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Relative abundance estimates in mock community 

To test whether our method was able to estimate relative abundances of taxa accurately, we 

designed our mock community such that each genome was represented by an equal number of 16S-

ITS-23S loci (Table S2). The expectation was that all taxa would represented with a similar amount 

of qtrim ccs reads. However, this was not the case: we could not detect 9 out of 38 taxa (or 50 out 

of 123 loci), and among detected taxa there was no equal representation (Fig. S9). This is not 

counting the 4 taxa which were found to contaminate the mock community (see Experimental 

Procedures). The contamination was only slight: only 5 qtrim ccs reads mapped to 1 locus each of 

M. wisconsensis and V. parvula. Primer bias, a phenomenon in which the degree of primer-template 

matching can lead to preferential amplification of some taxa while possibly ignoring others, does 

not seem to explain our observation. All 123 loci of both detected and undetected taxa matched the 

primers perfectly. The exceptions were the loci of N. aromaticivorans and P. saltans (not detected) 

and T. roseus (detected), which exhibit a single A to G mismatch in the reverse primer. Locus 

length and locus GC-content do not seem to explain the observation either. We could not find a 

correlation between either and observed qtrim ccs read counts (Fig. S10). 

 



PacBio 16S-ITS-23S 
CCS read curation pipeline

 
 

mothur trim.seqs()
· fasta=reads.fasta, checkorient=T, maxhomop=10,  
minlength=3000, maxlength=5000, oligos=oligos.txt, 
keepforward=F, pdiffs=2
 
· pdiffs : Discards reads with more than 2 mismatches with 
primers, defined in oligos.txt
 
· minlength, maxlength : Discards reads shorter than 3000, 
and longer than 5000 bp
 
· maxhomop : Discards reads with 10 or more consecutive 
identical base calls
 
· keepforward=F : Removes primer sequences from read 
edges
 
· checkorient=T : Checks reverse complement of read for 
primer sequence, defined in oligos.txt, if no primer 

sequence is found
 
· oligos : Reads in primer sequences, defined in 
oligos.txt
 
· .trim.fasta contains all reads that survived filtering and 
have their primer sequences removed
 
· .scrap.fasta contains all ccs reads that could not be 
assigned to a sample or did not meet requirements. These 
still have their primer and barcode sequences. FASTA 
header descriptions state why each read was discarded 
· .groups states for each ccs read what type of primer 
combination it had
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mothur chimera.uchime()
· fasta=reads.fasta, reference=self, chunks=80, abskew=1, 
chimealns=T
 
· reference=self : Turn on de novo chimera detection
 
· abskew=1 : Parent-to-chimera abundance ratio threshold. 
Works normally under the assumption that parents are more 
abundant than chimeras. But here throughput is low, and 
error rates are relatively high, meaning that virtually all reads 
will be unique, and thus that any potential parent will have 
the same abundance as a chimera. Default abskew=1.9 will 
therefore not report any chimeras
 
· chunks=n : Splits each read into 16 chunks of ~50 bp each 
that are used for searching parents. Default is 4, but was set 
with short Illumina amplicons in mind. For long PacBio 
amplicons, thus needs to set much larger
 
·  chimealns=T : Will produce human readable pairwise 
chimera-to-chimeramodel alignments. A chimeramodel is a 
suggested chimera constructed of two putative parents
 
· .denovo.uchime.accnos List of identified chimeric reads
 
· .denovo.uchime.alns Human readable chimera 
alignments
 
· .denovo.uchime.chimeras Detailed per-read report on 
chimera scores 

C
M

D
PA

R
A

M
E

TE
R

S
O

U
TP

U
T

mothur fastq.info()
· fastq=reads.fastq, pacbio=T
 
· pacbio=T : Converts base calls that have a PHRED score 
of 0 to 'N'
 
· .fasta Reads in FASTA format
 
· .qual PHRED scores for each base call

CMD

PARAMETERS

OUTPUT

mothur consensus.seqs()
· fasta=.align, cutoff=51
 
· fasta=.align : reads alignment 
 
· cutoff=51 : if a base call is present in at least 51% of the 
sequences on a certain position, the consensus will be that 
base call
 
· .cons.fasta : The consensus sequence
 
· .cons.summary : A per-position report of base frequencies 
and the consensus base call
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ccs reads
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Quality > 0.99
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Fig. S1 | Read curation pipeline and mothur function settings. See 'Read curation pipeline' in Methods for 
a detailed description of the pipeline. See mothur.org/wiki/Sequence_processing for more detailed 
descriptions and explanations of the mothur functions.
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Fig. S2 | Relationship between ccs read quality and observed error rate



