
D_0__Archaea

D_0__Bacteria

D_1__Euryarchaeota

D_1__Acidobacteria

D_1__Actinobacteria

D_1__Armatimonadetes

D_1__BRC1

D_1__Bacteroidetes

D_1__Chlamydiae

D_1__Chloroflexi

D_1__Cyanobacteria

D_1__Deinococcus−Thermus
D_1__Dependentiae

D_1__Epsilonbacteraeota

D_1__FBP

D_1__Firmicutes

D_1__Fusobacteria

D_1__Gemmatimonadetes

D_1__Kiritimatiellaeota

D_1__Lentisphaerae

D_1__Patescibacteria

D_1__Planctomycetes

D_1__Proteobacteria

D_1__Spirochaetes

D_1__Tenericutes

D_1__Verrucomicrobia

D_1__WPS−2

D_2__Acidobacteriia
D_2__Blastocatellia (Subgroup 4)

D_2__Holophagae

D_2__Subgroup 6

D_2__Acidimicrobiia

D_2__Actinobacteria

D_2__Coriobacteriia

D_2__Nitriliruptoria

D_2__Thermoleophilia

D_2__Armatimonadia

D_2__Fimbriimonadia

D_2__Bacteroidia

D_2__Ignavibacteria
D_2__Rhodothermia

D_2__Chlamydiae

D_2__Anaerolineae

D_2__Chloroflexia

D_2__KD4−96

D_2__Ktedonobacteria

D_2__TK10

D_2__Melainabacteria

D_2__Oxyphotobacteria

D_2__Sericytochromatia

D_2__Deinococci

D_2__Babeliae

D_2__Campylobacteria

D_2__Bacilli

D_2__Clostridia

D_2__Erysipelotrichia

D_2__Negativicutes
D_2__Fusobacteriia

D_2__Gemmatimonadetes

D_2__Longimicrobia

D_2__Kiritimatiellae

D_2__Lentisphaeria

D_2__Microgenomatia

D_2__Parcubacteria

D_2__Saccharimonadia

D_2__Phycisphaerae

D_2__Planctomycetacia

D_2__Alphaproteobacteria D_2__Deltaproteobacteria

D_2__Gammaproteobacteria

D_2__Spirochaetia

D_2__Mollicutes

D_2__Verrucomicrobiae

D_3__Acidobacteriales

D_3__Solibacterales

D_3__Blastocatellales

D_3__Subgroup 7

D_3__IMCC26256

D_3__Microtrichales

D_3__uncultured

D_3__BifidobacterialesD_3__Corynebacteriales

D_3__Frankiales

D_3__Glycomycetales

D_3__Kineosporiales

D_3__Micrococcales

D_3__Micromonosporales

D_3__Propionibacteriales

D_3__Pseudonocardiales

D_3__Streptomycetales

D_3__Streptosporangiales

D_3__Coriobacteriales

D_3__NitriliruptoralesD_3__Gaiellales

D_3__Solirubrobacterales

D_3__Armatimonadales

D_3__Fimbriimonadales

D_3__BacteroidalesD_3__Chitinophagales

D_3__Cytophagales

D_3__Flavobacteriales

D_3__Sphingobacteriales

D_3__Rhodothermales

D_3__Chlamydiales

D_3__SBR1031

D_3__Chloroflexales

D_3__Kallotenuales

D_3__Thermomicrobiales

D_3__C0119

D_3__Gastranaerophilales

D_3__Chloroplast

D_3__Nostocales

D_3__Deinococcales

D_3__Babeliales

D_3__Campylobacterales

D_3__Bacillales

D_3__Lactobacillales

D_3__Clostridiales

D_3__Erysipelotrichales

D_3__Selenomonadales

D_3__Fusobacteriales

D_3__Gemmatimonadales

D_3__Longimicrobiales

D_3__WCHB1−41

D_3__Victivallales

D_3__Candidatus Azambacteria

D_3__Candidatus Kaiserbacteria

D_3__Candidatus Nomurabacteria

D_3__Saccharimonadales

D_3__Phycisphaerales

D_3__Tepidisphaerales

D_3__Gemmatales

D_3__Isosphaerales

D_3__Pirellulales

D_3__Planctomycetales

D_3__uncultured

D_3__Acetobacterales

D_3__Azospirillales

D_3__Caulobacterales
D_3__Micavibrionales

D_3__Micropepsales

D_3__Paracaedibacterales

D_3__Reyranellales

D_3__Rhizobiales

D_3__Rhodobacterales

D_3__Rhodospirillales

D_3__Rickettsiales

D_3__Sphingomonadales

D_3__Tistrellales

D_3__Bdellovibrionales

D_3__Desulfovibrionales

D_3__Myxococcales

D_3__Oligoflexales

D_3__211ds20
D_3__Aeromonadales

D_3__Betaproteobacteriales

D_3__Cellvibrionales

D_3__Diplorickettsiales
D_3__Enterobacteriales

D_3__Gammaproteobacteria Incertae Sedis

D_3__Oceanospirillales
D_3__Pseudomonadales

D_3__R7C24

D_3__Salinisphaerales

D_3__Xanthomonadales

D_3__Spirochaetales

D_3__Izimaplasmatales

D_3__Mollicutes RF39

D_3__Mycoplasmatales

D_3__Chthoniobacterales

D_3__Opitutales
D_3__Pedosphaerales

D_3__Verrucomicrobiales

D_4__Acidobacteriaceae (Subgroup 1)

D_4__uncultured

D_4__Solibacteraceae (Subgroup 3)

