
0.09

I3-11-9m assembly NODE_1697080_length_407_cov_0.878571

I3-11-9m assembly NODE_1564181_length_416_cov_0.847751

Streptomyces thermoautotrophicus (WP_067071928.1)

Nematostella vectensis (XP_001635336.1)

Rhodobacteraceae bacterium TMED38 (OUU08914.1)

Devosia riboflavina (WP_035087307.1)

Hoeflea phototrophica (WP_007196388.1)

Aureimonas altamirensis (WP_060600078.1)

Candidatus Nitrosoarchaeum sp. (PHY09936.1)

uncultured marine organism (ABB92613.1)

I3-11-9m assembly k27_5062099

C6-18m assembly NODE_21176_length_3440_cov_1.314820

CPI-14m assembly NODE_1212542_length_431_cov_2.782895

Defluviimonas (WP_035839978.1)

Rhodospirillaceae bacterium TMED8 (OUT52910.1)

C6-18m assembly NODE_62016_length_1839_cov_2.791472

Magnetococcus marinus (WP_011712702.1)

CPI-14m assembly NODE_279377_length_849_cov_0.994460

uncultured gamma proteobacterium (AJG37981.1)

Rhodovulum sulfidophilum (WP_075781865.1)

uncultured organism (ACB99332.1)

Bermanella marisrubri (WP_007016668.1)

Ostreococcus tauri (XP_003083318.1)

Oceanobacter kriegii (WP_084644813.1)

Candidatus Pelagibacter sp. TMED197 (OUW58232.1)

I3-11-9m assembly NODE_424894_length_675_cov_0.861314

I3-13-9m assembly NODE_437778_length_544_cov_0.594724

Paracoccus sp. N5 (WP_018001456.1)

Ochrobactrum sp. PW1 (BBA74362.1)

C6-18m assembly NODE_271722_length_820_cov_0.851371

C6-18m assembly NODE_376225_length_683_cov_1.359712

CPI-14m assembly NODE_30779_length_2791_cov_1.472973

Candidatus Frankia californiensis (SBW20737.1)

C6-18m assembly NODE_224906_length_905_cov_1.273779

Zhizhongheella caldifontis (WP_104299895.1)

I3-16-4m assembly NODE_479_length_39034_cov_7.283419

Thioalkalivibrio sp. AKL12 (WP_018952278.1)

Streptomyces sp. NRRL F-5755 (WP_053699958.1)

I3-11-9m assembly NODE_2077787_length_387_cov_0.861538

Methylophaga aminisulfidivorans (WP_007145297.1)

I3-16-4m assembly NODE_506288_length_651_cov_1.404580

Saccharothrix syringae (WP_033432178.1)

Oceanisphaera psychrotolerans (WP_071472095.1)

Celeribacter ethanolicus (WP_066703965.1)

C6-18m assembly NODE_578726_length_558_cov_1.041763

Planktothrix agardhii (WP_027249665.1)

Phycisphaera mikurensis (WP_014436754.1)

Candidatus Nitrososphaera gargensis Ga9.2 (AFU57556.1)

Amorphus coralli (WP_026319061.1)

uncultured prokaryote (BBA07067.1)

Hylemonella gracilis (WP_006296156.1)

uncultured prokaryote (BBA06064.1)

Burkholderiales bacterium RIFOXYC12_FULL_65_23 (OGB71998.1)

uncultured prokaryote (BBA06156.1)

C6-18m assembly NODE_1183513_length_436_cov_0.799353

I3-16-4m assembly NODE_1698696_length_394_cov_0.456929

Altererythrobacter sp. MH-B5 (WP_067540711.1)

Methylobacter sp. (PPD03237.1)

bacterium JKG1 (WP_026369456.1)

Coemansia reversa NRRL 1564 (PIA12629.1)

Streptomyces lavenduligriseus (WP_030775172.1)

Martelella sp. AD-3 (WP_024708960.1)

Hydrogenophilales bacterium 12-61-10 (OYW40422.1)

Salinarimonadaceae bacterium HL-109 (WP_074443808.1)

Rhodobacteraceae bacterium EhC02 (WP_068293676.1)

C6-18m assembly NODE_10766_length_5118_cov_1.424163

I3-11-9m assembly NODE_168727_length_1090_cov_1.193146

I3-11-9m assembly NODE_488862_length_631_cov_1.146825

Hyphomicrobiaceae bacterium TMED74 (OUU81761.1)

Rhodospirillaceae bacterium TMED140 (OUX71011.1)

I3-11-9m assembly NODE_1100579_length_455_cov_0.750000

I3-16-4m assembly NODE_149549_length_1303_cov_1.914966

Methyloversatilis universalis (WP_018227678.1)

Ipomoea nil (XP_019176700.1)

Thalassococcus halodurans (WP_103911384.1)

Marinobacterium aestuarii (WP_067385049.1)

Marinobacter psychrophilus (WP_048385484.1)

Betaproteobacteria bacterium RIFCSPLOWO2_12_FULL_68_20 (OGA64780.1)

Methylovulum psychrotolerans (WP_088618542.1)

Rhizobiales bacterium TMED25 (OUT74066.1)

Neptunomonas phycophila (WP_075171143.1)

uncultured prokaryote (BBA01931.1)

uncultured prokaryote (BBA03781.1)

Paenibacillus sp. GP183 (WP_090797576.1)

Actinophytocola xinjiangensis (WP_075134301.1)

Rhodomicrobium (WP_088348026.1)

Alphaproteobacteria bacterium MedPE-SWcel (OIQ32783.1)

Thalassospira lucentensis (WP_022732586.1)

CPI-14m assembly NODE_1510383_length_403_cov_0.898551

Desulfatitalea sp. BRH_c12 (KJS30994.1)

Roseivivax jejudonensis (WP_085790265.1)

uncultured bacterium (AJF12818.1)

Streptomyces (WP_097958620.1)

I3-16-4m assembly NODE_630033_length_576_cov_0.984410

CPI-14m assembly NODE_892296_length_468_cov_0.697947

Candidatus Puniceispirillum sp. TMED52 (OUU49313.1)

Candidatus Rokubacteria bacterium 13_1_40CM_4_69_39 (OLC52696.1)

Oscillatoria acuminata (WP_015149412.1)

Oceanibacterium hippocampi (WP_085884072.1)

