
Supplementary Table 3.

List of the predicted topology of the modified TMPs including 
the modified aspartic and glutamic acids from our 

experiments and already existing other experimental results

Legend of the colours used in topology representation:

Legend of the graphics:

Grey: signal sequence
Blue: extracellular region
Yellow: membrane region
Red: intracellular region

I.
II.
III.

I. line: CCTOP Prediction
II. Line: Previous other experimental results*
III. Line: Identified glutamic or aspartic acid

*Continuous blue or red line means that the structure of the 
whole region of the protein was previously determined.



O00241

P01893
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P05534
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P10316
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P15144

P16188
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P30499

P30504

P30511

P32942

P35613

P54709

P78324

Q08722

Q09160

Q13740

Q15758

Q31612

Q5TFQ8

Q6GTX8

Q95604

Q99808

Q9BY67

Q9NV96

Q9Y639
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