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Supplementary Tables 

 

Supplementary Table S1: List of oligonucleotides used in this study 

 

Supplementary Table S2: Absolute quantification of circSMARCA5, circDOCK1, circMLL 

(exons9-10) and circAF4 (exons 3-4) presented as circRNA copies per cell in HMLE and 

mesHMLE cells calculated by SplintQuant and qRT-PCR. Normalisation was done against 

GAPDH as determined by qRT-PCR. Mean ± SD. n = 3 biological replicates, in technical 

duplicates. 

 

Target 

qRT-PCR SplintQuant 

HMLE mesHMLE 
Fold-

change 
HMLE mesHMLE 

Fold-

change 

circSMARCA5 42.1 ± 3.8 273.9 ± 37.2 6.5 9.8 ± 0.8 36.3 ± 3.7 3.7 

circDOCK1 33.2 ± 4.2 3.3 ± 0.47 -10 16.2 ±1.2 3.2 ± 0.45 -5 

circMLLe9-10 3.4 ± 0.2 3.5 ± 0.3 1.0 2.4 ± 0.1 1.9 ± 0.3 0.8 

circAF4e3-4 5.1 ± 0.9 14.6 ± 1.8 2.9 2.4 ± 0.6 5.2 ± 1.0 2.1 

 

 


