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PPGRFLSI TIQLTLGVPL
PLGRAVSLLVTLTI GVP

PPGRVLTLAVTLTLGVPL
PPGRVFTLVFRLTLGFPL
TVGRI VSNVFVTLTLGVPL
PPGRI LTLLVTLTNMGVPL
PPGRI LTLLVTLTNMGVPL
PPGRVFVWLSTLLI GFPL
PPGRVNSLTVTLTLGVPL
PPGRVNTLVITLTLGVPL
PPGRVLLLVFQLTLGVPL
PPGRVLTLAATLLLGVPL
PPGRVFTLVFRLTLGFPL
PPGRVLNLI VOQFTLGVPL
PLGRVI TLVVTLTLGVPL
TPGRI LILVIMLTLGFPL

. RPYDR. .. FACRIYDEFYGPI YSD. . .. .. RERLQI Y| SAGVLAVSYGL | RLVIVAKGL A
. RPYDR. .. FASGIYDEFYAPI YSN. . .. .. RERLLIYVSESSVFAVTYLLYHI ATLKGLG
. RPYDR. .. FACEIYAENSPIYNN. . .. .. RERLQI GLS[I Gl | TNMSFI LYRVALVKGLA
. HKYD. . . KEANGIFDFKSPIFND. . .. .. SERFQILVT@l GLLVTCYGLYKLALACGFT
. RKYD. E. GLASRILY[¥CSPIFKD. . .. .. SQRGQI FVS[EVGVFVWLYVYYRVNVT CGAM
. RKYE. . . KEANGIFDFKSPIYND. . .. .. RERFQI LLT@I GLVVAAYGL YKL AL VCGF K
. RKYE. . . KEANGIFDEKSPI YNE. . .. .. RERFQILLTEI GLI VTSYGL YKLALACGFT
. KKYE. . . REANGIFDELSPIFTE. . .. .. RERI QVIVLSBL GI | AVVYAL KL L VAAKGF T
. RKY.. E. GLACRIFY[¥CSVLFKD. . .. .. SQRAKVFLSEVGVLVFI YAYYRI NNT CGS
. RPYDR. .. FASGIYDERSPIFSD. . .. .. SERI LI VVSPJl GLI CSSYLLYKVAMVKGFV
. RYYDR. .. FACEIFDENSPI YSN. . .. .. RERAQI FI SBAGI L AVIVFGL FRLAMVKGL T
. RDYK. . . RETNEIFLFCSGI FNK. . .. .. SERGYVWLSEI Gl MVAVLYALYHL AVT CGGK
. KKYG. . . REANGIFDELSPIFTD. . .. .. RERI QVLVS[BL GLL GVFYAI KL L VAAKGF A
. RKYD. . . REANGIFDFKSPI YSD. . .. .. RERFQI LLT@I GLLVASYGVYKVALACGFT
. KKYG. . . REANGIFDELSPIFTD. . .. .. RERI QVLVS[BL GL L GVFYAI KL L VAAKGF A
. RKYD. E. GLASRILY[FCSPIFKD. . .. .. SQRGQI FVS[EVGVFVLYVYYRVNNVT CGAM
. KKYG. . . REANGIFDELSPIFTE. . .. .. RERI QVVVSpI Gl LALLYAI KLLVAAKGAA
L1 YWVTSNKSYDPS. TWNgYOESSPI F TNGL ASDAHNCKL I L1 SRVAL FAVFAVFYKFIQLTSFT
. RPYDG. .. FACRIFFENAPIYND. . .. .. RERLQI YLS[BAGI LAVCFGL YRYAAACGNA
. RPYDGG. . FACIFHENAPI YND. . .. .. RERLQI Y| SBAGI LAVCYGL FRYAAACGVA
. RPYDGG. . FACRIFHENAPI YND. . .. .. RERLQI Y| SBAGI LAVCYGL YRY AAVCGVA
. KKYE. . . REANGIFDENSPI FKE. . .. .. RERFQVLLS[L GLLAVLYGVKL AVAAKGAA
. KKHKSG. GLASIFY[FCSPLEND. . .. .. SERNHVLFSpBVG ClI VLYACYRI VMWWTGAM
. KKYD. . . REANGIFDENSPI FKE. . .. .. RERFQVFLS[BLGLLAVFYGI KVAVANKGAA
. RPYDR. .. FACEIYAENSPIYNH. . .. .. RERLQI WLS[VGI VANVAFVL YRVAL VKGVS
. RYYDR. .. FACEIFDENSPI YSN. . .. .. RERAQI FI SBAGI FAVLYGL YRL AAVKGL V