Thalassiosira pseudonana CCMP1335 (XP_002296690.1)

Rhodobacteraceae bacterium (WP_105235558.1)

uncultured prokaryote (BBA03900.1)

Proteobacteria bacterium ST_bin15 (OQW81512.1)

Leucothrix mucor (WP_022954636.1)

Tranquillimonas alkanivorans (WP_093421711.1)

Streptosporangium amethystogenes (WP_030903961.1)

Halioglobus japonicus (WP_084198416.1)

C6-18m assembly NODE_417741_length_650_cov_0.879541

Roseobacter sp. MedPE-SWde (OIQ39263.1)

I3-16-4m assembly NODE_1379846_length_423_cov_0.831081

Alphaproteobacteria bacterium MarineAlpha9_Bin1 (PPR30017.1)

uncultured prokaryote (BBA06800.1)

Burkholderia pseudomallei (WP_058035843.1)

C6-18m assembly NODE_841438_length_476_cov_0.687679

Hymenobacter gelipurpurascens (WP_088843536.1)

Pseudomonas amygdali pv. mori (KPX89525.1)

I3-11-9m assembly NODE_386850_length_706_cov_1.654577

Sulfitobacter (WP_067927564.1)

Moritella dasanensis (WP_017222775.1)

Synechococcus sp. SynAce01 (WP_071800663.1)

CPI-14m assembly NODE_356641_length_733_cov_1.412541

Escherichia coli (ACA28630.1)

Phyllobacterium sp. CL33Tsu (WP_091921411.1)

I3-16-4m assembly NODE_721532_length_537_cov_1.278049

Methylobacterium nodulans (WP_015927152.1)

Proteobacteria bacterium TMED61 (OUU55985.1)

Gilvimarinus polysaccharolyticus (WP_049721276.1)

Nesiotobacter exalbescens (WP_102868726.1)

unclassified Rhizobiales (miscellaneous) (WP_092638538.1)

Bauldia litoralis (WP_090876248.1)

Cyanobacterium aponinum (WP_099436774.1)

I3-16-4m assembly NODE_1474429_length_414_cov_0.860627

Skermanella aerolata (WP_044436308.1)

Synechococcus sp. TMED19 (OUT72163.1)

Candidatus Endolissoclinum sp. TMED55 (OUU57348.1)

Gammaproteobacteria bacterium TMED119 (OUV63564.1)

Methylomicrobium alcaliphilum (WP_014148251.1)

Stanieria sp. NIES-3757 (WP_096384484.1)

uncultured prokaryote (BBA02174.1)

Rhodobacterales bacterium 52_120_T64 (OUS08242.1)

Thalassobius aestuarii (WP_093091260.1)

Boseongicola aestuarii (WP_093974345.1)

Hymenobacter swuensis (WP_044000942.1)

Yangia sp. CCB-MM3 (WP_066101583.1)

Thiocystis violascens (WP_014778490.1)

C6-18m assembly NODE_664566_length_530_cov_0.612903

Pacificibacter marinus (WP_085849248.1)

Salinarimonas rosea (WP_029031954.1)

Pseudogulbenkiania sp. MAI-1 (WP_024302604.1)

uncultured prokaryote (BBA04138.1)

Marinobacter vinifirmus (WP_094623771.1)

Betaproteobacteria bacterium SG8_39 (KPK07623.1)

Catenovulum maritimum (WP_048694145.1)

uncultured prokaryote (BBA00903.1)

I3-16-4m assembly NODE_1188124_length_442_cov_0.784127

I3-16-4m assembly NODE_1630048_length_400_cov_0.871795

Eucalyptus grandis (XP_010044774.1)

CPI-14m assembly NODE_635320_length_547_cov_1.050000

Litorimicrobium taeanense (WP_090269305.1)

Phaeobacter inhibens (WP_027248408.1)

Roseobacter sp. AzwK-3b (WP_037295249.1)

Confluentimicrobium lipolyticum (WP_093966370.1)

Thioflexothrix psekupsii (WP_086489542.1)

C6-18m assembly NODE_224686_length_888_cov_1.357424

Zobellella denitrificans (WP_094040942.1)

Ideonella sakaiensis (WP_054022150.1)

Ruegeria conchae (WP_010437453.1)

CPI-14m assembly NODE_1701817_length_390_cov_0.931559

I3-13-9m assembly NODE_11644_length_4266_cov_6.590239

I3-16-4m assembly NODE_1900_length_18782_cov_3.853283 (GoM MAG 1)

C6-18m assembly NODE_620916_length_547_cov_1.173810

Marinobacterium stanieri (WP_010321965.1)

Curvibacter sp. PAE-UM (WP_057673734.1)

Solimonas variicoloris (WP_020648644.1)

I3-11-9m assembly NODE_1148951_length_450_cov_0.767802

Streptomyces indicus (WP_093610468.1)

Lactonifactor longoviformis (WP_072851713.1)

CPI-14m assembly NODE_2709_length_13804_cov_3.998611

C6-18m assembly NODE_636047_length_541_cov_0.896135

Phaeodactylum tricornutum CCAP 1055/1 (XP_002183086.1)

Spirulina major (WP_072621246.1)

Actinokineospora bangkokensis (WP_075975688.1)

C6-18m assembly NODE_176979_length_1027_cov_0.933333

Algiphilus aromaticivorans (WP_043768995.1)

Photobacterium halotolerans (WP_027250942.1)

Guillardia theta CCMP2712 (XP_005823963.1)

Loktanella tamlensis (WP_090199899.1)

Solimonas aquatica (WP_093287667.1)

Thalassobaculum salexigens (WP_084619018.1)

Lentibacter algarum (WP_089887092.1)

Loktanella soesokkakensis (WP_085897594.1)

Actinomadura echinospora (WP_103938942.1)

Pseudooceanicola nitratireducens (WP_093452799.1)

Desulfovibrio bastinii (WP_027180009.1)

Hymenobacter chitinivorans (WP_100337490.1)

C6-18m assembly NODE_1605814_length_398_cov_0.885609

Zea mays (ONM28032.1)

Methyloversatilis sp. RAC08 (AOF81154.1)

Chrysochromulina sp. CCMP291 (KOO24765.1)

uncultured prokaryote (BBA06284.1)

