
  

Table S1. List of strains used in this study. 

Strain Description Designation Source 
USA300 LAC S. aureus USA300 Strain LAC (AH-1263). 

Plasmid cured. AH-LAC (WT)  (1) 

DH5a 
E. coli strain for recombinant plasmids 

DH5a (2) 

lysY/Iq  E. coli strain for expression of LipL, LplA1, 
LplA2, lipoyl-H and lipoyl-E2 proteins lysY/Iq   NEB 

RN4220 Restriction-deficient S. aureus RN4220 (3) 

RN9011 RN4220 + pRN7203 expressing SaPI 
integrase  RN9011 (4) 

FA-E1344 E. coli lysY/Iq DlipA::kan for expression of 
apo-H and apo-E2 proteins lysY/Iq DlipA (5) 

FA-S1176 AH-LAC DlipL   DlipL  (6) 
FA-S1691 AH-LAC DlipL containing pJC1111-lipL(ATG-1)  DlipL+lipL(ATG-1) This work 
FA-S1190 AH-LAC DlipL containing pJC1111-lipL(ATG-2)  DlipL+lipL(ATG-2) (6) 
FA-S1038 AH-LAC DgcvH::kan  DgcvH  (6) 

FA-S1637 AH-LAC DgcvH::kan containing pJC1111-
gcvH  DgcvH + gcvH (7) 

FA-S1041 AH-LAC DpdhC::kan  DpdhC (6) 

FA-S2088 AH-LAC DpdhC::kan containing pOS1-
pdhC-6x-His DpdhC + pdhC This work 

FA-S1042 AH-LAC DodhB::kan  DodhB  (6) 

FA-S2079 AH-LAC DodhB::kan containing pOS1-
odhB-6x-His  DodhB + odhB This work 

FA-S1646 AH-LAC DlipL DgcvH  DlipL DgcvH  This work 
FA-E1357 E. coli lysY/Iq DlipA::kan + pET15b-gcvH 6x-His-GcvH (7) 
FA-E1383 E. coli lysY/Iq DlipA::kan + pET15b-gcvH-L 6x-His-GcvH-L (7) 
FA-E1359 E. coli lysY/Iq DlipA::kan + pET15b-pdhC  6x-His-E2-PDH (7) 
FA-E1363 E. coli lysY/Iq DlipA::kan + pET15b-odhB 6x-His-E2-OGDH (7) 
FA-E1367 E. coli lysY/Iq DlipA::kan + pET15b-bmbBB 6x-His-E2-BCODH (7) 
FA-E1284 E. coli lysY/Iq + pET15b-lplA1  6x-His-LplA1 (7) 
FA-E1278 E. coli lysY/Iq + pET15b-lplA2  6x-His-LplA2 (7) 
FA-E1349 E. coli lysY/Iq + pET15b-gcvH 6x-His-LA-GcvH (7) 
FA-E1373 E. coli lysY/Iq + pET15b-gcvH-L 6x-His-LA-GcvH-L (7) 
FA-E1350 E. coli lysY/Iq + pET15b-pdhC 6x-His-LA-E2-PDH (7) 
FA-E1351 E. coli lysY/Iq + pET15b-odhB 6x-His-LA-E2-OGDH (7) 
FA-E1352 E. coli lysY/Iq + pET15b-bmbBB  6x-His-LA-E2-BCODH (7) 
FA-E1547 E. coli lysY/Iq + pET15b-lipL 6x-His-LipL This work 

 
 

 

 

 

 



  

Table S2. List of oligonucleotides used in this study.  

Name Sequence 
UniCompSOE1-PstI ATATCTGCAGATCCCATTATGCTTTGGCA 
LipLCompSOE2 ATTTACTCGCTAAATCCATGGGTTTCACTCTCCTTCTA 
LipLCompSOE3 TAGAAGGAGAGTGAAACCCATGGATTTAGCGAGTAAAT 
LipLCompSOE4-SalI ATAGTCGACCTATTGCATTTGATCTATCATT 
LipL-NdeI ATATCATATGGATTTAGCGAGTAAATATTTTA 
LipL-BamHI ATATGGATCCCTATTGCATTTGATCTATCATT 
pOS1-pdhCSOE1-EcoRI ATATGAATTCCTGATATTTTTGACTAAACCA 
pOS1-pdhCSOE2 TAATCTAAATTCAAATGCCAC-AAATAATCATCCTCCTAAGGT 
pOS1-pdhCSOE3 ACCTTAGGAGGATGATTATTTGTGGCATTTGAATTTAGATTA 