10

40

10

40

10

40

10

40

10

40

10

40

10

40

10

40

10

40

10

40
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CAGCAGCCGCGGTAATACGTAGGTCCCGAGCGTTGCGCGAAATTACTGGGCGTAAAGAGCGCGTAGGCGGGCCAGTAAGTCAGAGGTGAAAGCCCCCGGCTCAACCGGGGAATTGCCTCTGATACTGCTGGTCTAGGGTCCGGAAGAGGCTGGCGGAATTCCCGGTGTAGCGGTGAAATGCGTAGATATCGGGAGGAACACCGGTGGCGAAGGCGGCCAGCCAGGACGGTACCGACGCTGAGGCGCGAAAGCGTGGGGAGCAAACCGGATTAGATACCCGGGTAGTCCACGCTGTAAACGATGGGTGCTGGGCGTTGGCACCGATAGGTGTCAGTGCCGAAGCTAACGCGTTAAGCACCC
 
 
 
 
CGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATAGAC-GGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGAACCTTACCAGGGCTTGACATGCGGTGTGTCGTAGCCGAAAGGCTACTAGCTACCCTTTGTGGGGTAGCGCGCCGCACAGGTGGTACATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCTAGTTGCCAGCGGGTAAAGCCGGGCACACTAGGGAGACTGCCGGCGATAAGCCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCCTTACGCCCTGGGCTACACA
CGCCTGGGGAGTACGGCCGCAAGGCTGAAACTCAAAGGAATAGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCAATGCTACGCGAAGAACCTTACCAGGGCTTGACATGCGGTGTGTCGTAGCCGAAAGGCTACTAGCTACCCTTTGTGGGGTAGCGCGCCGCACAGGTGGTACATGGCCGTCGTCAGCTCGTGCCGTGAGGTGTTGGGTTAAGTCCCGCAACGAGCGCAACCCCTGTCCCTAGTTGCCAGCGGGTAAAGCCGGGCACACTAGGGAGACTGCCGGCGATAAGCCGGAGGAAGGAGGGGATGACGTCAGGTCAGTATGCCCCTTACGCCCTGGGCTACACA
 
 
 
 
CGTGCTACAATGGTCGGGACAGAGGGAAGCGAAGCCGCGAGGTGGAGCAAAACCCACCAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAACGGCCGGTCAGCTACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGAAAGCTGGCTCTACCAGAAGTCCCCGGGCTAACCCTCTTATGAGGGAGGCAGGGGCCGAAGGTAGGGTTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTTATGGAGA-GGGTGGGCAGGTT-CCACCCCTAAAGAATA
CGTGCTACAATGGTCGGGACAGAGGGAAGCGAAGCCGCGAGGTGGAGCAAAACCCACCAAACCCGGTCCCAGTTCGGATTGCAGGCTGCAACTCGCCTGCATGAAGCTGGAATCGCTAGTAACGGCCGGTCAGCTACACGGCCGTGAATACGTTCCCGGGCCTTGTACTCACCGCCCGTCACACCCCGAAAGCTGGCTCTACCAGAAGTCCCCGGGCTAACCCTCTTATGAGGGAGGCAGGGGCCGAAGGTAGGGTTGGTGATTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGAGAACCTGCGGCTGGATCACCTCCTTTTATGGAGAGGGGTGGGCAGGTTCCCACCCCTAAAGAATA
 
 
 
 
GCAGGTGCGTGTCCCTTATCCTCTTGTCAAAGAGTACTAAGAGTGGTCTTTGACAGTAGAATAGGGAAACTGCAGTAAACTGAG-TAGATAGATAGGCCGAGGTGCTAAGGGCACACGGTGGATGCCTTGGCGCCAGCAGGCGAGGAAGGGCGTGGTAAGCTGCGAAAAGCCCCGGCGAGGCGCAAACAGCTGATGACCCGGGGATGCCCGAATGGGGAAACCCGGCAGGCAGAAAGCCTGTCATCCCGCATTTTGCGGGAGGCGATA-CCCCCGAACTGAAACATCTCAGTAGGGGGAGGAAAGGAAATCAACCGAGACTCCCTGAGTAGCGGCGAGCGAAAGGGGACCAGCCCAAACCG
GCAGGTGCGTGTCCCTTATCCTCTTGTCAAAGA----TAAGAGTGGTCTTTGACAGTAGAATAGGGAAAC--CAGTA--CTGAGGTAGATAGATAGGCCGAGGTGCTAAGGGCACACGGTGGATGCCTTGGCGCCAGCAGGCGAGGAAGGGCGTGGTAAGCTGCGAAAAGCCCCGGCGAGGCGCAAACAGCTGATGACCCGGGGATGCCCGAATGGGGAAACCCGGCAGGCAGAAAGCCTGTCATCCCGCATTTTGCGGGAGGCGATACCCCCCGAACTGAAACATCTCAGTAGGGGGAGGAAAGGAAATCAACCGAGACTCCCTGAGTAGCGGCGAGCGAAAGGGGACCAGCCCAAACCG
 