D_4__Blastocatellaceae

D_4__Ilumatobacteraceae

D_4__Bifidobacteriaceae

D_4__Corynebacteriaceae

D_4__Nocardiaceae
D_4__Frankiaceae

D_4__Glycomycetaceae

D_4__Kineosporiaceae

D_4__Cellulomonadaceae

D_4__Dermacoccaceae

D_4__Intrasporangiaceae
D_4__Microbacteriaceae

D_4__Micrococcaceae

D_4__Promicromonosporaceae

D_4__Micromonosporaceae

D_4__Nocardioidaceae

D_4__Propionibacteriaceae

D_4__Pseudonocardiaceae

D_4__Streptomycetaceae

D_4__Nocardiopsaceae

D_4__Atopobiaceae

D_4__Eggerthellaceae

D_4__Nitriliruptoraceae

D_4__67−14

D_4__Solirubrobacteraceae

D_4__Fimbriimonadaceae

D_4__Bacteroidales BS11 gut group

D_4__Bacteroidales RF16 group

D_4__Dysgonomonadaceae

D_4__F082

D_4__Muribaculaceae

D_4__Paludibacteraceae
D_4__Porphyromonadaceae

D_4__Prevotellaceae

D_4__Rikenellaceae

D_4__Tannerellaceae

D_4__uncultured

D_4__Chitinophagaceae

D_4__Cyclobacteriaceae

D_4__Hymenobacteraceae

D_4__Microscillaceae

D_4__Spirosomaceae

D_4__Blattabacteriaceae

D_4__Flavobacteriaceae
D_4__Weeksellaceae

D_4__AKYH767

D_4__Sphingobacteriaceae

D_4__Rhodothermaceae

D_4__Parachlamydiaceae

D_4__cvE6

D_4__A4b

D_4__AKIW781

D_4__JG30−KF−CM45

D_4__Vermiphilaceae

D_4__Bacillaceae

D_4__Paenibacillaceae

D_4__Planococcaceae

D_4__Staphylococcaceae

D_4__Carnobacteriaceae

D_4__Streptococcaceae

D_4__Christensenellaceae

D_4__Clostridiaceae 1
D_4__Clostridiales vadinBB60 group

D_4__Family XI

D_4__Family XIII

D_4__Lachnospiraceae

D_4__Peptococcaceae

D_4__Peptostreptococcaceae

D_4__Ruminococcaceae

D_4__Erysipelotrichaceae

D_4__Acidaminococcaceae

D_4__Veillonellaceae

D_4__Fusobacteriaceae

D_4__Gemmatimonadaceae

D_4__Longimicrobiaceae
D_4__Victivallaceae

D_4__vadinBE97

D_4__Saccharimonadaceae

D_4__Phycisphaeraceae

D_4__Tepidisphaeraceae

D_4__WD2101 soil group

D_4__Gemmataceae

D_4__Isosphaeraceae

D_4__Pirellulaceae

D_4__RubinisphaeraceaeD_4__Schlesneriaceae

D_4__uncultured

D_4__Acetobacteraceae

D_4__Caulobacteraceae

D_4__Hyphomonadaceae

D_4__Micavibrionaceae

D_4__uncultured

D_4__Micropepsaceae

D_4__Paracaedibacteraceae

D_4__Reyranellaceae

D_4__Beijerinckiaceae

D_4__D05−2D_4__Devosiaceae

D_4__Hyphomicrobiaceae

D_4__Rhizobiaceae

D_4__Rhizobiales Incertae Sedis

D_4__Xanthobacteraceae

D_4__uncultured

D_4__Rhodobacteraceae

D_4__uncultured
D_4__Mitochondria

D_4__Rickettsiaceae

D_4__SM2D12

D_4__Sphingomonadaceae

D_4__Geminicoccaceae

D_4__Desulfovibrionaceae

D_4__Archangiaceae

D_4__BIrii41

D_4__Nannocystaceae

D_4__Polyangiaceae

D_4__0319−6G20

D_4__Oligoflexaceae

D_4__Burkholderiaceae

D_4__Neisseriaceae

D_4__Rhodocyclaceae

D_4__SC−I−84

D_4__Diplorickettsiaceae

D_4__Enterobacteriaceae

D_4__Unknown Family

D_4__Halomonadaceae

D_4__Moraxellaceae

D_4__Solimonadaceae

D_4__Rhodanobacteraceae

D_4__Xanthomonadaceae

D_4__Spirochaetaceae

D_4__Mycoplasmataceae

D_4__Chthoniobacteraceae D_4__Opitutaceae

D_4__Pedosphaeraceae

D_4__Verrucomicrobiaceae

D_5__Candidatus Alysiosphaera

D_5__Geminicoccus

__

D_5__uncultured delta proteobacterium

D_5__Peredibacter

D_5__Bdellovibrio

D_5__uncultured rumen bacterium

D_5__Bilophila

D_5__Desulfovibrio

D_5__Mailhella D_5__uncultured

Ambiguous_taxa

D_5__Anaeromyxobacter

D_5__Cystobacter

Ambiguous_taxa

D_5__uncultured delta proteobacterium

__

Ambiguous_taxa
D_5__Haliangium

D_5__Nannocystis

__

D_5__uncultured bacterium

D_5__Phaselicystis

D_5__Minicystis

D_5__Pajaroellobacter

D_5__uncultured

D_5__uncultured delta proteobacterium

D_5__uncultured bacterium
__

D_5__uncultured Bacteriovorax sp.