I3-13-9m assembly NODE_600047_length_472_cov_0.678261

Oceanospirillales bacterium TMED33 (OUX81041.1)

CPI-14m assembly NODE_478778_length_638_cov_0.964775

Aureococcus anophagefferens (XP_009039471.1)

Rhodobacteraceae bacterium (PQM61623.1)

Halomonas xinjiangensis (WP_043532359.1)

Aurantimonas sp. USBA 369 (WP_078709562.1)

uncultured prokaryote (BBA03643.1)

Pseudomonas massiliensis (WP_040259992.1)

Afipia sp. P52-10 (WP_034464615.1)

Thalassolituus sp. HI0120 (KZZ50940.1)

Citreicella sp. 357 (WP_009504114.1)

Rhizobium sp. Leaf306 (WP_062455253.1)

CPI-14m assembly NODE_313862_length_785_cov_1.522796

Labrys okinawensis (PRH89675.1)

Novosphingobium sp. AP12 (WP_007687704.1)

Teredinibacter sp. 1162T.S.0a.05 (WP_045818151.1)

I3-16-4m assembly NODE_45537_length_2787_cov_1.232331

CPI-14m assembly NODE_1187602_length_434_cov_0.801303

Candidatus Synechococcus lacustris str. Tous (OON12026.1)

Rhizobiales bacterium 64-17 (OJY42930.1)

Stappia indica (WP_067338769.1)

Rhizobiales bacterium 65-79 (OJU04587.1)

Mongoliimonas terrestris (WP_075216339.1)

Magnetospira sp. QH-2 (WP_046020477.1)

Cellvibrionales bacterium (PCH53103.1)

Desulfobulbus japonicus (WP_028580280.1)

Hymenobacter sp. MIMBbqt21 (WP_086595897.1)

Photobacterium ganghwense (WP_047884445.1)

Rhodobacteraceae bacterium HTCC2150 (WP_008185157.1)

Beggiatoa alba (WP_002691092.1)

Candidatus Muproteobacteria bacterium RBG_16_60_9 (OGI69803.1)

uncultured prokaryote (BBA07146.1)

bacterium A52C2 (WP_092497447.1)

alpha proteobacterium BAL199 (WP_007670703.1)

uncultured bacterium (AJF13185.1)

Advenella sp. S44 (WP_100697076.1)

Crossiella equi (WP_086784661.1)

Euryarchaeota archaeon TMED255 (OUX22541.1)

I3-16-4m assembly NODE_794832_length_511_cov_0.643229

Methylomonas sp. (PPD19571.1)

Pseudomonas grimontii (WP_090400827.1)

Labrenzia (WP_055115220.1)

I3-13-9m assembly NODE_781365_length_441_cov_0.786624

CPI-14m assembly NODE_190045_length_1048_cov_0.646037

Neiella marina (WP_087505938.1)

Rhodococcus (WP_027501478.1)

I3-11-9m assembly NODE_36986_length_2561_cov_2.194330

I3-16-4m assembly NODE_1634_length_20352_cov_23.928158

uncultured prokaryote (BBA01518.1)

Oceanospirillum beijerinckii (WP_084624179.1)

I3-11-9m assembly NODE_940602_length_472_cov_0.715942

I3-11-9m assembly k57_1918708

I3-16-4m assembly NODE_946872_length_475_cov_0.709770

Oleiphilus messinensis (WP_087459922.1)

Bosea sp. 117 (WP_029356593.1)

Fischerella major (WP_073554618.1)

I3-11-9m assembly NODE_106988_length_1407_cov_1.315625

Gordonia aichiensis (WP_005176995.1)

I3-13-9m assembly NODE_14221_length_3748_cov_2.285556

uncultured prokaryote (BBA05765.1)

Caenispirillum bisanense (WP_097281161.1)

Streptomyces sp. MBT76 (WP_058041473.1)

Actinobacteria bacterium 13_2_20CM_2_72_6 (OLB64174.1)

Aliagarivorans (WP_026959750.1)

bacterium BMS3Abin11 (GBE09051.1)

Acidihalobacter ferrooxidans (WP_076835119.1)

I3-11-9m assembly NODE_1533632_length_418_cov_0.845361

Hoeflea phototrophica (WP_007196041.1)

Photobacterium leiognathi (WP_053986980.1)

Albimonas donghaensis (WP_092679435.1)

Chromatiaceae bacterium 2141T.STBD.0c.01a (WP_078121762.1)

Noviherbaspirillum sp. Root189 (WP_057289502.1)

Rhodospirillales bacterium URHD0017 (WP_092821626.1)

uncultured prokaryote (BBA05645.1)

Telmatospirillum siberiense (WP_101251470.1)

Pseudoalteromonas phenolica (WP_058032311.1)

Methylocella silvestris (WP_012591023.1)

Rhodobacteraceae bacterium PD-2 (WP_023847857.1)

Rhodobacter sp. CCB-MM2 (WP_068296664.1)

Amphritea atlantica (WP_091356993.1)

C6-18m assembly NODE_196082_length_954_cov_1.448609

CPI-14m assembly NODE_559089_length_591_cov_0.726293

Gynuella sunshinyii (WP_044618633.1)

Trichoderma guizhouense (OPB44446.1)

Paraglaciecola hydrolytica (WP_068374180.1)

Ralstonia insidiosa (WP_064802519.1)

I3-16-4m assembly NODE_1229975_length_438_cov_0.784566

Desulfonauticus sp. 38_4375 (KUJ96036.1)

Chelativorans sp. BNC1 (WP_011582002.1)

Ahrensia kielensis (WP_018689534.1)

Rhizobiales bacterium (PCJ85386.1)

Rhizobiales bacterium YIM 77505 (WP_037017672.1)

Thiothrix nivea (WP_002709083.1)

Defluviimonas alba (WP_066813127.1)

I3-16-4m assembly NODE_1532088_length_409_cov_0.822695

Magnetofaba australis (WP_085441665.1)

Streptomyces sp. TSRI0281 (WP_073718802.1)

I3-13-9m assembly NODE_205000_length_806_cov_1.058910

Natronohydrobacter thiooxidans (WP_071794935.1)

uncultured bacterium (AJF13049.1)

Bathycoccus prasinos (XP_007515363.1)

Acanthamoeba castellanii str. Neff (XP_004337330.1)

