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Supplementary table 1. Univariate analysis of metabolomics profiles between pregnant women with SLE and normal pregnancy 
outcome (group 1) and pregnant women with SLE with subsequent adverse pregnancy outcome (group 2)  
 

Metabolites list Fold change P valuea Q valueb 

Lipid molecules  
  

 

ACar C6:0 2.28 0.044 0.057 
ACar C10:2 1.82 0.033 0.057 
ACar C11:1 1.88 0.036 0.029 
ACar C14:0 2.13 0.036 0.037 
ACar C16:0 1.46 0.022 0.037 
ACar C16:4 1.95 0.014 0.037 
ACar C22:6 1.72 0.024 0.111 
FA C14:0 1.28 0.044 0.303 
FA C16:1 2.84 0.003 0.037 
FA C17:0 1.40 0.011 0.037 
FA C18:1 2.67 0.013 0.029 
FA C18:3 2.95 0.011 0.037 
FA C20:4 2.42 0.033 0.037 
FA C22:5 6.52 0.001 0.029 
FA C22:6 3.63 0.001 0.037 
FA C24:0 1.31 0.036 0.057 
LysoPC C14:0 0.18 0.009 0.437 
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LysoPC C15:0 0.38 0.033 0.402 
LysoPC C16:1 0.30 0.009 0.437 
LysoPC C16:2 0.61 0.010 0.474 
LysoPC C18:2 0.59 0.030 0.241 
LysoPC C18:3 0.33 0.008 0.241 
LysoPC C20:4 1.26 0.036 0.081 
LysoPC C20:5 1.25 0.040 0.303 
LysoPC C22:5 1.60 0.013 0.037 
LysoPC C22:6 1.53 0.001 0.037 
LysoPE C18:0 1.30 0.048 0.057 
LysoPE C18:2 0.57 0.030 0.241 
LysoPE C22:5 2.23 0.044 0.111 
LysoPE C22:6 1.52 0.044 0.081 
OxFA C18:0+1O(1Cyc) 2.16 0.027 0.057 
OxFA C20:4+1O(1Cyc) 1.79 0.005 0.333 
OxPC C34:3+1O 2.57 0.013 0.333 
OxPC C36:4+1O(1Cyc) 1.54 0.014 0.242 
OxPC C40:5+1O(1Cyc) 0.45 0.007 0.241 
PC C24:6 2.35 0.016 0.057 
PC C34:3 0.55 0.033 0.276 
PC C35:5 0.47 0.002 0.276 
PC C36:6 0.61 0.005 0.241 
PC C38:5 0.56 0.024 0.241 
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PE C22:1 0.96 0.013 N/A 
PE C24:0 0.99 0.022 N/A 
PE C36:4 0.53 0.014 0.241 
PE C38:5 0.56 0.030 0.241 
PtdIns C34:1 0.64 0.044 0.402 
SM C30:2 0.58 0.048 0.410 

Primary metabolites    
2-deoxytetronic acid 1.75 0.011 0.037 
Glyceric acid 0.73 0.036 0.276 
Glycerol-alpha-phosphate 1.69 0.024 0.037 
Lysine 0.70 0.003 0.241 
Malic acid 1.38 0.013 0.029 
Methionine 0.72 0.027 0.402 
Proline 0.60 0.022 0.241 
Tryptophan 0.65 0.001 0.000 
Tyrosine 0.79 0.022 0.241 

ACar, acylcarnitine; FA, free fatty acid; LysoPC, lysophosphatidylcholine; LysoPE, lysophosphatidylethanolamine; OxFA, oxidized 
fatty acid; OxPC, oxidized phosphatidylcholine; PC, phosphatidylcholine; PE, phosphatidylethanolamine; PtdIns, phosphatidylinositol; 
SM, sphingomyelin. 
a P value is computed based on Mann-Whitney U test. 
b Q value is calculated based on false discovery rate estimation. 
 


