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Supplementary Figure 1. ARHGAP27P1 showed minimal effects on the expression of diverse potential genes involved in GC
progression. (A) RT-gPCR analysis of p53, CDK2, CDK4, Wnt1, c-Myc, PTEN, PDCD4, Bcl-2, Bcl-xL, Bax, TWIST1, E-cad, Slug, N-cad, Vimentin,
MMP1, MMP9, BNIP3, VEGF and EGFR in HGC-27 cells transfected with si-ARHGAP27P1 or si-NC. (B and C) RT-gPCR analysis of the above
genes in SGC-7901 or AGS transfected with pcDNA-ARHGAP27P1 or pcDNA.
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Supplementary Figure 2. Silencing of JMJD3, p15 or p16 counteracted the tumor suppressive effect of ARHGAP27P. (A)
ARHGAP27P1-overexpressing AGS cells were cotransfected with si-JMJD3, si-p15 or si-p16. Cell proliferation was determined by colony
formation assays. (B) Wound-healing assays for ARHGAP27P1-overexpressing SGC-7901 or AGS cells cotransfected with si-JMJD3, si-p15 or si-
p16. (C) Migration and invasion assays for ARHGAP27P1-overexpressing AGS cells cotransfected with si-JMJD3, si-p15 or si-p16. *P < 0.05
versus vector. #P < 0.05, ##P < 0.01 versus ARHGAP27P1.
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