I3-16-4m assembly NODE_878633_length_490_cov_0.680441

I3-16-4m assembly NODE_1418_length_22045_cov_6.825349

Pseudovibrio stylochi (WP_068088183.1)

Gammaproteobacteria bacterium BRH_c0 (KJS07752.1)

Rhizobiales bacterium NRL2 (ANK81982.1)

Vibrio hangzhouensis (WP_103879349.1)

Alphaproteobacteria bacterium MarineAlpha10_Bin3 (PPR25794.1)

Alphaproteobacteria bacterium TMED109 (OUV26700.1)

Thiohalorhabdus denitrificans (WP_054965937.1)

Ahrensia sp. R2A130 (WP_009757934.1)

Rhodospirillaceae bacterium TMED256 (OUX29398.1)

CPI-14m assembly NODE_820366_length_480_cov_1.399433

uncultured prokaryote (BBA00073.1)

Rhodospirillaceae bacterium TMED167 (OUW29405.1)

Desulfovibrio desulfuricans (WP_014322070.1)

uncultured thaumarchaeote (AJF12314.1)

Hartmannibacter diazotrophicus (WP_099558109.1)

uncultured prokaryote (BBA06720.1)

Pseudomonas syringae pv. actinidiae (GAO93436.1)

Aminobacter sp. J41 (WP_024848848.1)

Acidisphaera rubrifaciens (WP_048862150.1)

Rhodovulum sp. ES.010 (WP_074219946.1)

uncultured bacterium (AJF12829.1)

Roseovarius atlanticus (WP_057791205.1)

Ahrensia marina (WP_053998093.1)

OCS116 cluster bacterium (PCJ03838.1)

Devosia insulae (WP_069909609.1)

Streptomyces sp. NRRL S-350 (WP_030238300.1)

C6-18m assembly NODE_1433168_length_413_cov_0.863636

Phaeobacter sp. 22II1-1F12B (WP_088633652.1)

Pelagibacterium (WP_014132670.1)

uncultured prokaryote (BBA01606.1)

Albimonas pacifica (WP_092860139.1)

Saccharospirillum impatiens (WP_028672222.1)

Candidatus Thiodiazotropha endoloripes (WP_069004303.1)

uncultured prokaryote (BBA03460.1)

Streptomyces sp. TAA204 (WP_028432725.1)

Pseudonocardia autotrophica (WP_073575029.1)

Pseudoruegeria aquimaris (WP_085867469.1)

Rhodospirillaceae bacterium (PCI41630.1)

Roseisalinus antarcticus (WP_085879144.1)

Thalassobium sp. (PHQ85118.1)

Roseibium sp. TrichSKD4 (WP_009467398.1)

CPI-14m assembly NODE_523085_length_611_cov_0.721074

Sulfitobacter litoralis (WP_093731516.1)

C6-18m assembly NODE_388740_length_683_cov_1.201439

I3-16-4m assembly NODE_1470548_length_417_cov_1.272414

Starkeya novella (WP_013166205.1)

Marinobacterium lutimaris (WP_104001596.1)

Streptomyces laurentii (BAU81689.1)

Acinetobacter marinus (WP_092618478.1)

Rhodospirillales bacterium RIFCSPLOWO2_12_FULL_67_15 (OHC81930.1)

Hyphomicrobium sp. CS1GBMeth3 (WP_072395807.1)

Enterovibrio pacificus (WP_068903695.1)

uncultured marine bacterium HF10_45G01 (ABL97340.1)

Hyalangium minutum (WP_044182747.1)

Bacillus sp. 1NLA3E (WP_015593438.1)

I3-16-4m assembly k107_566760

Verrucomicrobia bacterium TMED56 (OUU36312.1)

Phyllobacterium sp. 1N-3 (PRD43413.1)

Streptomyces hygroscopicus (WP_078639275.1)

Paracoccus sp. WN007 (WP_095641195.1)

Solimonas soli (WP_028079718.1)

Hypsibius dujardini (OQV21346.1)

Candidatus Rhodobacter lobularis (WP_049644408.1)

Agrobacterium vitis (WP_060718125.1)

Desulfobacter vibrioformis (WP_035235687.1)

I3-13-9m assembly NODE_573476_length_478_cov_0.706553

Nocardia acidivorans (WP_067562598.1)

I3-16-4m assembly NODE_52557_length_2543_cov_10.726821

Desertifilum sp. IPPAS B-1220 (WP_069965646.1)

Rhodobacteraceae bacterium HLUCCO18 (KPQ16628.1)

I3-16-4m assembly NODE_17871_length_5025_cov_3.932421

Monaibacterium marinum (WP_097929208.1)

CPI-14m assembly NODE_660909_length_536_cov_1.193154

C6-18m assembly NODE_1311320_length_420_cov_0.989761

Mycobacterium vaccae (WP_003932308.1)

Labrenzia (WP_023002501.1)

CPI-14m assembly NODE_15972_length_4203_cov_1.416340

Oleibacter marinus (WP_076514529.1)

uncultured organism (ACB98914.1)

Candidatus Nitrosopelagicus brevis (WP_107734619.1)

I3-13-9m assembly NODE_1266686_length_382_cov_0.964706

Mycobacterium neoaurum (WP_030136600.1)

I3-16-4m assembly NODE_3947_length_12587_cov_3.036356

Vibrio sp. C7 (GAL10793.1)

Maribius pelagius (WP_091846118.1)

Methylocaldum marinum (BBA34751.1)

Methyloterricola oryzae (WP_045224330.1)

Croceicoccus sp. H4 (WP_066552350.1)

CPI-14m assembly NODE_1752740_length_381_cov_1.413386

Candidatus Nitrosopumilus sediminis (AFS83321.1)

Mycobacterium lacus (WP_085162205.1)

Halomonas salina (WP_052052466.1)

Citrobacter braakii (WP_104651863.1)

Amorphus coralli (WP_018697978.1)

Nitrososphaera viennensis EN76 (AIC15715.1)

Comamonadaceae bacterium A1 (WP_045532396.1)

CPI-14m assembly NODE_638090_length_553_cov_0.870892

I3-11-9m assembly NODE_1750428_length_403_cov_1.710145

Thalassobius mediterraneus (WP_058319395.1)

Geminicoccus roseus (WP_027134840.1)

Gammaproteobacteria bacterium SG8_11 (KPJ90404.1)