. RKYE. . KGI TSEIFY[FYSPIFND. . .. .. SERFQI FLTBLGVFGTLYGVYRLALI KGTE
. RKYE. . KGI TSEIFY[FYSPIFND. . .. .. SERFQI FLTBL GVFGTLYGVYRLALI KGTE
. RIYK. . .GFEPSEIFNELGPIFND. . .. .. RERANI WLS[BAGVL TVVYAL YRI GAKEGLQ
. RPYN. . . GFVSEIFY[EFCSPNEND. . .. .. SERKL VWL S[BAGVVAAF YGL YKI AASTS AT
. RDYN. . . GEANGIFL¥FCSGIFND. . .. .. SERAQVWLSpEVG FAVLYALYRLVLI CGLK
. RKYE. . . KEANGIFDEKSPIYND. . .. .. RERFQILLT@I GLLVTSYGL YKL ALACGFA
. RPYEK. .. FASGIYDFRSENFSD. . .. .. NERVLI LSl GLLSFSFLLYKVAWCGFA
. RPYDR. .. FACEIYAENSPIFTN. . .. .. RERLQI W S[BAGI | AVSYLLYRIVALAKS VA
. KKYG. . . REANGIFDENSPIFTE. . .. .. RERI QVLVS[EBL Gl LAVI YAl KLAVAAKGAA
. HKYER. .. WTSICDgHSPLYTE. . .. .. RERKQI | VSEVAI LAVI YGL YNL VL AKGF V
. HKYER. .. WTSIYDFHSPLYTE. . .. .. RERKQI | VS[BF Al LAVLYGL YNL VL AKGF A
. KKYE. . . REANGIFDENSPIFTE. . .. .. RERI QVVLS[EL Gl | AVCYAL KVL VAAKGAT
. HKYER. .. WTSIYDgHSPLYTE. . .. .. RERKQI | VSl Al LAVI YGLYRLVLI KGFA
. RYYDR. .. LASGIYNEYGPI YSD. . .. .. RERLQVYI STGI FAVI YVLYKI AATKGLA
. RPYDR. .. FACRIYDEFYGPI FSD. . .. .. RERLQI Y| SAGVL AVAYAL YRL VL AKGVG
. RPYDS. .. FASGIYHEYAPI YSN. . .. .. RERLLIYVSBVALFSVTYSLYRVATLKGLV
. RPYDR. .. FACRIYDEFYGPI YSD. . .. .. RERLQI Y| SAGVL AVVYGL FRL ANAKGL A
. KKYG. . . REANGIFDELSPIFTE. . .. .. RERI QvVI Sl GI LAVLYATKL L VEAKGAA
. RPYDR. .. FACEIYV[EFTSPNYNE. . .. .. RKRYQI VVS[BIl Gl VI TSFI L YRVANAKGL V
. RYYDR. .. FACEIFDENSPI YSN. . .. .. RERAQI FI SWAGI LTVLFVLFRVANTKGL T
. RYYDR. .. FACEIFDENSPI YSN. . .. .. RERAQI FI SAGI LTVFYI LFRLASTKGLV
. HKYER. .. WTSIYDgHSPLYSD. . .. .. RERKEI| | S®VAI LTVI YGL YRL VL AKGF E
. RHYDR. .. FACRIYDEFYGPIYND. . .. .. RERLQI FLS[PAGVL GAGYLLYRI ALVKGLA
. RPYDR. .. FACRIYDFHGPI YND. . .. .. RERLQI Y| SVCVI ATSYI LYRVALACGLV
. RHYDR. .. FACEIYNEHSPNYSD. . .. .. RERAQI LI SAGVLAVTCGL YRLTAAKGL A
. RPYDR. .. FACRIYDFYGPI FSE. . .. .. RERLQIYI ABL Gl FATTFVL YOQATIVAKGL A
. KKYG. . . REANGIFDELSPIFTD. . .. .. RERVQVLLS[L GL L AAFYAI KL L VAAKGF A
. RHYDR. .. FACRIYDEKSPIYSD. . .. .. RERLQI LI SAGVLAVTYGL YRLAI AKGLA
. RPYNR. .. FACGIFDFYGPI YND. . .. .. RERLQI FI SBAGI | AAVCVLYRVALVKGLA
. KKYD. . . RETN[FD[LSPIFTE. . .. .. RERI QVALS[L Gl VAVFYGL KF L VQT KGF G
h p d

