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Figure S1. miR-885-5p inhibitor promoted the malignant phenotypes of HCC in vitro. A
Effects of miR-885-5p inhibitor on proliferation over different time periods of Hep-3B cells.
B Transwell assay of Hep-3B cells treated with miR-NC or miR-885-5p inhibitor (x 100).
Histograms indicate the relative percentage of cells across the membrane. The relative
percentage of migrating cells from control group is designated as 100%. C miR-885-5p
inhibitor inhibited cell apoptosis. Cell apoptosis was detected by Annexin-V/propidium iodide
combined labeling flow cytometry in Hep-3B cells 48 h after transfection. Quadrants from
lower left to upper left (counter clockwise) represent healthy, early apoptotic, late apoptotic,
and necrotic cells respectively. Apoptotic evaluation was determined by the percentage of
apoptotic cell number in total cell number. All data are shown as mean = SEM of 3
independent experiments. The comparisons were evaluated using t-test. *: P < 0.05, ***: P <

0.001, ****: P <0.0001.
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Figure S2. The protein levels of HIF-1a, GLUT1 and LDHA in indicated HCC cell lines and

normal PHHC. PHHC: primary human hepatocytes.
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Figure S3. miR-885-5p suppressed the expression of HIF-1a, HK2, GLUT1 and LDHA at

protein level in DFX induced hypoxia model in Huh7 cell line.



Figure S4. Protein-protein interaction network of HK2 related genes. Network nodes
represent proteins, edges represent protein-protein associations based on the STRING

database.