pOS1-pdhCSOE4-SalI ATATGTCGACTTAGTGATGGTGATGGTGATGGCCACCCCCCTCCATTA
ATAATAATTC 

pOS1-odhBSOE1-EcoRI ATATGAATTCCTGATATTTTTGACT 
pOS1-odhBSOE2 GAACTTTAACCTCGGCATAAATAATCATCCTCCTAAGGT 
pOS1-odhBSOE3 ACCTTAGGAGGATGATTATTTATGCCAGAGGTTAAAGTTC 

pOS1-odhBSOE4-SalI ATATGTCGACTTAGTGATGGTGATGGTGATGAGATTCTAATAATAAGTC
TTCT 
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GcvH   LD   ------VAIIGITEYAQSELGDIVFVELPETDDEINEGDTFGSVESVKTVSELYAPISGKVVEVNEELEDSPEFVNESPYEKAWMVKVE          
                  :.:..:|...|.::|.:.:||. .:.||:...|...|:|:.|||.::..|:||.::|.|.:.|:.|..:|....|:.|:.|::
GcvH-L LD   VEKVGDLYVFSMTPELQDDIGTVGYVEF-VSPDEVKVDDEIVSIEASKTVIDVQTPLSGTIIERNTKAEEEPTILNSEKPEENWLFKLD   



LIPT1    1 MLIPFSMKNCFQLLCNCQVPAAGFKKTVKNGLILQSISNDVYQNLAVEDW 50
                             :.:..|..|     ..:|:..|:..|: |..|
LipL     1 ------------------MQSFAFDDT-----FCESVGKDISDNV-VRTW 26

LIPT1   51 IHDHMNLEGKPILFFWQNSPSVVIGRHQN--PWQECNLN-LMREEGIKLA 97
           ||.|                :|::|.|.:  |:.:..:: |..|.|....
LipL    27 IHQH----------------TVILGIHDSRLPFLKDGIDYLTNEIGYNAI 60

LIPT1   98 RRRSGGGTVYHDMGNINLTFF---TTKKKYDRMENLKLIVRALNAVQPQL 144
           .|.|||..|..|.|.:|::..   .|:...|....:..::.:.......:
LipL    61 VRNSGGLGVVLDQGVLNISLMFKGQTETTIDEAFTVMYLLISKMFENENV 110

LIPT1  145 DVQATK--------RFDLLLDGQFKISGTASKIGRTTAYHHCTLLCSTDG 186
           |:...:        :|||.:||: |.:|.:.:..|........|.....|
LipL   111 DIDTMEIEHSYCPGKFDLSIDGK-KFAGISQRRVRGGIAVQIYLCVEGSG 159

LIPT1  187 --------TFLSSLLKS-----PYQGIRSNATASIPSLVKNLLEKDPTLT 223
                   ||....||.     .|..|..:..||:.:|:      :.|:|
LipL   160 SERALMMQTFYEHALKGEVTKFKYPEIEPSCMASLETLL------NKTIT 203

LIPT1  224 CEVLMNAVATEYAAYHQIDNHIHLINPTD---------ETLFPGINSKAK 264
           .:.:|      :...:.|.:...::|.|.         :|.|..:..:.|
LipL   204 VQDVM------FLLLYAIKDLGGVLNMTPITQEEWQRYDTYFDKMIERNK 247

LIPT1  265 ----ELQTWEWIYGKTPKFSINTSFHVLYEQSHLEIKVFIDIKNGRIEIC 310
               ::|                                           
LipL   248 KMIDQMQ------------------------------------------- 254

LIPT1  311 NIEAPDHWLPLEIRDKLNSSLIGSKFCPTETTMLTNILLRTCPQDHKLNS 360
                                                                       
LipL   255 -------------------------------------------------- 254

LIPT1  361 KWNILCEKIKGIM 373
                                  
LipL   255 ------------- 254
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