249
245
247
246
238
246
246
246
237
250
250
247
245
246
244
238
246
298
249
250
250
242
243
243
249
250
248
247
245
244
242
247
251
248
244
213
250
213
213
248
249
253
249
244
244
250
249
249
249
249
249
253
212
249
249
245
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AhFAD2-1
AhFAD2-2
AsFAD2-1
AsFAD2-2
AsFAD2-4
AsFAD2-5
AsFAD2-6
AsFAD2-7
AsFAD2-8
AsFAD2-9
AsFAD2-10
AsFAD2-11
AsFAD2-13
AsFAD2-15
AsFAD2-20
AsFAD2-21
AsFAD2-22
AsFAD2-23
AtFAD2
BnFAD2-1
BnFAD2-2
CaACET
CoCONJ
CpEPOX
CtFAD2-1
CtFAD2-2
CtFAD2-3
CtFAD2-4
CtFAD2-5
CtFAD2-6
CtFAD2-7
CtFAD2-8
CtFAD2-9
CtFAD2-10
CtFAD2-11_ACET
DcACET
DcFAD2_OH
DsACET
FVACET
GhFAD2-1
GhFAD2-2
GmFAD2-1
GmFAD2-2
HaACET
HaFAD2-1
HaFAD2-2
HaFAD2-3
HhACET
NtFAD2
OeFAD2-1
OeFAD2-2
RcOH
RhACET
SiFAD2-1
SiFAD2-2
SIEPOX
Consensus

VWWVAVYGVPLL VVNGFL VLI
WVCVYGVPLLI VDGFL VTI
WI SVYGI PLM VNGELVLI
VLVNIYFAPLVVLYAYVAVI
VAF YVYGVPVFI NGAI L MVF
VLVNVYFAPLVI VYGELVVI
VLVLI YFAPLVI VYGFLVVI
WLCMY Gl PVI GVHAFFVLI
VVENLYGGPWI NCGVL L VL
VLFCFYVGPI TVNNAFL VTI
VWLTMYAGPLL VVNGFLVL]
STLFLFVI PLFNCGGEFI LS
WTSMYLI PAL GVHVEFVI |
VIl VINVY FAPLVI VYGFEL VVI
WTSMYLI PAL GVHVEFVI |
VAF YVYGVPVF I NGAI L MVF
VVACMY GVPVL GVHVEF VLI
YFLYI YFI PYLVVNAVLVLI
SM CLYGVPLLI VNAFLVLI
SMWCFYGVPLLI VNGLLVLI
SMWCFYGVPLLI VNGFLVLI
WTCI YGI PVLGVFI EFDI |
SAFYVYGI PWI NSAILFAA|
VWACMY GVPVL GVF TEFDVI
WVCVYGI PLLI VNGFLVLI
WLTVYAGPLL VVNGFLVL]
WI NFYGWPILFNSGEFI LL
VI NFYGWPILFNSGEFI LL
SVLFVYIYPLNANS AEFI NF
VLFCI YGAPLLVNNAHFI FF
STI FLQGI PLFVNSGEFI FL
VLI TI YFARLVI VYGFLVVI
VVF CVY GGALMVNNAFL VTI
WVCI YGVRLLI VNGELVM
WI SMYGI PVI GVHVEF VLI
VWFCVYGGPLLVVNGVFTLI
VWWFCVYGGPLL VVNGVFTLI
WNCMY GVPVI GVHAEF VLI
WWFCVYGGPLL VVNMVFTLI
VMLLCTYGVPLLI VNAFLVLI
WI SVYGVPLLVVNAELVM
VMLLCVYGVPLLI VNGFLVTI
VWVCVYGVPLL VVNGFLVLI
WTCMY LI PVLGVHVEF VLI
WI CVYGVPLNMVVNAFLVLI
WLTMYAGPLL VVNGFLVLI
WLTMYGGPLL VVNGELVLI
WWFLVYGGPLL VVNGVF VLI
VLVCMYGVPLLI VNGFLVLI
VMLTCVYGVPLLI VNGFLVLI
VWFCVYGGPLL VVNGFLVLI
VVNRI YGVPLLI VNCELVM
WTSMY LI PVNGVHVEF VLI
VLVCVYGGPLL VVNAFLVLI
VLVCVYGVPLLI VNGFLVLI
VWINCMY GVRVI GLNSEI | VI

