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Figure S3. The heterodimer formed by SVBP and VASH1. a Domain architecture of full-length human VASH]1 (aa
1-365) and SVBP (aa 1-66). b ITC binding curves for the binding of MBP-VASH1(57-306) to SVBP (1-66) and

SVBP(3-49), respectively.
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