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Figure S1. Savoca et al. 

 

 

 

 

 



Figure S2. Savoca et al. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



 
Table S1. Ecological indices of Antarctic sponge-associated bacterial communities compared to 

seawater. 

 

Sample 
OTUs 

Taxa Chao1 np-Shannon 

(H') 

Simpson 

(D) 

AJ 10.0 12.0 1.9 0.83 

LN 6.0 6.0 1.03 0.51 

CY 10.0 11.0 2.15 0.88 

HP 10.0 10.2 1.78 0.78 

PG 12.0 13.5 2.25 0.87 

MH 5.0 8.0 0.59 0.27 

HD 11.0 14.3 1.12 0.52 

HV 6.0 6.5 0.97 0.45 

HR 10.0 11.0 2.13 0.86 

Hsp 8.0 13.0 0.84 0.39 

TC 17.0 16.2 1.80 0.69 

TS 7.0 28.0 1.95 0.86 

Tsp 13.0 28.0 1.91 0.73 

Hver 13.0 15.5 1.74 0.71 

Seawater 41.0 54.2 2.14 0.75 

 

 

 

 

 

 

 

 