 
 
 
TGTGAGTGTTAAAGCGGGCAGGCGTTGCTCACACGGGGTAGCGGGACGTACCTGGAAGGAGCTGCCTCTCCTTCGGGGAGTTACAAAAGTGCTGGGTAGCCGAATGGTCTGGAAAGGCCAGCCGTAGAGGGTGATAGCCCCGTAGGCGAAACTCGGCACTCTCCCTGGGGTACGATCCCAAGTACCGCGGGACACGAGGAATCCTGCGGGAATCAGGGGGGACCACCCTCCAAGGCTAAGTACTCGCTGGCGACCGATAGCGCATAGTACCGTGAGGGAAAGGTGAAAAGAACCCCGGGTAGGGGAGTGAAATAGAACCTGAAACCGTGTGCCTACAAGCGGTCGGAGGGGACGTTAGTC
TGTGAGTGTTAAAGCGGGCAGGCGTTGCTCACACGGGGTAGCGGGACGTACCTGGAAGGAGCTGCCTCTCCTTCGGGGAGTTACAAAAGTGCTGGGTAGCCGAATGGTCTGGAAAGGCCAGCCGTAGAGGGTGATAGCCCCGTAGGCGAAACTCGGCACTCTCCCTGGGGTACGATCCCAAGTACCGCGGGACACGAGGAATCCTGCGGGAATCAGGGGGGACCACCCTCCAAGGCTAAGTACTCGCTGGCGACCGATAGCGCATAGTACCGTGAGGGAAAGGTGAAAAGAACCCCGGGTAGGGGAGTGAAATAGAACCTGAAACCGTGTGCCTACAAGCGGTCGGAGGGGACGTTAGTC
 
 
 
 
CCTGACGGCGTACCTTTTGCGTAATGGGCCAGGGAGTTACTCTCAGCGGCGAGGCTAAGCCGGGAGGCGGAGCCGTAGGGAAACCGAGTCCGAATAGGGCGCATAGTCGCTGGGAGTAGACCCGAAACCGTACGATCTACCCATGGCCAGGGTGAAGTCCGGGTAACACCGGATGGAGG-CCGAACCCACTGGTGCTGAAAAACCAGGGGATGAGCTGTGGGTAGGAGTG-AAAGCTAATCGAGTACGGAGATAGCTGGTTCTCCCCGAAATAGCTTTAAGGCTAGCCTCACGGATGAGTCTACCGGAGGTAGAGCTACTGGTGGGGCTAGGGCCCCGAGAGGGGTACCGAACCCCGCCA
CCTGACGGCGTACCTTTTGCGTAATGGGCCAGGGAGTTACTCTCAGCGGCGAGGCTAAGCCGGGAGGCGGAGCCGTAGGGAAACCGAGTCCGAATAGGGCGCATAGTCGCTGGGAGTAGACCCGAAACCGTACGATCTACCCATGGCCAGGGTGAAGTCCGGGTAACACCGGATGGAGGCCCGAACCCACTGGTGCTGAAAAACCAGGGGATGAGCTGTGGGTAGGAGTGAAAAGCTAATCGAGTACGGAGATAGCTGGTTCTCCCCGAAATAGCTTTAAGGCTAGCCTCACGGATGAGTCTACCGGAGGTAGAGCTACTGGTGGGGCTAGGGCCCCGAGAGGGGTACCGAACCCCGCCA
 
 
 