Emiliania huxleyi CCMP1516 (XP_005784948.1)

CPI-14m assembly NODE_158313_length_1155_cov_1.694553

Myxosarcina sp. GI1 (WP_036478221.1)

gamma proteobacterium NOR5-3 (WP_009022316.1)

Rubritalea marina (WP_018970987.1)

Mizuhopecten yessoensis (XP_021361067.1)

I3-13-9m assembly NODE_736462_length_448_cov_0.760125

Variibacter gotjawalensis (WP_096353361.1)

Acidobacteria bacterium 13_1_40CM_56_16 (OLC28686.1)

Flavobacteriaceae bacterium TMED212 (OUW76988.1)

Thiomicrospira sp. CG2_30_44_34 (OIP95839.1)

Spirosoma spitsbergense (WP_020601544.1)

uncultured prokaryote (BBA02594.1)

Nitrosotalea sp. CS (SMH72521.1)

Microcystis aeruginosa (WP_045357522.1)

CPI-14m assembly NODE_908745_length_465_cov_1.097633

Chitinophaga jiangningensis (WP_083550441.1)

Rhizobacter sp. OV335 (WP_073462220.1)

Fragilariopsis cylindrus CCMP1102 (OEU19588.1)

Bacillus sp. Soil768D1 (WP_057219535.1)

CPI-14m assembly NODE_2782_length_13869_cov_11.038641 (GoM MAG 6)

Mycobacterium (WP_020787461.1)

Elstera litoralis (KJV11163.1)

Oceanicola sp. S124 (WP_010141741.1)

Pseudanabaena sp. 'Roaring Creek' (WP_055075251.1)

Ketogulonicigenium vulgare (WP_014537527.1)

uncultured prokaryote (BBA04833.1)

C6-18m assembly NODE_919939_length_464_cov_0.976261

Marinomonas sp. QM202 (WP_087610307.1)

Cohnella panacarvi (WP_051421880.1)

uncultured marine thaumarchaeote KM3_73_E02 (AIF16287.1)

Rhodospirillaceae bacterium TMED8 (OUT53376.1)

Balneatrix alpica (WP_027312407.1)

C6-18m assembly NODE_171834_length_1024_cov_1.101449

uncultured bacterium (AJF12712.1)

Reinekea forsetii (WP_100256261.1)

Candidatus Accumulibacter sp. BA-94 (EXI91412.1)

C6-18m assembly NODE_239173_length_859_cov_2.304645

uncultured organism (ACB99406.1)

Rhizobiales bacterium (PCH51564.1)

Nevskia ramosa (WP_022978691.1)

I3-16-4m assembly NODE_1454188_length_416_cov_0.851211

Branchiostoma floridae (XP_002590444.1)

Strongylocentrotus purpuratus (XP_011670742.1)

I3-13-9m assembly NODE_1163719_length_391_cov_0.897727

Sphaerospermopsis kisseleviana (WP_096565120.1)

Photobacterium sp. J15 (WP_064607998.1)

C6-18m assembly NODE_342890_length_715_cov_1.678571

Lutibaculum baratangense (WP_023432316.1)

uncultured organism (ACB99025.1)

Sporomusa silvacetica (WP_094607355.1)

CPI-14m assembly NODE_218932_length_970_cov_0.948992

Vibrio campbellii (WP_045371195.1)

Kordiimonas gwangyangensis (WP_020399710.1)

Puniceicoccaceae bacterium MED-G31 (PDH29092.1)

I3-11-9m assembly NODE_492687_length_637_cov_1.521569

Mycobacterium mucogenicum (WP_064857633.1)

CPI-14m assembly NODE_464458_length_640_cov_0.719298

Methyloceanibacter marginalis (WP_069622984.1)

C6-18m assembly NODE_617252_length_541_cov_1.060386

C6-18m assembly NODE_170285_length_1029_cov_1.025499

Aliivibrio fischeri (WP_065624572.1)

uncultured nuHF1 cluster bacterium HF0130_24M16 (ADI21816.1)

I3-16-4m assembly NODE_1159506_length_448_cov_0.766355

I3-11-9m assembly NODE_1894230_length_398_cov_0.804428

Alteromonas confluentis (WP_070126023.1)

uncultured bacterium (AJF12612.1)

Rhizobiales bacterium (PLX38415.1)

Marinobacter sp. X15-166B (WP_070056236.1)

Rhodospirillales bacterium CG15_BIG_FIL_POST_REV_8_21_14_020_66_15 (PIW25930.1)

Oscillatoriales cyanobacterium JSC-12 (WP_009768607.1)

Nitrosopumilus (WP_014965691.1)

Georgenia soli (WP_098484839.1)

Oceaniovalibus guishaninsula (WP_007427886.1)

I3-11-9m assembly NODE_108010_length_1399_cov_1.954403

Myxococcus fulvus (WP_074949054.1)

Hydrogenophaga sp. SCN 70-13 (ODT33429.1)

Puniceibacterium sediminis (WP_089270522.1)

Aureococcus anophagefferens (XP_009034045.1)

I3-11-9m assembly NODE_780120_length_510_cov_1.276762

CPI-14m assembly NODE_604228_length_568_cov_1.117914

Marchantia polymorpha subsp. ruderalis (OAE23695.1)

Thalassospira sp. MCCC 1A01428 (WP_085590809.1)

I3-11-9m assembly NODE_709609_length_535_cov_0.901961

Loktanella atrilutea (WP_072858403.1)

uncultured prokaryote (BBA06361.1)

Methylohalobius crimeensis (WP_022948682.1)

Oceanimonas doudoroffii (WP_094199098.1)

Rhodobacteraceae bacterium HLUCCA08 (KPP83762.1)

Methylobacterium sp. Leaf123 (WP_056197322.1)

Arboriscoccus pini (WP_088563034.1)

I3-11-9m assembly NODE_1391158_length_431_cov_0.812500

Parendozoicomonas haliclonae (WP_087108113.1)

CPI-14m assembly NODE_89504_length_1545_cov_1.169252

Loktanella sediminum (WP_072902952.1)

Tsukamurella paurometabola (WP_013127992.1)

Hahella ganghwensis (WP_020409538.1)

Vibrio diazotrophicus (WP_102954802.1)

