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Supplementary Figure 3
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Ccne1T18 MEFs

Ccne1T20 –Dox (n=3)
Ccne1T20 +Dox (n=3)

Ccne1T –Dox (n=6)
Ccne1T +Dox (n=6)

Ccne1T –Dox (n=4)
Ccne1T +Dox (n=4)

Ccne1T18 MEFs

Ccne1T –Dox (n=3)
Ccne1T +Dox (n=3)

Ccne1T –Dox (n=6)
Ccne1T +Dox (n=6)

Karyotypes with indicated chromosome number
MEF line Spreads inspected % Aneuploidy ≤35 36 37 38 39 40 41 42 43 44 45 %PMSCS % Breaks

Ccne1T18 –Dox 160 17 0 0 1 8 7 135 8 1 0 0 0 4 2
Ccne1T18 +Dox 150 40 0 2 6 8 13 90 18 12 1 0 0 4 7
Ccne1T20 –Dox 150 13 1 0 0 2 7 130 8 1 1 0 0 5 (2) 1 (1)
Ccne1T20 +Dox 150 27 0 2 0 6 17 109 13 2 1 0 0 8 (3) 13 (5)
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