
chromatin assembly or disassembly
farnesyl diphosphate biosynthetic process

farnesyl diphosphate metabolic process
geranyl diphosphate biosynthetic process

geranylgeranyl diphosphate biosynthetic process
geranylgeranyl diphosphate metabolic process

heterochromatin assembly
heterochromatin organization

indoleacetic acid biosynthetic process via tryptophan
inorganic anion transmembrane transport

intracellular auxin transport
L−serine metabolic process

mitochondria−nucleus signaling pathway
modified amino acid transport
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negative regulation of cellular amino acid metabolic process
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negative regulation of sulfur metabolic process
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regulation of IABP via tryptophan

response to absence of light
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base−excision repair
cell cycle process

chromatin assembly or disassembly
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cysteine biosynthetic process from serine
DNA replication, Okazaki fragment processing

DNA replication, removal of RNA primer
DNA strand elongation

DNA strand elongation involved in DNA replication
fatty acid biosynthetic process

geranylgeranyl diphosphate biosynthetic process
heterochromatin assembly

heterochromatin organization
IABP via tryptophan

L−serine metabolic process
lagging strand elongation

negative regulation of auxin metabolic process
negative regulation of IABP via tryptophan

negative regulation of molecular function
oxidation−reduction process

plant−type cell wall organization or biogenesis
positive regulation of cell cycle

regulation of auxin biosynthetic process
regulation of auxin metabolic process

regulation of cell cycle
regulation of IABP via tryptophan

regulation of meiotic nuclear division
regulation of tryptophan metabolic process

RNA methylation
terpene metabolic process
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anion transmembrane transport
anion transport

beta−glucan metabolic process
C4−dicarboxylate transport

carbohydrate metabolic process
carboxylic acid transmembrane transport

cell tip growth
cell wall organization

cell wall organization or biogenesis
cellular carbohydrate metabolic process

cysteine biosynthetic process from serine
developmental cell growth

developmental growth involved in morphogenesis
disaccharide biosynthetic process

drug transmembrane transport
external encapsulating structure organization

inorganic anion transport
multi−multicellular organism process
oligosaccharide biosynthetic process

organic acid transmembrane transport
plant−type cell wall organization

plant−type cell wall organization or biogenesis
pollen tube growth

pollination
polysaccharide catabolic process

polysaccharide metabolic process
protein phosphorylation

regulation of meiotic nuclear division
transmembrane transport

unidimensional cell growth

0.0000 0.0005 0.0010 0.0015
pvalue

de
sc

rip
tio

n

0.0015

0.0010

0.0005

−1 * pvalue

frequency

100

200

300

400

A: Small flower bud B: Big flower bud
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C: Early flowering stage


