SUPPLEMENTARY TABLE S1. LisT OF PRIMERS USED
FOR THE RHOT1 MUTATION SCREEN IN PARKINSON’S
DISEASE PATIENTS

Exon PCR
Exon | length | product | primer forward (5’ > 3’) | primerreverse (5°>3’) | Tm
(bp) (bp)
TTG CCA AAT TTG ACA CAT GCC ARA |
2 be 212 AGC TTA TG AGA GAC AG 56°C
TTG AGT GAT AATATT | CCT CTC TGAACA | ...
» 82 230 CAA AGG TGT TT TTTGTAAAAGC | 4C
s " 117 | CAATATGAAACATTG ~ TTCTACACAAMA ...
ACT TCC TGT C CCC CAC ACC
TTG CTAATT AAG TGC  CCACTG AAACCA | ...
3 4 153 TGT CTATG ACT ATA GGG °9°C
6 5 187 GGCTAAGCGCTT  AAATITAAGTGA oo
GTTAATTITC | AGG ATT TAG GGA AG
CCT TAT TAC AAT GTG | AAA TTT TCA AAT CAA | .,
Z 109 168 CCC TG ATT ACA AGG 59°C
CAT GTT GTG ATG ACC AAA ATG TAA .
8 102 ais TCC ACA AAG CCATTT AATAAGC | B0°C
CATTGC TTATGAAAA  ACG CAA ATG TCT .
9 2 185 TCA CAG GAA ATA AAG i
GTG GTT TTAACG CAA TAA AGA CCT .
| 108 = CTG GTT TG TcAccTTCTGe | 27 C
TGCTTTTCTCCTATG | GGT GGG AGG ATC | 1.
" 1A 268 TGA CTC TG ACT TGA CT ke
TGG TGT TAC CTC TGG AAA ATT ACA .
| 55 209 ACA AAA GAC GCTAMAGGC ~ 90°C
TCT AAA CATTCT GTA | TTG TAA CTC TAG .
bl s sk TCC TTG TG AGG AAA GAG GTG | 81°C
CCC CATAMATATTCG | AAA TAT CTC TAA .
il 198 TTT AGG TCATGA GCT GAAC | 27 C
CAA TGG CTA TGA
15 | 131 280 GGTGGAATGGAG | AAACATTATGTA | 61°C
GCT TAG TG G
GCAGATATTGAG | GAA GCC AAT TTG .
16 84 195 ATT TTC GGT TC TTTTCAAAGAG | 22C
TTT TAAACT TAG GAA | CAT TCA GTC ATA .
| 258 GTC CAG GG GTCTGTAGGAGC | 90°C
CTG GAG GAAATG | GTTGCT GAACAA | ...
18 | 208 393 CTT GGT TC TTcCTATGTG | 29°C
TTTTAC CTT TGC TTT | CAA CAA AAT CCC .
19 i 178 AAA ACT CTC ACA GAA G il
TCAACT CCT GTCCTT | GCC TGG TACCCA | ...
2 | 123 184 CTGTG GTAAATAAAG  22°C
ATA ATT CTA GCA
CTG GTA TAG GGT ,
21 118 257 T T st | GAA CT_;I_'T%AA GCA  56°C

Exon lengths were determined using the Genome browser webpage
(https://genome.ucsc.edu/cgi-bin/hgTracks?db=hg19&lastVirtMode
Type=default&lastVirtModeExtraState=&virtModeType=default&
virtMode=0&nonVirtPosition=&position=chr17%3A30469473%
2D30552746&hgsid=725100075_KGJ3cA6ASUEwWBxgtEWZOd

DHUrx2K).

Tm, annealing temperature of the primers.
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