< < T < < <

X T < < <TTTm< << << << < <

< T < < < < < < — T TN< <7< << — < — — << <

HPALPHYDSS 4
HASLPHYDSS(H
HPS L PHY DNS (&
HSSLPHYDSTH

HRSLPHFDSTH
HRSLPHYDSTH
HLSLPHYDSTH
HPS| PHYDSTH
HPS L PHF DDS (4
HPSLPHYDSTH
HPSVAHYDS T
HLSLPHYDSTH
HRSLPHYDSTH
HLSLPHYDSTH

HLSLPHYDSTHH
DLAL PHY TDGH
HPSLPHYDSSH
HPSLPHYDSSH
HPSLPHYDSS(H
HLSLPHYDSSH
HPS| PHYDTTH
HCSSPHYDSTH
HPS L PHYDGS (4
HPSLPHYDSTH
HPS| PHYDSTH
HPS| PHYDSTH
HPS| AHYDSS 4

HPAI AHYDS T
HRSLPHYDSTH

HPS L PHYDDS (&
HLSLPHYDSTH
HPSLPYYDSTH
HPSLPYYDSSHH
HLSLPHYDSSH
HPSVPYYDSTH
HSALPHYDSS 4
HPSLPHYDSSH
HFALPHYDSS 4
HPALPHYTSSH
HLSLPHYDSSH
HPGL PHYDS S (4
HPSLPHYDSTH
HPSLPHYDSTH
HPSLPYYDSTH
HPSLPHYDSS(H
HPPLPHYDSS(H
HPSLPHYDSS(H
HPAI PRYGSS(H
HLSLPHYDSTH
HPALPHYDSS &
HPSLPHYDSS(H

eww g

HPS L PHYDDS (4 IVKIEAF AT VBIIDYGV VL NKVE HNI TDT|

HLSSPHYDSTS IIKELTTI BXDFG.

dr

. | L NKVE HNI TDT;
. | L NKAF HHI TDT;
. VL NKVE HNI TDT;
. | LNSVE HHI TDA
. FIV. . LVKNKTDY]
. VFENTVL HHI TDT;
. | LNTVE HHI TDT;
. FL NRVE HDVTHT}
. FIV. . TVKNKTD
. VL NKVE HNI TDT;
. | L NKVE HNI TDT;
. | LNVI'QHDI NS S
. FL NRVE HDVTHT}
. | LNTVL HHI TDT;
. FL NRVE HDVTHT}
. FIV. . LVKNKTDY]
. FL NRVE HDVTHT}
. FLNI VL HHI TDT;
. | L NKVE HNI TDT;
. | L NKVE HNI TDT;
. | LNKVE HNI TDT;
. FLNSVL HDVITHT]
. FF. . NVN. KTHY]
. FLNSVE HDVTHT;
. VL NKVE HNI TDT;
. | LNKVE HNI TDT;
. FL NHAF HDVIRT}
. FL NHAF HDVIRT]
. | LNNI FHDVTS A
. | LNTVEHDVICA
. | L NRVE HNANHT}

. | L NKVEF HNVCNA
. | L NKVF HNVCNA
. FL NRVE HDVHT}
. | L NKVF HNVCNA
. VL NKVE HNI TDT;
. | LNKVE HNI TDT;
. | L NKVE HHI TDT;
. | LNKVE HNI TDT;
. FL NRVE HDVTHT}
. VL NKVE HHI TDT;
. VL NKVE HNI TDT;
. | L NKVE HNI TDT;
. | L NKVF HNVCNA
. | LNKVE HNI TDT;
. VL NNVE HNI TDT;
. | L NKVE HNI TDT;
. VL NKVE HNI ADT;
. FL NRVF HDVTHT}
. | LNTVEHNI TDT;
. VL NKVE HNI TDT;
LL NRVF HDVTHT

