
Table S1. Differentially expressed transcripts in the medial nasal process, the 

lateral nasal process, and the maxillary process of RA-treated embryos at E11.5. 

Transcripts were selected by identifying those having a fold change Log2FC < -1 or Log2FC > 

1 in RA-treated versus control embryos, as described in the Methods section. 

down – regulated 

gene 

Log2FC (Log2FC < -

1 or Log2FC > 1) 

Sim2 -2.39 

Ugt2a1 -1.95 

Cyp26c1 -1.54 

Sult1e1 -1.12 

mt-Tl1 -1.09 

Shh -1.06 

Gm129 1.02 

Gm14506 1.26 
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