D_5__uncultured rumen bacterium
__

D_5__Oligoflexus

D_5__Silvanigrella
D_5__uncultured

D_5__uncultured bacterium

__

D_5__metagenome

__

D_5__Aeromonas

D_5__Succinivibrionaceae UCG−002

__

D_5__Rheinheimera

D_5__AAP99

D_5__Achromobacter

D_5__Acidovorax

D_5__AdvenellaD_5__Alcaligenes

D_5__Aquabacterium

D_5__Bordetella
D_5__Burkholderia−Caballeronia−Paraburkholderia

D_5__Comamonas

D_5__Cupriavidus

D_5__Delftia

D_5__Diaphorobacter

D_5__Duganella

D_5__Herbaspirillum

D_5__Hydrogenophaga
D_5__Inhella

D_5__Lampropedia

D_5__Lautropia

D_5__Massilia

D_5__Noviherbaspirillum

D_5__Parasutterella D_5__Pelomonas

D_5__Pigmentiphaga

D_5__Pseudorhodoferax

D_5__Ralstonia

D_5__Undibacterium

D_5__Verticia

__

D_5__Methylophilus

D_5__Neisseria

D_5__Vitreoscilla

D_5__uncultured
__

D_5__Ellin6067

D_5__Procabacter
D_5__Dechloromonas

__

D_5__uncultured bacterium

__
__

__

__

D_5__Cellvibrio
D_5__BD1−7 clade

D_5__Coxiella

D_5__Aquicella

D_5__Rickettsiella

D_5__uncultured

D_5__Arsenophonus

D_5__Enterobacter

D_5__Escherichia−Shigella

D_5__Pantoea

D_5__Pectobacterium

D_5__Providencia

D_5__Serratia
D_5__endosymbionts8

__

D_5__Acidibacter

D_5__Candidatus Berkiella

D_5__Legionella

D_5__Cm1−21

D_5__Halomonas

D_5__Salinicola

D_5__Haemophilus

D_5__Acinetobacter

D_5__CavicellaD_5__Enhydrobacter

D_5__Moraxella

D_5__Psychrobacter

D_5__Pseudomonas

D_5__metagenome

__

D_5__Algiphilus

D_5__Salinisphaera

D_5__Alkanibacter

D_5__Fontimonas

D_5__PanacagrimonasD_5__uncultured

__

D_5__Steroidobacter

D_5__Chujaibacter

D_5__DyellaD_5__Luteibacter

D_5__PseudofulvimonasD_5__Rhodanobacter
D_5__uncultured

__

D_5__Luteimonas

D_5__Lysobacter

D_5__Pseudoxanthomonas
D_5__Stenotrophomonas

D_5__Xanthomonas
D_5__uncultured

__

D_5__uncultured bacterium

__

__

__

D_5__Turneriella

D_5__GWE2−31−10

D_5__Sphaerochaeta

D_5__Termite Treponema cluster
D_5__Treponema

D_5__Treponema 2
__

D_5__Anaeroplasma

D_5__uncultured Mollicutes bacterium

D_5__Spiroplasma

D_5__unidentified rumen bacterium RF3

D_5__uncultured bacterium

D_5__uncultured rumen bacterium

Ambiguous_taxa

D_5__gut metagenome

D_5__uncultured Firmicutes bacterium

D_5__uncultured bacterium

D_5__uncultured rumen bacterium

__

D_5__Mycoplasma

D_5__Ureaplasma

D_5__metagenome

D_5__Candidatus Udaeobacter
D_5__Chthoniobacter

D_5__LD29__

D_5__Terrimicrobium
D_5__Candidatus Xiphinematobacter

__
D_5__uncultured

D_5__Alterococcus

D_5__Lacunisphaera

D_5__Opitutus__

D_5__ADurb.Bin063−1
D_5__metagenome

__

D_5__Akkermansia

D_5__LuteolibacterD_5__Prosthecobacter

D_5__Roseimicrobium

D_5__Verrucomicrobium
D_5__uncultured

Ambiguous_taxaD_5__metagenome

D_5__uncultured bacterium__

__

  0.0

 25.7

103.0

231.0

411.0

642.0

924.0

 0.00

 0.75

 3.00

 6.75

12.00

18.70

27.00S
am

pl
es

 w
ith

 r
ea

ds

O
T

U
 c

ou
nt

Nodes

1. Trinidad de las Minas 

D_0__Archaea

D_0__Bacteria

D_1__Euryarchaeota

D_1__Acidobacteria

D_1__Actinobacteria

D_1__Armatimonadetes

D_1__BRC1

D_1__Bacteroidetes

D_1__Chlamydiae

D_1__Chloroflexi

D_1__Cyanobacteria

D_1__Deinococcus−Thermus
D_1__Dependentiae

D_1__Epsilonbacteraeota

D_1__FBP

D_1__Firmicutes

D_1__Fusobacteria

D_1__Gemmatimonadetes

D_1__Kiritimatiellaeota

D_1__Lentisphaerae

D_1__Patescibacteria

D_1__Planctomycetes

D_1__Proteobacteria

D_1__Spirochaetes

D_1__Tenericutes

D_1__Verrucomicrobia

D_1__WPS−2

D_2__Acidobacteriia
D_2__Blastocatellia (Subgroup 4)