CPI-14m assembly NODE_697264_length_522_cov_0.610127

Lampropedia cohaerens (WP_046742099.1)

Gammaproteobacteria bacterium TMED50 (OUU42625.1)

Roseibacterium elongatum (WP_025312573.1)

Alteromonadaceae bacterium (PCK07724.1)

Photobacterium sanctipauli (WP_036818889.1)

Verrucomicrobia bacterium IMCC26134 (WP_046297082.1)

I3-16-4m assembly NODE_24331_length_4158_cov_2.223270

I3-11-9m assembly NODE_1867510_length_399_cov_0.911765

Sanguibacter gelidistatuariae (WP_093181599.1)

Roseivivax halotolerans (WP_093009575.1)

Loktanella vestfoldensis (WP_019954559.1)

Polaromonas sp. CG9_12 (WP_036809415.1)

Moraxellaceae bacterium (PCJ42263.1)

Loktanella koreensis (WP_089993256.1)

Frankia sp. EI5c (WP_066066485.1)

gamma proteobacterium HTCC2207 (WP_007231394.1)

C6-18m assembly NODE_466666_length_627_cov_0.570000

C6-18m assembly NODE_921226_length_464_cov_0.735905

Tabrizicola aquatica (WP_103255750.1)

uncultured prokaryote (BBA04472.1)

Pseudomonas viridiflava (WP_099226525.1)

Amycolatopsis benzoatilytica (WP_020664502.1)

Succinivibrionaceae bacterium WG-1 (WP_010457200.1)

CPI-14m assembly NODE_349888_length_741_cov_0.913681

Myxococcus hansupus (WP_002635579.1)

Cryptosporangium aurantiacum (WP_073258134.1)

Pseudomonas psychrotolerans (WP_058760469.1)

Devosia sp. 66-22 (OJX50605.1)

C6-18m assembly NODE_892441_length_468_cov_0.709677

Methylophilus sp. (PPD12730.1)

Verrucomicrobiae bacterium DG1235 (WP_008100920.1)

Rhodococcus (WP_020113199.1)

I3-11-9m assembly NODE_1525268_length_421_cov_1.146259

Rhizobiales bacterium 62-17 (OJY00256.1)

Solirubrobacter soli (WP_028065705.1)

Fulvimarina manganoxydans (WP_084408454.1)

Methyloglobulus morosus (WP_023495760.1)

Alphaproteobacteria bacterium HGW-Alphaproteobacteria-8 (PKP63111.1)

Catenovulum agarivorans (WP_016956969.1)

CPI-14m assembly NODE_1073526_length_446_cov_0.711599

Citreicella sp. 357 (WP_009506073.1)

Vibrio aphrogenes (WP_086981172.1)

Sulfobacillus sp. hq2 (WP_103376323.1)

Pseudoruegeria sp. SK021 (WP_086054743.1)

Rhodobacter ovatus (WP_097030972.1)

Cenarchaeum symbiosum A (ABK77090.1)

Candidatus Nitrosopumilus piranensis (AJM92606.1)

I3-16-4m assembly NODE_45818_length_2723_cov_2.068952

Rhodocyclales (WP_102041936.1)

Acidobacteria bacterium 13_1_40CM_65_14 (OLC41399.1)

Bradyrhizobium sp. STM 3843 (WP_008973167.1)

I3-11-9m assembly NODE_238722_length_920_cov_1.717528

Candidatus Nitrosocaldus islandicus (WP_103287105.1)

Methylobacter sp. BBA5.1 (WP_036251778.1)

Nitrincola nitratireducens (WP_036510886.1)

Endozoicomonas elysicola (WP_034843876.1)

I3-11-9m assembly NODE_65199_length_1894_cov_3.684776

Betaproteobacteria bacterium TMED22 (OUT79599.1)

uncultured bacterium (AJF12591.1)

Ketobacter alkanivorans (WP_101894037.1)

I3-16-4m assembly NODE_742547_length_529_cov_1.378109

Paracoccus denitrificans (WP_011747531.1)

Azoarcus tolulyticus (WP_076602468.1)

Spongiibacter tropicus (WP_022958468.1)

Loktanella marina (WP_093990132.1)

uncultured bacterium (AJF12823.1)

Vibrio halioticoli (WP_023403285.1)

Actinomadura sp. 5-2 (WP_103563430.1)

Thiothrix flexilis (WP_020560123.1)

Caballeronia glathei (WP_035931070.1)

Pantholops hodgsonii (XP_005976462.1)

Sporocytophaga myxococcoides (WP_028978830.1)

Microbulbifer sp. HZ11 (WP_043319318.1)

Clostridium sp. CAG:167 (CCZ91440.1)

Cyanobium sp. Baikal-G2 (PHX68234.1)

Hahella chejuensis (WP_011398290.1)

Acidocella sp. 20-61-6 (OYV41853.1)

Tistlia consotensis (WP_085121517.1)

C6-18m assembly NODE_38789_length_2357_cov_1.878475

Haematobacter missouriensis (WP_035742243.1)

Mesorhizobium sp. B7 (WP_072602367.1)

Gammaproteobacteria bacterium (PCJ21825.1)

Pseudohongiella acticola (WP_070116053.1)

C6-18m assembly NODE_1592926_length_395_cov_0.865672

Actibacterium ureilyticum (WP_095589100.1)

CPI-14m assembly NODE_500473_length_624_cov_1.235412

I3-11-9m assembly NODE_238966_length_920_cov_0.934426

Alkalilimnicola ehrlichii (WP_011627935.1)

Rhizobiales bacterium 32-66-11 (OYX68789.1)

Betaproteobacteria bacterium HGW-Betaproteobacteria-13 (PKO81112.1)

uncultured prokaryote (BBA01608.1)

Microvirga vignae (WP_047190426.1)

C6-18m assembly NODE_244092_length_867_cov_1.031081

I3-11-9m assembly NODE_2099507_length_382_cov_0.968627

I3-16-4m assembly NODE_5292_length_10358_cov_2.437298

Massilia yuzhufengensis (WP_091876305.1)

uncultured prokaryote (BBA05350.1)

Epibacterium ulvae (WP_090214544.1)

uncultured prokaryote (BBA06767.1)

I3-16-4m assembly NODE_353700_length_784_cov_0.849315

Cohaesibacter marisflavi (WP_090075131.1)

