B Staphylococcus (OTU 7935) -

Alloiococcus (OTU 7754) -

Moraxella (OTU 4609) -

Neisseriaceae (OTU 7) -

Prevotella (OTU 672) -

Corynebacterium (OTU 33) -

Staphylococcus (OTU 6864) -

Sphingomonas (OTU 11631) -

Streptococcus (OTU 7831) -

Moraxella (OTU 7805) -

Pasteurella (OTU 5991) -

Staphylococcus (OTU 12976) -

L Lachnospiraceae (OTU 111) -
092 Streptococcus (OTU 6858) -
Fold Change Moraxella (OTU 7075) -
Lactococcus (OTU 237) -
Corynebacterium (OTU 11744) -
Streptococcus (OTU 8055) -
Staphylococcus (OTU 4219) -
Haemophilus (OTU 7729) -
Staphylococcus (OTU 4592) -
Alloiococcus (OTU 10235) -
Veillonella (OTU 717) -
Moraxella (OTU 9554) -
Alloiococcus (OTU 4837) -
Capnocytophaga (OTU 84) -
Staphylococcus (OTU 3487) -
Staphylococcus (OTU 11044) -
Staphylococcus (OTU 11639) -
Moraxella (OTU 9066) -
Campylobacter (OTU 1427) -
Corynebacterium (OTU 6835) -
Staphylococcus (OTU 10084) -
Staphylococcus (OTU 7945) -
Alloiococcus (OTU 9541) -
Micrococcus (OTU 194) -
Veillonella (OTU 1263) -
Corynebacterium (OTU 513) -
Staphylococcus (OTU 7834) -
Alloiococcus (OTU 6810) -

A

Acinetobacter (OTU~31)
Acinetobacter (OTU~1249)
Pasteurellaceae (OTU~11082)
Xanthomonadaceae (OTU~13683)

Anaerococcus (OTU~32)

Exacerbation
Prevotella (OTU~672)

Corynebacterium (OTU~122)

Corynebacterium (OTU~39)

Corynebacterium (OTU~41)

Corynebacterium (OTU~513)

Corynebacterium (OTU~120)
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