Additional file 1. Table S1:. circWHSC1 expression in normal ovary and ovarian

carcinoma tissues

Groups N circWHSC1lexpression/18s P value
Normal ovary 13 1.65E-06 +4.73E-07 0.0184
Ovarian carcinoma 79 3.59E-06 +£8.55E-07

Bold and Italics means P < 0.05.



Additional file 1: Table S2: Correlation of circWHSC1 expression with different

clinicopathological features of ovarian carcinoma

circWHSC1 expression /

Clinicopathological features N P value
18s
The pathology types 0.357
Serouscarcinoma 58 3.34E-06 +6.19E-06
The other pathology types 21 4.26E-06 +1.07E-05
Age 0.340
<52 39 3.23E-06 £5.97E-06
>52 40 3.94E-06 +8.97E-06
FIGO stages 0.330
-1l 28 4.18E-06 +1.01E-05
H-1v 51 3.26E-06 +5.88E-06
Pathology classification 0.001
Well 12 7.07E-07+7.58E-07
Mod +Poor 67 4.10E-06+8.15E-06

Bold and Italics means P < 0.05.



Additional file 1: Table S3: The sequence of circWHSCL1 is
TGTTCTAAGAACGGAAGCATCTGGGCTGGATGGAATTTAGCATCAAGCAGAGT CCCC
TTTCTGITCAGAGT GTTGTAAAGT GCATAAAGAT GAAGCAGGCACCAGAAATCCTCG
GCAGT GCCAACGGGAAGACT CCGAGCT GCGAGGT GAACCGCGAGT GTTCTGTGT TCC
TCAGCAAAGCCCAGCT CTCCAGTAGCCT GCAGGAGGGGEGT CATGCAGAAGTI TTAACG
GCCACGACGCCCTGCCCTTTATTCCAGCCGACAAGCTGAAAGATCTTACT TCCCGEG
TGTTTAATGGAGAACCCGGCGCACACGAT GCCAAACT CCGT TTTGAGT CCCAGGAAA
TGAAAGGGAT TGGGACACCCCCTAACACTACCCCTAT CAAAAATGCCTCTCCAGAAA
TTAAGCT GAAAATCACCAAAACATACATGAATGGGAAGCCTCTCTTTGAATCTTCCA
TTTGTGGTGACAGT GCTGCTGATGT GT CT CAGT CAGAAGAAAAT GGACAAAAACCAG
AAAACAAGCCGAGAAGGAACAGGAAGAGGAGCATAAAATATGACTCCTTGCTGGAGC
AGGGCCT TGTCGAAGCAGCTCTTGTGT CTAAGAT CTCAAGT CCTTCAGATAAAAAGA
TTCCAGCTAAGAAAGAGT CTTGT CCAAACACT GGAAGAGACAAAGACCACCTGTTGA
AATACAACGT TGGTGATTTGGT GT GGTCCAAAGT GTCGGGT TACCCTTGGTGGCCTT
GCATGGT TTCTGCAGATCCACT CCTTCACAGCTATACCAAACTTAAAGGT CAGAAAA
AGAGT GCACGCCAGTATCACGTACAGTI TCTTTGGT GACGCCCCAGAAAGAGCTTGGA
TATTTGAGAAGAGCCTCGTAGCTTTTGAAGGAGAAGGACAGT TTGAAAAATTATGCC
AGGAAAGT GCCAAGCAGGECACCCACGAAAGCT GAGAAAATTAAGCTATTGAAACCAA
TTTCAGGGAAAT TGAGGGCCCAGT GGGAAATGGGECATTGT TCAAGCAGAAGAAGCT G
CAAGCAT GT CAGT GGAGGAGCGGAAAGCCAAGT TCACCT TTCTCTATGT GGGGGACC
AGCTTCATCTCAACCCT CAAGT AGCCAAGGAGGCTGGECATTGCTGCAGAGICTTTGG
GAGAAAT GGCAGAAT CCTCAGGAGT CAGT GAAGAAGCTGCTGAAAACCCCAAGTCTG
TGAGAGAAGAGT GCATTCCCAT GAAGAGAAGGCGGAGGEGCCAAACTGTGTAGCTCTG
CAGAGACCCT GGAGAGT CACCCCGACATAGGGAAGAGTACT CCTCAAAAGACGGCAG
AGGCT GACCCCAGAAGAGGAGT AGGGT CTCCT CCT GGGAGGAAGAAGACCACAGTCT
CCATGCCACGAAGCAGGAAGGGAGATGCAGCATCCCAGI TTTTGGTCTTCTGTCAAA
AACACAGGGATGAGGT GGTAGCT GAGCACCCAGATGCTTCAGGT GAGGAGATTGAAG
AGCTGCTCAGGT CACAGT GGAGT CTGCTGAGT GAGAAGCAGAGAGCACGCTACAACA
CCAAGT TTGCCCTGGT GECCCCTGT CCAGCCT GAAGAAGACTCTGGTAATGTAAATG
GGAAAAAAAGAAACCACACAAAGAGGATACAGGACCCTACAGAAGATGCTGAACCT G
AGGACACACCCAGGAAAAGACT CAGGACGGACAAGCACAGT CTTCGGAAG

The sequences of shRNA targeting circWHSC1 are:

Top strand:
GATCCGAGTCTTCGGAAGTGTTCTAAGAACTTCAAGAGAGTTCTTAGAAC
ACTTCCGAAGACTTTTTTTC

Bottom strand:
AATTGAAAAAAAGTCTTCGGAAGTGTTCTAAGAACTCTCTTGAAGTTCTTA
GAACACTTCCGAAGACTCG

The sequences of probe against circWHSC1 are:
CAGAUGCUUCCGUUCUUAGAACACUUCCGAAGACUGUG