Deferrisoma camini (WP_025324172.1)

Gallionellales bacterium 35-53-114 (OYY46411.1)

uncultured thaumarchaeote (AJF12380.1)

Immundisolibacter cernigliae (WP_068802652.1)

Psychrosphaera saromensis (WP_105050969.1)

Collimonas sp. OK412 (WP_092393002.1)

Frankineae bacterium MT45 (WP_091352800.1)

I3-16-4m assembly NODE_15737_length_5448_cov_2.655328

Methylomonas methanica (WP_013819167.1)

Candidatus Pelagibacter sp. TMED263 (OUX26417.1)

Sulfitobacter sp. AM1-D1 (WP_071972031.1)

Sedimenticola thiotaurini (WP_046857993.1)

I3-11-9m assembly NODE_1822234_length_402_cov_0.898182

uncultured marine organism (ABB92577.1)

C6-18m assembly NODE_202982_length_956_cov_0.765983

Roseibaca calidilacus (WP_072247288.1)

Betaproteobacteria bacterium SG8_40 (KPK32720.1)

Chthoniobacter flavus (WP_006981947.1)

Alteromonadaceae bacterium Bs12 (WP_045856681.1)

Reinekea blandensis (WP_008046603.1)

I3-13-9m assembly NODE_991708_length_416_cov_0.851211

Notoacmeibacter marinus (WP_094077497.1)

Cycloclasticus sp. DSM 27168 (WP_073024170.1)

Prochlorococcus marinus (WP_011862865.1)

Nitrosopumilus sp. BACL13 MAG-121220-bin23 (KRO30058.1)

Aminobacter aminovorans (WP_067967425.1)

Candidatus Thiodictyon syntrophicum (WP_100917966.1)

Alphaproteobacteria bacterium TMED87 (OUV12079.1)

C6-18m assembly NODE_524055_length_593_cov_1.306867

Kutzneria albida (WP_025354255.1)

Rhodobacteraceae bacterium GWE1_64_9 (OHC42866.1)

Mycobacterium tuberculosis (WP_031723338.1)

Thalassobium sp. R2A62 (WP_009159764.1)

Afipia sp. Root123D2 (WP_056300857.1)

Conexibacter woesei (WP_012934973.1)

Bermanella sp. 47_1433_sub80_T6 (OUR63800.1)

Roseovarius sp. 22II1-1F6A (WP_088662168.1)

Alphaproteobacteria bacterium HGW-Alphaproteobacteria-1 (PKQ10594.1)

CPI-14m assembly NODE_1503838_length_404_cov_0.880866

Neptuniibacter caesariensis (WP_007019867.1)

Solemya velum gill symbiont (WP_078460094.1)

I3-16-4m assembly NODE_43457_length_2872_cov_1.312933

Roseicitreum antarcticum (WP_092890678.1)

Oceanicola litoreus (WP_074254648.1)

Labilibacter aurantiacus (WP_075601921.1)

Pseudoruegeria sabulilitoris (WP_068313719.1)

Pseudoalteromonas (WP_039490342.1)

I3-16-4m assembly NODE_1222514_length_439_cov_0.394231

C6-18m assembly NODE_222515_length_893_cov_0.778068

Hydrocoleum sp. CS-953 (OZH52900.1)

Mangrovitalea sediminis (WP_097458716.1)

Mycobacterium kansasii (WP_036403034.1)

uncultured marine thaumarchaeote KM3_54_G11 (AIF12186.1)

Aureimonas sp. Leaf454 (WP_056506344.1)

C6-18m assembly NODE_976813_length_454_cov_0.755352

Loktanella sp. 3ANDIMAR09 (WP_056037742.1)

Gilliamella sp. A7 (WP_086363099.1)

C6-18m assembly NODE_203217_length_937_cov_0.762963

Octadecabacter arcticus (WP_015493825.1)

Pseudomonas xinjiangensis (WP_093392444.1)

C6-18m assembly NODE_943536_length_462_cov_0.370149

Plantactinospora sp. CNZ320 (WP_101366769.1)

I3-13-9m assembly NODE_374425_length_594_cov_1.809422

Rhodobacter maris (WP_097069626.1)

Jannaschia sp. EhC01 (WP_068353362.1)

Chromobacterium haemolyticum (WP_081574038.1)

I3-11-9m assembly NODE_8171_length_6034_cov_3.195700

Kamptonema formosum (WP_040650219.1)

Leptolyngbya sp. PCC 7375 (WP_006517899.1)

uncultured marine crenarchaeote HF4000_ANIW133O4 (ABZ07450.1)

Mycobacterium genavense (WP_025737106.1)

Roseobacter litoralis (WP_013960613.1)

Sulfitobacter delicatus (WP_093744056.1)

Marinomonas sp. S3726 (KJZ13319.1)

Dactylosporangium aurantiacum (WP_033358505.1)

Pseudobacteriovorax antillogorgiicola (SMF02979.1)

Grimontia celer (WP_062664477.1)

Sodalis praecaptivus (WP_025421392.1)

C6-18m assembly NODE_426160_length_654_cov_0.734345

Halomonas elongata (WP_069384275.1)

Mycobacterium sp. 1100029.7 (WP_066817791.1)

uncultured prokaryote (BBA06231.1)

Allokutzneria albata (WP_030428429.1)

Opitutaceae bacterium TAV1 (WP_007360047.1)

Flammeovirgaceae bacterium 311 (WP_061984380.1)

Providencia sp. WCHPr-ZXX99369 (WP_102137871.1)

Maribius sp. MOLA 401 (WP_036172818.1)

Methylotenera (WP_020167131.1)

C6-18m assembly NODE_237551_length_880_cov_0.653386

Magnetospirillum marisnigri (WP_068495400.1)

Mycobacterium talmoniae (WP_071026119.1)

Agarivorans albus (WP_016403119.1)

Actinoplanes globisporus (WP_020517608.1)

Pseudorhodoferax sp. Leaf274 (WP_056900103.1)

Saccharophagus degradans (WP_011466709.1)

I3-13-9m assembly NODE_569432_length_485_cov_0.617318

uncultured bacterium (AJF13131.1)

Methylomagnum ishizawai (WP_085213704.1)

Candidatus Endolissoclinum sp. TMED26 (OUX92251.1)

Marinomonas mediterranea (WP_013659335.1)

