
5’-AGGGTTGGGCTCGCAGAAGTT-3'
5’-TTACCACTGCAACTATTGCACCTC-3'
5’-CACAATGAACCTTTAGTTTCCAACC-3'
5'-TTCTGACAGACGCCAACTCC-3'
5'-GCCATGTGCTCCTGGTACAAT-3'
5’-GACGAGAAGTCGAGGCTCTT-3'
5’-CCTCGTTGTTGTGCAGTTG-3'
5’-GCCTGGACGAGTGTCAGTTTCA-3'
5’-CGATGCCGTAGCGGATGTC-3'
5’-CACAGAAACTTTCGCAAGTGGA-3'
5’-GGCCAGGAATCTTGTTGCAG-3'
5’-TATGCTCTGGGCAGCTCTGG-3'
5’-CAAGCAAACTGGAACTTGCACTC-3'
5’-TGGTCCAAAGGCTTACCTGATT-3'
5’-GGTCCCAGGCAAACTGATACTT-3'
5'-ATGGAGCGCTGCACCTGTGAT-3'
5'-TCACAGCCTTGATGCCCACGT-3'
5’-CATGCATGGACTTTGGAGAG-3'
5’-TGTGCCATGACACTTGCATTT-3'
5'-AAACAGGATCCCAAGCCAATAAACT-3'
5'-GATGGAGCAGGAGCCAGACA-3'
5'-AAGTGAAGGCTGGCACTGG-3'
5'-GGCAGTCTACTGACATCAACTTGG-3'
5'-AACCTTCTGTGGGGACAGTG-3'
5'-GTAGGGCGCTGAGAAGGAC-3'
5’-GCACCGTCAAGGCTGAGAAC-3’
5’-TGGTGAAGACGCCAGTGGA-3’
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