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Figure	S3:	(A,B)	Absolute	difference	in	allele	frequencies	(delta	allele	frequencies)	between	NN	and	SS	homozygotes	for	

either	all	(A)	or	only	shared	(B)	genotyped	SNPs	in	the	supergene	region.	The	grey	box	indicates	the	region	of	haplotype	

switching	described	in	the	main	text.	(C,D)	Histograms	of	SNP	allele	frequency	distributions	in	SS	(C)	and	NN	(D)	

homozygotes.	As	was	done	in	main	Figure	6A,	all	frequencies	are	expressed	in	terms	of	the	allele	that	is	more	common	

in	the	“N-”context	than	in	the	“S-”context.	The	n00.5/095	labels	indicate	the	total	number	of	loci	with	minor	allele	frequency	

<=	5%.	


