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Supplementary Figures 

 

 

Supplementary Figure 1. Comparison of the amino acid sequences of CsLBDs. 

 

  



 

Supplement Figure 2. Expression patterns of the nine CsLBDs in different 

tissues. 

  



 

Supplementary Figure 3. Analysis of LBD binding site in the promoter region of 

structural genes involved in the flavonoid pathway. 


