Supplementary Figure 1. Nucleotide alighment of clade 1 Ohio/03 and clade 2 Rich/07 HA proteins: In red are indicated the amino acid residues
that differ between the two viruses present in the EIV bivalent LAIV. Residue numbers are indicated at the right as reference.
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Supplementary Figure 2. Nucleotide alignment of clade 1 Ohio/03 and clade 2 Rich/07 NA proteins: In red are indicated the amino acid residues
that differ between the two viruses present in the EIV bivalent LAIV. Residue numbers are indicated at the right as reference.
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Supplementary Figure 3. Correlation between HAI titers (Figure 7) and clinical scores (Figure 8)
at day 7 after challenge with Clade 1 KY/14 (A) and Clade 2 Rich/07 (B) WT viruses.
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