ESTNPH
ELTNPH
ESTNPH
EPTI AH
EPAI PR
EFTIPH
LFTIPH
ISYIPH
EPAIPS
ESYIPH
ESTNPH
EPSNPH
ISYIPH
EFTIPH
ISYIPH
EPAI PR
ISYIPH
ESFNPH
ESTNPH
ESTNPH
ESTNPH
ESYIPH
EPVIPE
ESYIPH
ESTNPH
ESTNPH
EPTIPH
EPTIPH
ESSIPH
ISTIPH
EPTIPH
FFTIPH
ESYIPH
ESTNPH
ISYIPH
ESM PH
ESM PH
ISYIPH
ESM PH
ESTNPH
ESTNPH
ESTNPH
ESTNPH
ISYIPH
ESTNPH
ESTNPH
ESTNPH
ESM PH
ESTNPH
ESTNPH
ESTNPH
FATVPH
ISYIPH
ESTNPH
ESTNPH
EPYIPH

348
344
346
345
335
345
345
345
334
349
349
346
344
345
343
335
345
397
348
349
349
341
339
342
348
349
347
346
344
343
341
346
351
347
343
312
349
312
312
347
348
352
348
343
343
349
348
348
348
348
348
352
311
348
348
344


Administrator
文本框
His Ⅲ

Administrator
矩形
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AhFAD2-1
AhFAD2-2
AsFAD2-1
AsFAD2-2
AsFAD2-4
AsFAD2-5
AsFAD2-6
AsFAD2-7
AsFAD2-8
AsFAD2-9
AsFAD2-10
AsFAD2-11
AsFAD2-13
AsFAD2-15
AsFAD2-20
AsFAD2-21
AsFAD2-22
AsFAD2-23
AtFAD2
BnFAD2-1
BnFAD2-2
CaACET
CoCONJ
CpEPOX
CtFAD2-1
CtFAD2-2
CtFAD2-3
CtFAD2-4
CtFAD2-5
CtFAD2-6
CtFAD2-7
CtFAD2-8
CtFAD2-9
CtFAD2-10
CtFAD2-11_ACET
DcACET
DcFAD2_OH
DsACET
FVACET
GhFAD2-1
GhFAD2-2
GmFAD2-1
GmFAD2-2
HaACET
HaFAD2-1
HaFAD2-2
HaFAD2-3
HhACET
NtFAD2
OeFAD2-1
OeFAD2-2
RcOH
RhACET
SiFAD2-1
SiFAD2-2
SIEPOX
Consensus

TPFYKAN
TPFYKAL
TRPFYVAN
TSVI KAM
TPAI QAF
TP | KN
TPI | KN
TPI FKAN

(NEAKECL YVESDQG
(NEAKECL YVE PDDG
(NEAKECL FVEPD.

NEATECF YVE ADE

(NEIVKGCI YVE PDDC
NEATECF FVE ADE

MEATECF FVE ADE

(NEAKECVYI EPDQD
TPI LKIAFWRENVKECVYVE SDNY
TRFVWIALWIETKNCL FI EPDEV.
TSVFKIANYRETKECI YVDKDEE
TPPLKAFWRETKEC!I YAE. PD
TPI FKIAMAREAKECI YI EPDEG,
TPI VKIAMAREAT ECF FVE ADE

TPI FKIAMAREAKECI YI EPDEG,
TPAI QAFWRENMKEC! YVEPDDCI
TPI FKIAMAREAKEC! YI EPDED.
TPI ATAL
TPWYVIANY REAKECI YVEPDRE
TPVVKIAMAREAKEC!I YVEPDRC.
TPVVKIAMAREAKEC!I YVEPDRC.
TPI LKA
TPFLKAL
TPI LKA
TPFYARN
TSVFKIANYRETKECI YVDKDEE
TPI LOA

TPI LEAV!
TRI LKA
TPI LKAF
TPI LKA
TPI I KN
TPFFVAL
TPFYVAN
TPI FKAN
TPI LKANY[MEMK. . . ... ..