D_2__Holophagae

D_2__Subgroup 6

D_2__Acidimicrobiia

D_2__Actinobacteria

D_2__Coriobacteriia

D_2__Nitriliruptoria

D_2__Thermoleophilia

D_2__Armatimonadia

D_2__Fimbriimonadia

D_2__Bacteroidia

D_2__Ignavibacteria
D_2__Rhodothermia

D_2__Chlamydiae

D_2__Anaerolineae

D_2__Chloroflexia

D_2__KD4−96

D_2__Ktedonobacteria

D_2__TK10

D_2__Melainabacteria

D_2__Oxyphotobacteria

D_2__Sericytochromatia

D_2__Deinococci

D_2__Babeliae

D_2__Campylobacteria

D_2__Bacilli

D_2__Clostridia

D_2__Erysipelotrichia

D_2__Negativicutes
D_2__Fusobacteriia

D_2__Gemmatimonadetes

D_2__Longimicrobia

D_2__Kiritimatiellae

D_2__Lentisphaeria

D_2__Microgenomatia

D_2__Parcubacteria

D_2__Saccharimonadia

D_2__Phycisphaerae

D_2__Planctomycetacia

D_2__Alphaproteobacteria D_2__Deltaproteobacteria

D_2__Gammaproteobacteria

D_2__Spirochaetia

D_2__Mollicutes

D_2__Verrucomicrobiae

D_3__Acidobacteriales

D_3__Solibacterales

D_3__Blastocatellales

D_3__Subgroup 7

D_3__IMCC26256

D_3__Microtrichales

D_3__uncultured

D_3__BifidobacterialesD_3__Corynebacteriales

D_3__Frankiales

D_3__Glycomycetales

D_3__Kineosporiales

D_3__Micrococcales

D_3__Micromonosporales

D_3__Propionibacteriales

D_3__Pseudonocardiales

D_3__Streptomycetales

D_3__Streptosporangiales

D_3__Coriobacteriales

D_3__NitriliruptoralesD_3__Gaiellales

D_3__Solirubrobacterales

D_3__Armatimonadales

D_3__Fimbriimonadales

D_3__BacteroidalesD_3__Chitinophagales

D_3__Cytophagales

D_3__Flavobacteriales

D_3__Sphingobacteriales

D_3__Rhodothermales

D_3__Chlamydiales

D_3__SBR1031

D_3__Chloroflexales

D_3__Kallotenuales

D_3__Thermomicrobiales

D_3__C0119

D_3__Gastranaerophilales

D_3__Chloroplast

D_3__Nostocales

D_3__Deinococcales

D_3__Babeliales

D_3__Campylobacterales

D_3__Bacillales

D_3__Lactobacillales

D_3__Clostridiales

D_3__Erysipelotrichales

D_3__Selenomonadales

D_3__Fusobacteriales

D_3__Gemmatimonadales

D_3__Longimicrobiales

D_3__WCHB1−41

D_3__Victivallales

D_3__Candidatus Azambacteria

D_3__Candidatus Kaiserbacteria

D_3__Candidatus Nomurabacteria

D_3__Saccharimonadales

D_3__Phycisphaerales

D_3__Tepidisphaerales

D_3__Gemmatales

D_3__Isosphaerales

D_3__Pirellulales

D_3__Planctomycetales

D_3__uncultured

D_3__Acetobacterales

D_3__Azospirillales

D_3__Caulobacterales
D_3__Micavibrionales

D_3__Micropepsales

D_3__Paracaedibacterales

D_3__Reyranellales

D_3__Rhizobiales

D_3__Rhodobacterales

D_3__Rhodospirillales

D_3__Rickettsiales

D_3__Sphingomonadales

D_3__Tistrellales

D_3__Bdellovibrionales

D_3__Desulfovibrionales

D_3__Myxococcales

D_3__Oligoflexales

D_3__211ds20
D_3__Aeromonadales

D_3__Betaproteobacteriales

D_3__Cellvibrionales

D_3__Diplorickettsiales
D_3__Enterobacteriales

D_3__Gammaproteobacteria Incertae Sedis

D_3__Oceanospirillales
D_3__Pseudomonadales

D_3__R7C24

D_3__Salinisphaerales

D_3__Xanthomonadales

D_3__Spirochaetales

D_3__Izimaplasmatales

D_3__Mollicutes RF39

D_3__Mycoplasmatales

D_3__Chthoniobacterales

D_3__Opitutales
D_3__Pedosphaerales

D_3__Verrucomicrobiales

D_4__Acidobacteriaceae (Subgroup 1)

D_4__uncultured

D_4__Solibacteraceae (Subgroup 3)

