
Supplementary File S2: Extraction of gene-disease associations from 
literature using MeSH descriptors 
 
Note: The users can click the “+” symbol to expand the class/node of interest and view 
the available nodes/classes within. 
 
Step 1: Click the “QueryBuilder” tab in the tab panel 

 
Step 2: Select “Gene” from the drop-down menu of data types and click the “Select” 
button. 

 
Step 3-A: In model browser, select “Publication>MeSH Terms” and click the 
“SUMMARY” label to display the default MeSH term attributes. 

 



Step 3-B: To restrict the search to a specific gene (e.g. PPARG; Organism- H. sapiens), 
click the “CONSTRAIN” label next to “Symbol” tab and enter the gene symbol and 
click “Add to query”. 

 
 
Constrain for gene (Gene Symbol; PPARG): 

 
 
 
 
 
 



Constrain for organism (by Short Name- H. sapiens) 

 
 
Step 4: To restrict the output to gene-disease associations, select “Publication->MeSH 
Terms->Tree Numbers->Category” and click the “CONSTRAIN” label next to “Name”. 
Select “Diseases” from the list of items in the drop-down menu and click “Add to 
query”. 
 

 
 
 
 



Step 5: Click the “Show results” button on upper right of the panel to view the output. 

 
 
Results table: 

 
 
Step 6: The users can export the results by “Export” button on the top-right. 
 