 
AACTCCGAATGCCGGTAGATGCTTCGTGGGAGTCAGACCGTGGGGGATAAGCTCCATGGTCGAGAGGGAAAGAGCCCAGACCGCCAGCTAAGGTCCCCAAGTGGTGGCTAAGTGGTAAAGGAAGTGTGCCCGCTAAGACAGCCAGGAGGTTGGCTTAGAGGCAGCCATCCTTTAAAGAGTGCGTAACAGCTCACTGGTCGAGCGGGCATGCGCCG-AAATGTAGCGGGGCTCAAGCCACCCACCGAAGCTGCGGGTTCACCACGATAGTGGTGAGCGGTAGGGGAGCGTTCCCTGTGGGTTGAAGTCGCACCGGAAGGTGCGGTGGACTGCAGGGAAGTGAAAATCCTGGCATGAGTAGG
AACTCCGAATGCCGGTAGATGCTTCGTGGGAGTCAGACCGTGGGGGATAAGCTCCATGGTCGAGAGGGAAAGAGCCCAGACCGCCAGCTAAGGTCCCCAAGTGGTGGCTAAGTGGTAAAGGAAGTGTGCCCGCTAAGACAGCCAGGAGGTTGGCTTAGAGGCAGCCATCCTTTAAAGAGTGCGTAACAGCTCACTGGTCGAGCGGGCATGCGCCGAAAATGTAGCGGGGCTCAAGCCACCCACCGAAGCTGCGGGTTCACCACGATAGTGGTGAGCGGTAGGGGAGCGTTCCCTGTGGGTTGAAGTCGCACCGGAAGGTGCGGTGGACTGCAGGGAAGTGAAAATCCTGGCATGAGTAGG
 
 
 
 
CGATAAGGAAGGTGAGAAGCCTT-CCGCCGAAAGCCCAAGGTTTCCAGGGGAAGGCAAGTCCGCCCTGGGTTAGCCGGTCCCTAAGGCGAGGCCGAAAGGCGTAGCCGATGGGAAGCGGGTTAATATTCCCGCGCCACTCCGGTGGAGCGATGGGGGTGACGCAGGAGGATAGCCCGACCCGGGCGATGGTTGTCCCGGGTCAAGGTAGTAGGGGGAGGGTCTAGGCAAATCCGGACCCTCGCTAACCCCGAGAACTGATGGGGAGCCGCAAATTGCGGCGAAGCGGGTGAATCCACACTGCCGAGAAAGAACCCCTAAGCTTTGAAGCCGGAGTGACCGTACCGCAAACCGACACAGGT
CGATAAGGAAGGTGAGAAGCCTTCCCGCCGAAAGCCCAAGGTTTCCAGGGGAAGGCAAGTCCGCCCTGGGTTAGCCGGTCCCTAAGGCGAGGCCGAAAGGCGTAGCCGATGGGAAGCGGGTTAATATTCCCGCGCCACTCCGGTGGAGCGATGGGGGTGACGCAGGAGGATAGCCCGACCCGGGCGATGGTTGTCCCGGGTCAAGGTAGTAGGGGGAGGGTCTAGGCAAATCCGGACCCTCGCTAACCCCGAGAACTGATGGGGAGCCGCAAATTGCGGCGAAGCGGGTGAATCCACACTGCCGAGAAAGAACCCCTAAGCTTTGAAGCCGGAGTGACCGTACCGCAAACCGACACAGGT
 
 
 
 
GGGCGGGTGTAAAAGCACCGAGGCGTTCGGGGGAACCCTCCGTAAGGAACTCGGCAAAATGACCCCGTAACTGCGGGAGAAGGGGTGCCCT-GGAGGTGTAGGGTCTTGCACCCGAAGCTTCCTGGGGCCGCAGAGAATAGGCGGTGGCGACTGTTTACC-AAAACACAGGTCTCCGCAAACTCGTAAGAGGATGTATGGGGACTGCAACCTGCCCAGTGCCGGAAGGTTAAGGG-AGGGGTGCAAGCCCCGAACCGAAGCCCCGGTAAACGGCGGCCGTAACTATAACGGTCCTAAGGTAGCGAAATTCCTTGTCGGGTAAGTTCCGACCTGCATGAATGGTCCAACGACTGCCGCACT
GGGCGGGTGTAAAAGCACCGAGGCGTTCGGGGGAACCCTCCGTAAGGAACTCGGCAAAATGACCCCGTAACTGCGGGAGAAGGGGTGCCCTGGGAGGTGTAGGGTCTTGCACCCGAAGCTTCCTGGGGCCGCAGAGAATAGGCGGTGGCGACTGTTTACCAAAAACACAGGTCTCCGCAAACTCGTAAGAGGATGTATGGGGACTGCAACCTGCCCAGTGCCGGAAGGTTAAGGGAAGGGGTGCAAGCCCCGAACCGAAGCCCCGGTAAACGGCGGCCGTAACTATAACGGTCCTAAGGTAGCGAAATTCCTTGTCGGGTAAGTTCCGACCTGCATGAATGGTCCAACGACTGCCGCACT
 
 
 