D_4__Blastocatellaceae

D_4__Ilumatobacteraceae

D_4__Bifidobacteriaceae

D_4__Corynebacteriaceae

D_4__Nocardiaceae
D_4__Frankiaceae

D_4__Glycomycetaceae

D_4__Kineosporiaceae

D_4__Cellulomonadaceae

D_4__Dermacoccaceae

D_4__Intrasporangiaceae
D_4__Microbacteriaceae

D_4__Micrococcaceae

D_4__Promicromonosporaceae

D_4__Micromonosporaceae

D_4__Nocardioidaceae

D_4__Propionibacteriaceae

D_4__Pseudonocardiaceae

D_4__Streptomycetaceae

D_4__Nocardiopsaceae

D_4__Atopobiaceae

D_4__Eggerthellaceae

D_4__Nitriliruptoraceae

D_4__67−14

D_4__Solirubrobacteraceae

D_4__Fimbriimonadaceae

D_4__Bacteroidales BS11 gut group

D_4__Bacteroidales RF16 group

D_4__Dysgonomonadaceae

D_4__F082

D_4__Muribaculaceae

D_4__Paludibacteraceae
D_4__Porphyromonadaceae

D_4__Prevotellaceae

D_4__Rikenellaceae

D_4__Tannerellaceae

D_4__uncultured

D_4__Chitinophagaceae

D_4__Cyclobacteriaceae

D_4__Hymenobacteraceae

D_4__Microscillaceae

D_4__Spirosomaceae

D_4__Blattabacteriaceae

D_4__Flavobacteriaceae
D_4__Weeksellaceae

D_4__AKYH767

D_4__Sphingobacteriaceae

D_4__Rhodothermaceae

D_4__Parachlamydiaceae

D_4__cvE6

D_4__A4b

D_4__AKIW781

D_4__JG30−KF−CM45

D_4__Vermiphilaceae

D_4__Bacillaceae

D_4__Paenibacillaceae

D_4__Planococcaceae

D_4__Staphylococcaceae

D_4__Carnobacteriaceae

D_4__Streptococcaceae

D_4__Christensenellaceae

D_4__Clostridiaceae 1
D_4__Clostridiales vadinBB60 group

D_4__Family XI

D_4__Family XIII

D_4__Lachnospiraceae

D_4__Peptococcaceae

D_4__Peptostreptococcaceae

D_4__Ruminococcaceae

D_4__Erysipelotrichaceae

D_4__Acidaminococcaceae

D_4__Veillonellaceae

D_4__Fusobacteriaceae

D_4__Gemmatimonadaceae

D_4__Longimicrobiaceae
D_4__Victivallaceae

D_4__vadinBE97

D_4__Saccharimonadaceae

D_4__Phycisphaeraceae

D_4__Tepidisphaeraceae

D_4__WD2101 soil group

D_4__Gemmataceae

D_4__Isosphaeraceae

D_4__Pirellulaceae

D_4__RubinisphaeraceaeD_4__Schlesneriaceae

D_4__uncultured

D_4__Acetobacteraceae

D_4__Caulobacteraceae

D_4__Hyphomonadaceae

D_4__Micavibrionaceae

D_4__uncultured

D_4__Micropepsaceae

D_4__Paracaedibacteraceae

D_4__Reyranellaceae

D_4__Beijerinckiaceae

D_4__D05−2D_4__Devosiaceae

D_4__Hyphomicrobiaceae

D_4__Rhizobiaceae

D_4__Rhizobiales Incertae Sedis

D_4__Xanthobacteraceae

D_4__uncultured

D_4__Rhodobacteraceae

D_4__uncultured
D_4__Mitochondria

D_4__Rickettsiaceae

D_4__SM2D12

D_4__Sphingomonadaceae

D_4__Geminicoccaceae

D_4__Desulfovibrionaceae

D_4__Archangiaceae

D_4__BIrii41

D_4__Nannocystaceae

D_4__Polyangiaceae

D_4__0319−6G20

D_4__Oligoflexaceae

D_4__Burkholderiaceae

D_4__Neisseriaceae

D_4__Rhodocyclaceae

D_4__SC−I−84

D_4__Diplorickettsiaceae

D_4__Enterobacteriaceae

D_4__Unknown Family

D_4__Halomonadaceae

D_4__Moraxellaceae

D_4__Solimonadaceae

D_4__Rhodanobacteraceae

D_4__Xanthomonadaceae

D_4__Spirochaetaceae

D_4__Mycoplasmataceae

D_4__Chthoniobacteraceae D_4__Opitutaceae

D_4__Pedosphaeraceae

D_4__Verrucomicrobiaceae

D_5__Candidatus Alysiosphaera

D_5__Geminicoccus

__

D_5__uncultured delta proteobacterium

D_5__Peredibacter

D_5__Bdellovibrio

D_5__uncultured rumen bacterium

D_5__Bilophila

D_5__Desulfovibrio

D_5__Mailhella D_5__uncultured

Ambiguous_taxa

D_5__Anaeromyxobacter

D_5__Cystobacter

Ambiguous_taxa

D_5__uncultured delta proteobacterium

__

Ambiguous_taxa
D_5__Haliangium

D_5__Nannocystis

__

D_5__uncultured bacterium

D_5__Phaselicystis

D_5__Minicystis

D_5__Pajaroellobacter

D_5__uncultured

D_5__uncultured delta proteobacterium

D_5__uncultured bacterium
__

D_5__uncultured Bacteriovorax sp.

