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Wolbachia
Sodalis

Vagococcus
Rothia

Ignatzschineria
Providencia

Pseudonocardia
Paenalcaligenes

Pseudomonas
Myroides

Halomonas
Sphingobacterium

Nesterenkonia
Leucobacter

Streptomyces
Staphylococcus

Nocardiopsis
Pedobacter

Nosocomiicoccus
Brachybacterium

Brevibacterium
Flavobacterium

Faecalibacterium
fam. Microbacteriaceae

Moheibacter
fam. Rhizobiaceae

Escherichia−Shigella
Jeotgalicoccus

Prevotella 9
Oceanobacillus

Corynebacterium 1
Oligella

Aliidiomarina
Facklamia

fam. Corynebacteriaceae
Alloprevotella
Rhodococcus

Turicibacter
Clostridium sensu stricto 1

Paeniclostridium
Atopostipes

fam. Lachnospiraceae
Bacteroides

Ruminococcaceae UCG−005
Romboutsia

Jeotgalibaca
Sphingomonas

Rikenellaceae RC9 gut group
Dietzia

Christensenellaceae R−7 group
Gemmobacter

Eubacterium, coprostanoligenes group
Aerosphaera
Salinicoccus

Terrisporobacter
Ruminococcaceae UCG−010

fam. Carnobacteriaceae
fam. Weeksellaceae

fam. Planococcaceae
Glutamicibacter

fam. Micrococcaceae
Lysinibacillus

Thermomicrobiales JG30−KF−CM45
Ornithinimicrobium

Nocardioides
fam. Intrasporangiaceae

Massilia
Paracoccus
Aerococcus

Kocuria
Micrococcus

Dysgonomonas
Exiguobacterium

Bi�dobacterium
Pantoea

Chryseobacterium
Enterococcus

Acinetobacter
Alkanindiges

fam. Rhodobacteraceae
Empedobacter

Comamonas
Psychrobacter

Enhydrobacter
Kurthia

Veillonella
fam. Burkholderiaceae

Allorhizobium−Neorhizobium−Pararhizobium−Rhizobium
Leuconostoc
Acetobacter

fam. Enterobacteriaceae
Lactobacillus

Apibacter
Streptococcus

Lactococcus
Stenotrophomonas

Serratia
Weissella

Bacillus
Brevundimonas
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Absidia
Schwanniomyces

Anthracocystis
Priceomyces

Bipolaris
ord. Pleosporales

Saccharomyces
Paraphaeosphaeria

Paraconiothyrium
Cercospora

Gibberella
Cladosporium

Periconia
Arthrographis

Curvularia
Hannaella

Leptosphaeria
fam. Didymellaceae

Diaporthe
ord. Hypocreales
fam. Nectriaceae

Arthrinium
Podosphaera

ord. Pleosporales
Apiotrichum

Alternaria
Microdochium

ord. Capnodiales
Ascosphaera
Sarocladium

Pithoascus
phy. Ascomycota
Sterigmatomyces

Lecanicillium
Blastobotrys

kin. Fungi
Podospora

ord. Microascales
Hydropisphaera

Trichosporon
Zymoseptoria

fam. Microascaceae
Wallemia

cla. Sordariomycetes
Kluyveromyces
Vishniacozyma

Diutina
Debaryomyces

fam. Plectosphaerellaceae
Scopulariopsis
Pyrenochaeta

Mucor
Cryptococcus

Chrysosporium
Kazachstania

fam. Microascaceae
Sporobolomyces

Pyrenochaetopsis
Talaromyces

Microascus
fam. Mucoraceae

Hyphopichia
Clavispora

fam. Pseudeurotiaceae
Cytospora

Wickerhamomyces
Candida

Claviceps
Chaetomiaceae

Cystobasidium
Saccharomycetales

Rhodotorula
Neurospora

Lodderomyces
Verrucocladosporium

Aspergillus
Yarrowia

Ophiostoma
Penicillium

Yamadazyma
Rhizopus

Gibellulopsis
ord. Saccharomycetales

Dekkera
Trichoderma

Acrostalagmus
ord. Hypocreales

Thermomyces
Cephalotrichum

Fusarium
Cyberlindnera

Torulaspora
Acremonium

fam. Ustilaginaceae
ord. Eurotiales

Millerozyma
Dichotomopilus

Didymella
Quambalaria

fam. Saccharomycetales_fam_Incertae_sedis
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Wallemia
Talaromyces

Aspergillus
Apiotrichum

Microascus
Vanrija

Candida
Penicillium

Monographella
Cutaneotrichosporon

fam. Microascaceae
Debaryomyces
Microdochium

Trichosporon
Clavispora

Diutina
Leptospora

ord. Entylomatales
Ascosphaera

Neoascochyta
Dioszegia

Wickerhamomyces
Articulospora

Sterigmatomyces
fam. Sclerotiniaceae

Kazachstania
Naganishia

Scopulariopsis
Septoriella

Hyphodontia
Ganoderma

Zymoseptoria
Bullera

Filobasidium
Blastobotrys

Yarrowia
Pseudoidium

kin. Fungi
Sporobolomyces

Vishniacozyma
Gymnascella

Cryptococcus
ord. Capnodiales

Mucor
Gibellulopsis

Fusicolla
Sarocladium

Phaeosphaeria
Cystobasidium

Ramularia
Alternaria

Cla. Sordariomycetes
Rhodotorula

ord. Hypocreales
fam. Nectriaceae

Mycosphaerella
fam. Mycosphaerellaceae

Verrucocladosporium
cla. Agaricomycetes

Fusarium
Acremonium

Diatrypella
Podosphaera

Ustilago
phy. Ascomycota

fam. Cladosporiaceae
Hannaella

fam. Stachybotryaceae
Pyrenochaetopsis

Paraphaeosphaeria
Gibberella

Septoria
Dictyosporium

ord. Pleosporales
Toxicocladosporium

Neodevriesia
Stagonosporopsis

Didymella
Cytospora

Cladosporium
Bipolaris

Periconia
Cercospora

Botryosphaeria
fam. Didymellaceae

Ascochyta
Saccharomyces

Neurospora
Curvularia

Aureobasidium
Knu�a

Peniophora
Chalara

fam. Periconiaceae
Erysiphe

ord. Saccharomycetales
ord. Chaetothyriales

Hyphopichia
fam. Microascaceae

fam. Plectosphaerellaceae
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Acinetobacter
Acinetobacter II
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fam. Enterobacteriaceae
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Dysgonomonas

Apibacter

Flavobacterium
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Acinetobacter
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Bacillus
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Enterococcus
Escherichia−Shigella
Helicobacter
Helicobacter pylori
Lactobacillus
Listeria
Neisseria meningitidis
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Streptococcus agalactiae
Streptococcus mutans
Streptococcus pneumoniae
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Torulaspora delbrueckii
Yarrowia lipolytica
Zygosaccharomyces rouxii
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