
Online resource 5: Summary copy number variation (CNV) profiles
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MC GBM MES (n=4)
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MC GBM MID (n=11)
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MC GBM MID (n=23)

ra
te

 o
f a

lte
ra

tio
ns

 [%
]

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 20 22

0
20
40
60
80

100

100
80
60
40
20
00

MC GBM MYCN (n=3)
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MC GBM MYCN (n=18)
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MC GBM RTK I (n=8)
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MC GBM RTK I (n=72)
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MC DMG K27 (n=6)
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MC A IDH (n=6)
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MC A IDH (n=32)
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MC AAP (n=25)
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MC DMG K27  (n=33)
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MC AAP  (n=16)
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CNV summary plots of 67 cerebellar (cohort) and 366 supratentorial (reference) tumors particularly indicating the percentage of 
losses and gains seen in the respective methylation classes. MC – methylation class, DMG K27 – diffuse midline glioma H3 K27M 
mutant, GBM MYCN – glioblastoma IDH wildtype subclass MYCN, GBM MES – glioblastoma IDH wildtype subclass MES, GBM 
RTK I – glioblastoma IDH wildtype subclass(es) RTK I, GBM MID – glioblastoma IDH wildtype subclass midline, AAP – anaplastic 
astrocytoma with piloid features, A IDH – IDH mutant glioma.

 Reinhardt et al., Acta Neuropathologica: “Tumors diagnosed as cerebellar glioblastoma comprise distinct molecular entities“ 
 correspondence: andreas.vondeimling@med.uni-heidelberg.de

 