D_5__uncultured rumen bacterium
__

D_5__Oligoflexus

D_5__Silvanigrella
D_5__uncultured

D_5__uncultured bacterium

__

D_5__metagenome

__

D_5__Aeromonas

D_5__Succinivibrionaceae UCG−002

__

D_5__Rheinheimera

D_5__AAP99

D_5__Achromobacter

D_5__Acidovorax

D_5__AdvenellaD_5__Alcaligenes

D_5__Aquabacterium

D_5__Bordetella
D_5__Burkholderia−Caballeronia−Paraburkholderia

D_5__Comamonas

D_5__Cupriavidus

D_5__Delftia

D_5__Diaphorobacter

D_5__Duganella

D_5__Herbaspirillum

D_5__Hydrogenophaga
D_5__Inhella

D_5__Lampropedia

D_5__Lautropia

D_5__Massilia

D_5__Noviherbaspirillum

D_5__Parasutterella D_5__Pelomonas

D_5__Pigmentiphaga

D_5__Pseudorhodoferax

D_5__Ralstonia

D_5__Undibacterium

D_5__Verticia

__

D_5__Methylophilus

D_5__Neisseria

D_5__Vitreoscilla

D_5__uncultured
__

D_5__Ellin6067

D_5__Procabacter
D_5__Dechloromonas

__

D_5__uncultured bacterium

__
__

__

__

D_5__Cellvibrio
D_5__BD1−7 clade

D_5__Coxiella

D_5__Aquicella

D_5__Rickettsiella

D_5__uncultured

D_5__Arsenophonus

D_5__Enterobacter

D_5__Escherichia−Shigella

D_5__Pantoea

D_5__Pectobacterium

D_5__Providencia

D_5__Serratia
D_5__endosymbionts8

__

D_5__Acidibacter

D_5__Candidatus Berkiella

D_5__Legionella

D_5__Cm1−21

D_5__Halomonas

D_5__Salinicola

D_5__Haemophilus

D_5__Acinetobacter

D_5__CavicellaD_5__Enhydrobacter

D_5__Moraxella

D_5__Psychrobacter

D_5__Pseudomonas

D_5__metagenome

__

D_5__Algiphilus

D_5__Salinisphaera

D_5__Alkanibacter

D_5__Fontimonas

D_5__PanacagrimonasD_5__uncultured

__

D_5__Steroidobacter

D_5__Chujaibacter

D_5__DyellaD_5__Luteibacter

D_5__PseudofulvimonasD_5__Rhodanobacter
D_5__uncultured

__

D_5__Luteimonas

D_5__Lysobacter

D_5__Pseudoxanthomonas
D_5__Stenotrophomonas

D_5__Xanthomonas
D_5__uncultured

__

D_5__uncultured bacterium

__

__

__

D_5__Turneriella

D_5__GWE2−31−10

D_5__Sphaerochaeta

D_5__Termite Treponema cluster
D_5__Treponema

D_5__Treponema 2
__

D_5__Anaeroplasma

D_5__uncultured Mollicutes bacterium

D_5__Spiroplasma

D_5__unidentified rumen bacterium RF3

D_5__uncultured bacterium

D_5__uncultured rumen bacterium

Ambiguous_taxa

D_5__gut metagenome

D_5__uncultured Firmicutes bacterium

D_5__uncultured bacterium

D_5__uncultured rumen bacterium

__

D_5__Mycoplasma

D_5__Ureaplasma

D_5__metagenome

D_5__Candidatus Udaeobacter
D_5__Chthoniobacter

D_5__LD29__

D_5__Terrimicrobium
D_5__Candidatus Xiphinematobacter

__
D_5__uncultured

D_5__Alterococcus

D_5__Lacunisphaera

D_5__Opitutus__

D_5__ADurb.Bin063−1
D_5__metagenome

__

D_5__Akkermansia

D_5__LuteolibacterD_5__Prosthecobacter

D_5__Roseimicrobium

D_5__Verrucomicrobium
D_5__uncultured

Ambiguous_taxaD_5__metagenome

D_5__uncultured bacterium__

__

  0.0

 25.7

103.0

231.0

411.0

642.0

924.0

 0.000

 0.889

 3.560

 8.000

14.200

22.200

32.000S
am

pl
es

 w
ith

 r
ea

ds

O
T

U
 c

ou
nt

Nodes

    2. Las Pavas 
D_0__Archaea

D_0__Bacteria

D_1__Euryarchaeota

D_1__Acidobacteria

D_1__Actinobacteria

D_1__Armatimonadetes

D_1__BRC1

D_1__Bacteroidetes

D_1__Chlamydiae

D_1__Chloroflexi

D_1__Cyanobacteria

D_1__Deinococcus−Thermus
D_1__Dependentiae

D_1__Epsilonbacteraeota

D_1__FBP

D_1__Firmicutes

D_1__Fusobacteria

D_1__Gemmatimonadetes

D_1__Kiritimatiellaeota

D_1__Lentisphaerae

D_1__Patescibacteria

D_1__Planctomycetes

D_1__Proteobacteria

D_1__Spirochaetes

D_1__Tenericutes

D_1__Verrucomicrobia

D_1__WPS−2

D_2__Acidobacteriia
D_2__Blastocatellia (Subgroup 4)

