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Table S1. The authenticity of commercial herbal products sold on national markets

No.

Continent | No. Country References
CAsia | L Bhem |9
2. China (12, 21, 29-106)
3. Hong Kong (107)
4. India (8, 108-130)
5. Iran (19, 131)
6. Japan (57,74,75, 132-144)
7. Malaysia (145-148)
8. North Korea (44)
9. Pakistan (149, 150)
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10. Philippines (151-153)

11. Russia (17)

12. Singapore (31)

13. South Korea (29, 45, 47, 48, 53-55, 66, 76, 154-

157)

14. Taiwan (39, 158-168)

15. Thailand (6, 169-180)

16. | United Arab Emirates | (181)
07| Auswia |as289
18. Czech Republic (22, 187)

19. France (187)

20. Germany (19, 22, 136, 188-191)

21. Greece (19)

22. Italy (182, 192, 193, 196)




23. Norway (187)
24. Poland (22, 183, 187)
25. Portugal (197)
26. Romania (22, 183, 187)
27. Spain (22, 187)
28. Turkey (19, 198)
29. United Kingdom (22, 199-202)
Africa 30. Morocco (203)
31. South Africa (204, 205)
32. Tanzania (206)
North 33. Canada (18, 207)
America
34, USA (32,50,71, 134, 208-219)
South 35. Bolivia (220)
America
36. Brazil (221-224)
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6 Australia | 37. Australia (20, 225)
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