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Supplementary Table 1: Reactome Pathway Analysis of the Turquoise Module 

  



Supplementary Table 2: Genes contained in the Agilent Gene Panel for targeted capture 

sequencing. The gene panel consists of 12129 probes with a total size of 266.937 kbp. 

 

 

AKT1 EP300 MTAP RIT1 

ALK ERBB2 MYC ROBO1 

ARID1A ERBB4 MYCL ROS1 

ARID1B FBBXW7 NF1 SETD2 

ARID2 FGFR3 NFE2L2 SF3B1 

BRAF FHIT NOTCH1 SMARCA4 

CCND1 FOXP1 NRAS SOX2 

CCND3 HRAS NTRK1 STK11 

CDK4 KEAP1 PIK3CA TERT 

CDKN2A KRAS PTEN TP53 

CREBBP MAP2K1 RB1 TSC1 

CUL3 MDM2 RBM10 TSC2 

EGFR MET RET U2AF1 
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Supplementary Figure 1: Hierarchical clustering analysis of significant metabolites between tumour and matched normal control of LUSC (A) and 

LUAD (B). Metabolites with a higher level of expression in the tumours are shown in red or whilst those with a lower level of expression are 

indicated in blue.  

Supplementary Figure 2: Hierarchical clustering analysis of transcripts that formed the metabolites – transcripts network in Figure 3A. Transcripts 

contributing to haemostasis and platelet activation were less abundant in both LUSC and LUAD tumours while those involving in cell cycle were 

more abundant. Transcripts with higher level in the tumours are shown in red or lower level in blue. LUAD-N: Normal tissue LUAD, LUAD-T: Tumour 

LUAD, LUSC-N: normal tissue LUSC, LUSC-T: Tumour LUSC 

Supplementary Figure 3: Survival analysis (www.kmplot.com) using published expression data of PED2A and ANGPT1 in lung cancer patients. The 

expression level of PED2A and ANGPT1 was not associated with survival outcome in patients with LUSC (A and B). In contrast, in LUAD, high 

expression level of PDE2A was associated with poorer survival (C) while high expression of ANGPT1 was associated with better survival outcome 

(D). 

 