D_2__Holophagae

D_2__Subgroup 6

D_2__Acidimicrobiia

D_2__Actinobacteria

D_2__Coriobacteriia

D_2__Nitriliruptoria

D_2__Thermoleophilia

D_2__Armatimonadia

D_2__Fimbriimonadia

D_2__Bacteroidia

D_2__Ignavibacteria
D_2__Rhodothermia

D_2__Chlamydiae

D_2__Anaerolineae

D_2__Chloroflexia

D_2__KD4−96

D_2__Ktedonobacteria

D_2__TK10

D_2__Melainabacteria

D_2__Oxyphotobacteria

D_2__Sericytochromatia

D_2__Deinococci

D_2__Babeliae

D_2__Campylobacteria

D_2__Bacilli

D_2__Clostridia

D_2__Erysipelotrichia

D_2__Negativicutes
D_2__Fusobacteriia

D_2__Gemmatimonadetes

D_2__Longimicrobia

D_2__Kiritimatiellae

D_2__Lentisphaeria

D_2__Microgenomatia

D_2__Parcubacteria

D_2__Saccharimonadia

D_2__Phycisphaerae

D_2__Planctomycetacia

D_2__Alphaproteobacteria D_2__Deltaproteobacteria

D_2__Gammaproteobacteria

D_2__Spirochaetia

D_2__Mollicutes

D_2__Verrucomicrobiae

D_3__Acidobacteriales

D_3__Solibacterales

D_3__Blastocatellales

D_3__Subgroup 7

D_3__IMCC26256

D_3__Microtrichales

D_3__uncultured

D_3__BifidobacterialesD_3__Corynebacteriales

D_3__Frankiales

D_3__Glycomycetales

D_3__Kineosporiales

D_3__Micrococcales

D_3__Micromonosporales

D_3__Propionibacteriales

D_3__Pseudonocardiales

D_3__Streptomycetales

D_3__Streptosporangiales

D_3__Coriobacteriales

D_3__NitriliruptoralesD_3__Gaiellales

D_3__Solirubrobacterales

D_3__Armatimonadales

D_3__Fimbriimonadales

D_3__BacteroidalesD_3__Chitinophagales

D_3__Cytophagales

D_3__Flavobacteriales

D_3__Sphingobacteriales

D_3__Rhodothermales

D_3__Chlamydiales

D_3__SBR1031

D_3__Chloroflexales

D_3__Kallotenuales

D_3__Thermomicrobiales

D_3__C0119

D_3__Gastranaerophilales

D_3__Chloroplast

D_3__Nostocales

D_3__Deinococcales

D_3__Babeliales

D_3__Campylobacterales

D_3__Bacillales

D_3__Lactobacillales

D_3__Clostridiales

D_3__Erysipelotrichales

D_3__Selenomonadales

D_3__Fusobacteriales

D_3__Gemmatimonadales

D_3__Longimicrobiales

D_3__WCHB1−41

D_3__Victivallales

D_3__Candidatus Azambacteria

D_3__Candidatus Kaiserbacteria

D_3__Candidatus Nomurabacteria

D_3__Saccharimonadales

D_3__Phycisphaerales

D_3__Tepidisphaerales

D_3__Gemmatales

D_3__Isosphaerales

D_3__Pirellulales

D_3__Planctomycetales

D_3__uncultured

D_3__Acetobacterales

D_3__Azospirillales

D_3__Caulobacterales
D_3__Micavibrionales

D_3__Micropepsales

D_3__Paracaedibacterales

D_3__Reyranellales

D_3__Rhizobiales

D_3__Rhodobacterales

D_3__Rhodospirillales

D_3__Rickettsiales

D_3__Sphingomonadales

D_3__Tistrellales

D_3__Bdellovibrionales

D_3__Desulfovibrionales

D_3__Myxococcales

D_3__Oligoflexales

D_3__211ds20
D_3__Aeromonadales

D_3__Betaproteobacteriales

D_3__Cellvibrionales

D_3__Diplorickettsiales
D_3__Enterobacteriales

D_3__Gammaproteobacteria Incertae Sedis

D_3__Oceanospirillales
D_3__Pseudomonadales

D_3__R7C24

D_3__Salinisphaerales

D_3__Xanthomonadales

D_3__Spirochaetales

D_3__Izimaplasmatales

D_3__Mollicutes RF39

D_3__Mycoplasmatales

D_3__Chthoniobacterales

D_3__Opitutales
D_3__Pedosphaerales

D_3__Verrucomicrobiales

D_4__Acidobacteriaceae (Subgroup 1)

D_4__uncultured

D_4__Solibacteraceae (Subgroup 3)

