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Table S1

Table S1. Frequency of the fluorescent combinations using the UbC-StarTrack clonal method.



Figure S1
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Figure S1.

A. The proportion of sibling GCs and PGCs within mix clones was equitable in both examples presented within our 
clonal analysis. 
B. Sibling GCs and PGCs presented a random dispersion along the rostro-caudal axis in both mix clones (Clone 4 and 
Clone 19).   



Figure S2
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Figure S2.

A. GFAP staining can be used to label NPCs in the SVZ close to the lateral ventricle. The six fluorescent reporter 
proteins are included into different channels showing the color code of GFAP positive single NPC.
B. UbC-StarTrack labeled interneurons co-expressed Calretinin antibody.
C. To identify the astroglial population, S100β immunostaining was performed. Labeled protoplasmic astrocytes with 
UbC-StarTrack colocalized with the antibody. 
D. Cells from the oligodendroglial lineage were identified using Olig2 immunomarker. 
Arrowheads display the sibling cells that co-expressed with the antibodies.
Scale bars 50 μm.
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Figure S3

A. An average of 1477 ± 1109 labeled cells were present in the telencephalic region of four different analyzed animals. 
The average of cortical areas containing sparsed cells was 2688 ± 769 μm. Box plots show all values, from minimal to 
maximal among the median bar.
B. The proportion of clones that presented sibling cells in the SVZ-aa is maintained within distinct interneuronal clonal 
types. 
C.  Clone size was not significant different between clones of interneurons with the different layer-conformation.
Statistical significance across the groups is indicated as follows: ns, nonsignificant, P > 0.05; *, P ≤ 0.05; **, P ≤ 0.01; 
***, P ≤ 0.001.
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Figure S4
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Figure S4

A. Corticallow&up clones of astrocytes presented sibling astrocytes located in lower/upper layers in a 1 : 1.3 ratio.  
B. Variation of the astrocyte clone size related to the distribution through ventricular adjacent areas. Striatal clones 
displayed the highest number of siblings (7 ± 1 cells/clone). No significant differences were found within Corticalup 
clones (3.33 ± 0.66 cells/clone) and Corticallow&up clones (5.33 ± 1.2) or Corticallow clones (2.5 ± 0.34 cells/clone).
C. In oligodendroglial Cortical&WM clones sparsed within the subcortical white matter and the cortex, cells were 
preferentially positioned in the cortical layer in a 1 : 3.2 ratio.
D. Regarding to clone size, there were no significant differences in the distinct oligodendroglial clones types regarding 
their siblings distribution through the SVZ adjacent areas.
Statistical significance across the groups is indicated as follows: ns, nonsignificant, P > 0.05; *, P ≤ 0.05; **, P ≤ 0.01; 
***, P ≤ 0.001.
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