Physcomitrella patens (XP_001780229.1)

Maritalea myrionectae (WP_027834112.1)

Magnetovibrio blakemorei (WP_069956507.1)

Rhodopseudomonas sp. AAP120 (WP_054160794.1)

Jannaschia aquimarina (WP_043918912.1)

Candidatus Endolissoclinum sp. TMED37 (OUU16094.1)

I3-16-4m assembly NODE_1175374_length_443_cov_1.085443

CPI-14m assembly NODE_648518_length_542_cov_0.397590

Sphingomonas sanxanigenens (WP_025291392.1)

Thiocapsa marina (WP_007192240.1)

Capitella teleta (ELU10480.1)

Vibrio penaeicida (WP_104399514.1)

Betaproteobacteria bacterium HGW-Betaproteobacteria-7 (PKO34926.1)

Roseivivax atlanticus (WP_043843055.1)

uncultured organism (ACB99020.1)

Gammaproteobacteria bacterium LUC004_P11 (OQX45887.1)

Candidatus Accumulibacter sp. BA-93 (EXI88331.1)

Paraburkholderia caballeronis (WP_090551881.1)

Oceanibaculum pacificum (WP_067556560.1)

Devosia sp. Root436 (WP_056254129.1)

Rhodovulum sp. PH10 (WP_008382797.1)

Methyloprofundus sedimenti (WP_080523768.1)

Oscillatoria sp. PCC 10802 (WP_044170686.1)

Halomonas sp. S2151 (WP_045992494.1)

Oleispira antarctica (WP_046010526.1)

Actinopolyspora saharensis (WP_092523706.1)

Maritimibacter alkaliphilus (WP_008331096.1)

Vibrio mytili (WP_041154391.1)

I3-13-9m assembly NODE_50006_length_1729_cov_1.119226

Candidatus Nitrosomarinus catalina (WP_086906902.1)

Poseidonocella sedimentorum (WP_092075444.1)

Micromonas commoda (XP_002508446.1)

Mycobacterium sp. QGD 101 (WP_102143797.1)

Azospirillum halopraeferens (WP_029008072.1)

Xenococcus sp. PCC 7305 (WP_006508451.1)

Rhodospirillaceae bacterium TMED23 (OUT80820.1)

Derxia lacustris (WP_085315660.1)

Candidatus Rokubacteria bacterium CSP1-6 (KRT73804.1)

Wenxinia marina (WP_018301688.1)

Rhodobacteraceae bacterium (PQM64494.1)

Pseudoruegeria sp. SK021 (WP_086052181.1)

Pseudomonas sp. PGPPP3 (OYT96812.1)

Pseudooceanicola lipolyticus (WP_100163636.1)

Ilumatobacter nonamiensis (WP_040491118.1)

Hymenobacter norwichensis (WP_022824644.1)

Ilumatobacter coccineus (WP_015440228.1)

uncultured marine thaumarchaeote SAT1000_27_H05 (AIF24349.1)

Rhizobium hainanense (WP_075851381.1)

Sneathiella glossodoripedis (WP_025897929.1)

CPI-14m assembly NODE_412991_length_688_cov_1.005348

Lechevalieria aerocolonigenes (WP_045316418.1)

uncultured prokaryote (BBA04534.1)

Streptomyces regensis (KMS87939.1)

C6-18m assembly NODE_221753_length_894_cov_1.564537

CPI-14m assembly NODE_533662_length_597_cov_1.051064

C6-18m assembly NODE_122987_length_1226_cov_1.590537

Oceanicola sp. HL-35 (WP_024810084.1)

Gammaproteobacteria bacterium HGW-Gammaproteobacteria-3 (PKM12004.1)

Candidatus Thiosymbion oneisti (WP_089728403.1)

CPI-14m assembly NODE_288608_length_834_cov_1.149929

Halocynthiibacter arcticus (WP_039000497.1)

Catenulispora sp. 13_1_20CM_3_70_7 (OLE27702.1)

Thiorhodococcus drewsii (WP_007040942.1)

Oleiphilus (WP_068513006.1)

C6-18m assembly NODE_310122_length_753_cov_0.853035

CPI-14m assembly NODE_1010911_length_456_cov_0.750760

uncultured bacterium (AJF13144.1)

I3-16-4m assembly NODE_937979_length_476_cov_1.309456

Magnetospirillum gryphiswaldense MSR-1 (CAM77913.1)

Chitinimonas taiwanensis (WP_072428796.1)

Archangium violaceum (WP_043409193.1)

Actinomadura (WP_067915524.1)

Alphaproteobacteria bacterium MarineAlpha9_Bin7 (PPR17113.1)

I3-13-9m assembly NODE_458196_length_532_cov_0.765432

Inquilinus limosus (WP_034848212.1)

Pseudonocardia thermophila (WP_073454786.1)

Kocuria sp. CNJ-770 (WP_075872221.1)

Geodermatophilaceae bacterium URHA0031 (WP_026847140.1)

CPI-14m assembly NODE_1665954_length_389_cov_0.942748

Alphaproteobacteria bacterium HGW-Alphaproteobacteria-6 (PKP73997.1)

Vitreoscilla filiformis (ASM77534.1)

uncultured bacterium (AJF12692.1)

Marinibacterium profundimaris (WP_088652366.1)

uncultured prokaryote (BBA03736.1)

Methylosarcina fibrata (WP_020563227.1)

Amycolatopsis taiwanensis (WP_027944327.1)

Cupriavidus nantongensis (WP_062797822.1)

Flammeovirga sp. OC4 (WP_044212654.1)

Oleiphilus (WP_068454170.1)

Photobacterium profundum (WP_006228467.1)

Pseudomonas sp. S9 (WP_010488311.1)

I3-11-9m assembly NODE_826731_length_495_cov_1.345109

Spongiibacter sp. IMCC21906 (WP_047010597.1)

Acinetobacter indicus (WP_104511319.1)

Beta vulgaris subsp. vulgaris (XP_010682841.1)

Acidiferrobacter thiooxydans (WP_065971341.1)

Microbacterium enclense (SDB83493.1)

Aureimonas sp. AU12 (WP_062210188.1)

Nitrosococcus oceani (WP_002813914.1)

uncultured Thiohalocapsa sp. PB-PSB1 (ESQ16893.1)
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