(NESKSCLFI EPDES

(NEAKECI FI EPEKG. . ..
(MEVKDCI YVESDQ. . . .
NEGRECMYI EPDS. . . ...
MEAKECLFVEAD. ... ....

METKDCI FI EPEE. . .
METKDCI FI EPEE. . .
HOTKECLFIE.. . ...
HETKNCI YVEPD. . . .
HOTKECI YVE. PD. . .
HEATECFFVEADE. . .

NEAKECLYVETD. .. .....
(NEAKECI YI EPDED. . ..

......EG...
..SGSN.....
DNDKNK. . ...
.. GEDK. ....
..GNN......
L...SE.....

DDDKKK. .

.. DSSE.....
... SKoL L
.. ADSD. . ...
... SKoL L
DNDKNK. . ...
L...SE.....
SFRDCI AVHPDEN. . ... ......

TPI LKANYREVKEC! YVEKDEG,

TPI FKAN
TPI LKANY[MEMK. . . ... .. ..
TPl YKIIMAREAKECL YVEPDVG,
MP VYK WHEAKECL YVE PDE G
TPFYKALWYEARECL YVEPDEG,
TPFVKIAMAREARECI YVEPDQS
TPI FKAN
TRPFYVAN
TS| FKIANYRETKECI YVDKDEE
TS| FKIANYRETKEC!I YVDKDED,
TPI LKIANYREVKECI YVEKDEG,
TPVFKIAMAREAKEC! YVEKDE A,
TPFYKAN
TPI FKAN
TPFYKAL
TPI FKAN
TPl FKAV!
TPFYKAN
TPFFKEAM

a r

(NEAKECI| YVERDEG
(NEAKECL FVEPDEG

(NEAKECI| YVEPDEG
(NEAKECL YVEPDES

(NEAKECI YI EPDED. . ..
MEVKECLFVECDD. . . .. ..

NEAKECLYVEPDE. . . ... ..

REAKECI YI ECDAD. . ..

...... GG

RXAKEXV.. . ...............

. NKGVF WYNNKL .
. KKGVYWYKNKF .
KKGVF WYKNKIV.
KKGVY WFKNKL .
KS GVY WFKK. . .
SKGVY WFNNKNM.
. KGVY WFNNKIV.
HKGVY WYHKL. .
... SSGVYMFRK. . .
.. KNKGVY WYS NKY .
.. .. EGVYMYRNKV.
HKGVYWFSK. . .
HE GVY WYHKN. .
SKGVY WFNNKNM.
HQGVY WYHK N .
KS GVY WFKK. . .
HKGTY WYHKN. .
CKGVHWFL PK. .

. KKGVYWYNNKL .

. KKGVF WYNNKL .

. KKGVF WYNNKL .

. SKGVYMWYNKF. .
.. KQGI YMFKNKI .

. LKGVYMYHKL. .
. KGGVFWYKNK. .
.. DGVYWMYRNKI .
.. KKGI YMFYK. . .

.. KKGI YMFYK. . .

.. KKGVYWFHK. . .

.. DSGVYWFRR. . .

.. KKGVYMYFK. . .
.. . SKGVYWFNNKIV.
.. KNKGI YMYRSKY.
.. . KGGVF WYKNKY .

... . HKGTYMYHKN. .

.. .. KGVYMSRKDI .

GGGSKGVF WYRNKF .
. DKGVF WFRNKL .
. EKGVYWYRNKY.
. SKGVFWYNNKL .
. HKGTYWYHKN. .
. KGGVFWYKNKIVN
.. DGVYMYRNKI .
.. DGVYMYRNKI .
.. KGVYMYRSEF.
. GKGVFWYKNKL .
. NKGVF WYKNKF .
. NKGVFWYNNTL.
. TQGVF WYRNKY .
. NKGVFWYNNKL .
. DKGVF WYKNKF .
. HKGTYMYHKN. .

383
379
379
381
372
381
379
379
371
385
383
379
378
381
377
372
379
429
383
384
384
375
374
374
380
383
381
380
375
376
372
382
387
380
377
324
383
326
324
385
383
387
383
377
378
383
382
382
383
381
383
387
326
383
383
378
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