D_4__Blastocatellaceae

D_4__Ilumatobacteraceae

D_4__Bifidobacteriaceae

D_4__Corynebacteriaceae

D_4__Nocardiaceae
D_4__Frankiaceae

D_4__Glycomycetaceae

D_4__Kineosporiaceae

D_4__Cellulomonadaceae

D_4__Dermacoccaceae

D_4__Intrasporangiaceae
D_4__Microbacteriaceae

D_4__Micrococcaceae

D_4__Promicromonosporaceae

D_4__Micromonosporaceae

D_4__Nocardioidaceae

D_4__Propionibacteriaceae

D_4__Pseudonocardiaceae

D_4__Streptomycetaceae

D_4__Nocardiopsaceae

D_4__Atopobiaceae

D_4__Eggerthellaceae

D_4__Nitriliruptoraceae

D_4__67−14

D_4__Solirubrobacteraceae

D_4__Fimbriimonadaceae

D_4__Bacteroidales BS11 gut group

D_4__Bacteroidales RF16 group

D_4__Dysgonomonadaceae

D_4__F082

D_4__Muribaculaceae

D_4__Paludibacteraceae
D_4__Porphyromonadaceae

D_4__Prevotellaceae

D_4__Rikenellaceae

D_4__Tannerellaceae

D_4__uncultured

D_4__Chitinophagaceae

D_4__Cyclobacteriaceae

D_4__Hymenobacteraceae

D_4__Microscillaceae

D_4__Spirosomaceae

D_4__Blattabacteriaceae

D_4__Flavobacteriaceae
D_4__Weeksellaceae

D_4__AKYH767

D_4__Sphingobacteriaceae

D_4__Rhodothermaceae

D_4__Parachlamydiaceae

D_4__cvE6

D_4__A4b

D_4__AKIW781

D_4__JG30−KF−CM45

D_4__Vermiphilaceae

D_4__Bacillaceae

D_4__Paenibacillaceae

D_4__Planococcaceae

D_4__Staphylococcaceae

D_4__Carnobacteriaceae

D_4__Streptococcaceae

D_4__Christensenellaceae

D_4__Clostridiaceae 1
D_4__Clostridiales vadinBB60 group

D_4__Family XI

D_4__Family XIII

D_4__Lachnospiraceae

D_4__Peptococcaceae

D_4__Peptostreptococcaceae

D_4__Ruminococcaceae

D_4__Erysipelotrichaceae

D_4__Acidaminococcaceae

D_4__Veillonellaceae

D_4__Fusobacteriaceae

D_4__Gemmatimonadaceae

D_4__Longimicrobiaceae
D_4__Victivallaceae

D_4__vadinBE97

D_4__Saccharimonadaceae

D_4__Phycisphaeraceae

D_4__Tepidisphaeraceae

D_4__WD2101 soil group

D_4__Gemmataceae

D_4__Isosphaeraceae

D_4__Pirellulaceae

D_4__RubinisphaeraceaeD_4__Schlesneriaceae

D_4__uncultured

D_4__Acetobacteraceae

D_4__Caulobacteraceae

D_4__Hyphomonadaceae

D_4__Micavibrionaceae

D_4__uncultured

D_4__Micropepsaceae

D_4__Paracaedibacteraceae

D_4__Reyranellaceae

D_4__Beijerinckiaceae

D_4__D05−2D_4__Devosiaceae

D_4__Hyphomicrobiaceae

D_4__Rhizobiaceae

D_4__Rhizobiales Incertae Sedis

D_4__Xanthobacteraceae

D_4__uncultured

D_4__Rhodobacteraceae

D_4__uncultured
D_4__Mitochondria

D_4__Rickettsiaceae

D_4__SM2D12

D_4__Sphingomonadaceae

D_4__Geminicoccaceae

D_4__Desulfovibrionaceae

D_4__Archangiaceae

D_4__BIrii41

D_4__Nannocystaceae

D_4__Polyangiaceae

D_4__0319−6G20

D_4__Oligoflexaceae

D_4__Burkholderiaceae

D_4__Neisseriaceae

D_4__Rhodocyclaceae

D_4__SC−I−84

D_4__Diplorickettsiaceae

D_4__Enterobacteriaceae

D_4__Unknown Family

D_4__Halomonadaceae

D_4__Moraxellaceae

D_4__Solimonadaceae

D_4__Rhodanobacteraceae

D_4__Xanthomonadaceae

D_4__Spirochaetaceae

D_4__Mycoplasmataceae

D_4__Chthoniobacteraceae D_4__Opitutaceae

D_4__Pedosphaeraceae

D_4__Verrucomicrobiaceae

D_5__Candidatus Alysiosphaera

D_5__Geminicoccus

__

D_5__uncultured delta proteobacterium

D_5__Peredibacter

D_5__Bdellovibrio

D_5__uncultured rumen bacterium

D_5__Bilophila

D_5__Desulfovibrio

D_5__Mailhella D_5__uncultured

Ambiguous_taxa

D_5__Anaeromyxobacter

D_5__Cystobacter

Ambiguous_taxa

D_5__uncultured delta proteobacterium

__

Ambiguous_taxa
D_5__Haliangium

D_5__Nannocystis

__

D_5__uncultured bacterium

D_5__Phaselicystis

D_5__Minicystis

D_5__Pajaroellobacter

D_5__uncultured

D_5__uncultured delta proteobacterium

D_5__uncultured bacterium
__

D_5__uncultured Bacteriovorax sp.

D_5__uncultured rumen bacterium
__

D_5__Oligoflexus

D_5__Silvanigrella
D_5__uncultured

D_5__uncultured bacterium

__

D_5__metagenome

__

D_5__Aeromonas

D_5__Succinivibrionaceae UCG−002

__

D_5__Rheinheimera

D_5__AAP99

D_5__Achromobacter

D_5__Acidovorax

D_5__AdvenellaD_5__Alcaligenes

D_5__Aquabacterium

D_5__Bordetella
D_5__Burkholderia−Caballeronia−Paraburkholderia

D_5__Comamonas

D_5__Cupriavidus

D_5__Delftia

D_5__Diaphorobacter

D_5__Duganella

D_5__Herbaspirillum

D_5__Hydrogenophaga
D_5__Inhella

D_5__Lampropedia

D_5__Lautropia

D_5__Massilia

D_5__Noviherbaspirillum

D_5__Parasutterella D_5__Pelomonas

D_5__Pigmentiphaga

D_5__Pseudorhodoferax

D_5__Ralstonia

D_5__Undibacterium

D_5__Verticia

__

D_5__Methylophilus

D_5__Neisseria

D_5__Vitreoscilla

D_5__uncultured
__

D_5__Ellin6067

D_5__Procabacter
D_5__Dechloromonas

__

D_5__uncultured bacterium

__
__

__

__

D_5__Cellvibrio
D_5__BD1−7 clade

D_5__Coxiella

D_5__Aquicella

D_5__Rickettsiella

D_5__uncultured

D_5__Arsenophonus

D_5__Enterobacter

D_5__Escherichia−Shigella

D_5__Pantoea

D_5__Pectobacterium

D_5__Providencia

D_5__Serratia
D_5__endosymbionts8

__

D_5__Acidibacter

D_5__Candidatus Berkiella

D_5__Legionella

D_5__Cm1−21

D_5__Halomonas

D_5__Salinicola

D_5__Haemophilus

D_5__Acinetobacter

D_5__CavicellaD_5__Enhydrobacter

D_5__Moraxella

D_5__Psychrobacter

D_5__Pseudomonas

D_5__metagenome

__

D_5__Algiphilus

D_5__Salinisphaera

D_5__Alkanibacter

D_5__Fontimonas

D_5__PanacagrimonasD_5__uncultured

__

D_5__Steroidobacter

D_5__Chujaibacter

D_5__DyellaD_5__Luteibacter

D_5__PseudofulvimonasD_5__Rhodanobacter
D_5__uncultured

__

D_5__Luteimonas

D_5__Lysobacter

D_5__Pseudoxanthomonas
D_5__Stenotrophomonas

D_5__Xanthomonas
D_5__uncultured

__

D_5__uncultured bacterium

__

__

__

D_5__Turneriella

D_5__GWE2−31−10

D_5__Sphaerochaeta

D_5__Termite Treponema cluster
D_5__Treponema

D_5__Treponema 2
__

D_5__Anaeroplasma

D_5__uncultured Mollicutes bacterium

D_5__Spiroplasma

D_5__unidentified rumen bacterium RF3

D_5__uncultured bacterium

D_5__uncultured rumen bacterium

Ambiguous_taxa

D_5__gut metagenome

D_5__uncultured Firmicutes bacterium

D_5__uncultured bacterium

D_5__uncultured rumen bacterium

__

D_5__Mycoplasma

D_5__Ureaplasma

D_5__metagenome

D_5__Candidatus Udaeobacter
D_5__Chthoniobacter

D_5__LD29__

D_5__Terrimicrobium
D_5__Candidatus Xiphinematobacter

__
D_5__uncultured

D_5__Alterococcus

D_5__Lacunisphaera

D_5__Opitutus__

D_5__ADurb.Bin063−1
D_5__metagenome

__

D_5__Akkermansia

D_5__LuteolibacterD_5__Prosthecobacter

D_5__Roseimicrobium

D_5__Verrucomicrobium
D_5__uncultured

Ambiguous_taxaD_5__metagenome

D_5__uncultured bacterium__

__

  0.0

 25.7

103.0

231.0

411.0

642.0

924.0

 0.000

 0.833

 3.330

 7.500

13.300

20.800

30.000S
am

pl
es

 w
ith

 r
ea

ds

O
T

U
 c

ou
nt

Nodes

    3. Veruaguas 


