Figure S1

Spleen

PMN-MDSC
T < < 0]
o] > O > O ©
%) %) %) >
w 0 |
M-MDSC
FSC-A FVD / CD45 CD11b Ly6C
A4
NK cells B cells
[self =2 < 8
[m] = o) F
(@] . 8 &) E
NK1.1 CD3 CD8a Ly6C
PMN-MDSC
T <
& 9 g
%) D >
w L

FSC-A

FVD

v

CD45

CD11b

CD3

NK cells

CD19

B cells

F4/80

NK1.1

CD8a

Ly6C



Figure S2
A

Spleen Tumor Spleen Tumor B m Untreated poly(l:C),
5 NK cells 10 NK cells 80 Bcel*lf 40 B cells 100 NK c*flls N 100 B cells
+ 4 8 =i —~ 80 " —? 80 *k *
2 .| . 001 et 30 . S = .
8 3] = 6 . 40 20 5 60 iaE 60
B2 a4 1 g 40 : N
=2 1 = 2 l!: [ ] 20 10 - o 20 .% 20 l. = =
0 T " . T T T 0 2 = H mgee . i 1]
@ poly(l:C), @ poly(l:C), @ poly(l:C), @ poly(1:C), Spleen Tumor Spleen Tumor
c Lymph node D Tumor
cDC1
4 ;’\15 = . 3 ok A3
; S = , =) : )
3 x 10| -4 x 50 x T To| m e
o = = S0 | L :
o = ~ "’6 ~— n S~
= g %° 2 S0 g ! 3
[} a ) «
o o o ' ' Oo ' '
@ poly(l:C), @ poly(I:C), @ poly(l:C),
cDC2
2.0 - —~4
‘9 . a® o »
oy % 1.5 © %3 -
= . 3 =R
8 §1.0 8 am s 2 .—:!:—.
ol £
e g 05 = . 8 1
o i Oy
@ poly(l:C), @ poly(l:C), @ poly(l:C), @ poly(l:C), @ poly(I:C), @ poly(l:C),
E Spleen G m Untreated m poly(I:C),
Macrophages . R Macrophages/TAM
8 *P g < 8 § 50 % 20 * *k
260 g6l = & g 40 %15 -
= o =~ o =
[m)] [ ] = [m)
3 4] = 84 5 5% S &
G . b5 k] b =
2 2 - S 2 J-:r —+ s S 10 o 5y .
N H N T
T [m)] . " [m) = -
0l — . o . . o0
@ poly(l:C), @ poly(l:C), @ poly(l:C), @ poly(l:C), Spleen Tumor
H [N CD4*Tcells M CD8' Tcells
Macrophages/TAM
10
S 80
— ©
T o 60
o=
0 40
[on
s 20
0
TAM - — — — —
poly(l:C), - - + - +

Spleen



Figure S3
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Figure S4
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