 
GTCTCGCGGAGGGTCCCGGCGAAATTGTAGTCTGGGTGAAGATGCCCAGTACCCGTGGCAGGACGGAAAGACCCCGTGAAGCTTTACTGCAGCCTGGCATTGTGTTCAGGCTTGGCTTGCGCAGGATAGGTGGGAGCCTGGGAAGTCCCCGCTCTGGCGGGGATGGAGGCGCCGGTGAGATACCACCCTGGTCAAGCTTGAGCACTAACCTAGGGGAGTGAATCCTCCTCGGGGACAGTGTCAGGTGGGCAGTTTGACTGGGGCGGTCGCCTCCTAAAAGGTAACGGAGGCGCCCAAAGGTCCCCTCAGCGCGGTCGGCAATCGCGCGTAGAGTGCAAGGGCATAAGGGGGCTTGACTGC
GTCTCGCGGAGGGTCCCGGCGAAATTGTAGTCTGGGTGAAGATGCCCAGTACCCGTGGCAGGACGGAAAGACCCCGTGAAGCTTTACTGCAGCCTGGCATTGTGTTCAGGCTTGGCTTGCGCAGGATAGGTGGGAGCCTGGGAAGTCCCCGCTCTGGCGGGGATGGAGGCGCCGGTGAGATACCACCCTGGTCAAGCTTGAGCACTAACCTAGGGGAGTGAATCCTCCTCGGGGACAGTGTCAGGTGGGCAGTTTGACTGGGGCGGTCGCCTCCTAAAAGGTAACGGAGGCGCCCAAAGGTCCCCTCAGCGCGGTCGGCAATCGCGCGTAGAGTGCAAGGGCATAAGGGGGCTTGACTGC

read
reference

Fig. S3 | Example of a ccs read with a local stretch of low quality base calls that are enriched in sequencing errors. Bars represent 
Phred scores, red base calls correspond to errors. Red bars indicate local stretch of low quality base calls
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Fig. S5 | Bar charts reflecting estimated relative abundances of bacterial and archaeal phyla 
with ≥0.5% abundance. *_1000bp: relative abundances estimated from ~1000 bp 16S 
rRNA gene sequence. *_250bp: relative abundances estimated from 250 bp 16S rRNA gene 
sequence fragments spanning the V4 region.



0.2 subsitutions per site

Euryarchaeota==Thermoplasmata==Thermogymnomonas_acidicola_JCM_13583 #2681813015

TACK_group==Crenarchaeota==Thermoproteus_uzoniensis_768-20 #GCA_000193375

P19_o_OTU_34 | size=2

PM3_o_OTU_170 | size=6

Euryarchaeota==Methanomicrobia==methanogenic_archaeon_mixed_culture_ISO4-G1 #GCA_001563305

PM3_o_OTU_167 | size=5

DPANN_group==Candidatus_Micrarchaeota==Candidatus_Micrarchaeum_acidiphilum_ARMAN-1 #GCA_001889985

Euryarchaeota==Methanomicrobia==Candidatus_Methanoperedens_sp._BLZ1 #LKCM01000080

PM3_o_OTU_21 | size=107

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_A-plasma #ACXK01000051

PM3_o_OTU_403 | size=1

Euryarchaeota==Methanomicrobia==Methanocella_paludicola_SANAE #AP011532

TACK_group==Crenarchaeota==Vulcanisaeta_distributa_JCM_11217 #2681813012

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Hydrothermarchaeota_archaeon_JdFR-18 #GCA_002011125

TNS08_o_OTU_82 | size=1

SALA_o_OTU_3 | size=836

P19_o_OTU_3 | size=2859

TNS08_o_OTU_35 | size=1

PM3_o_OTU_36 | size=14

PM3_o_OTU_241 | size=3

TNS08_o_OTU_37 | size=5

Euryarchaeota==Halobacteria==Haloferax_gibbonsii #CP011947

unclassified_Archaea==unclassified_Archaea==Unclassified_archaeon_V1_Ga0138500 #2700988735

Euryarchaeota==Halobacteria==Halorubrum_lipolyticum_DSM_21995 #AOJG01000020

TNS08_o_OTU_101 | size=1

Euryarchaeota==Halobacteria==Halorientalis_sp._IM1011 #GCA_001989615

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_WOR_SM1_86-2 #GCA_001723855

Euryarchaeota==Halobacteria==Halanaeroarchaeum_sulfurireducens_M27-SA2 #2648501868

Euryarchaeota==Methanomicrobia==Methanosphaerula_palustris_E1-9c #CP001338

Euryarchaeota==Methanomicrobia==Methanosaeta_concilii_GP6 #CP002565

TACK_group==Candidatus_Korarchaeota==Candidatus_Korarchaeum_cryptofilum_OPF8 #GCA_000019605

TNS08_o_OTU_80 | size=1

PM3_o_OTU_2 | size=252

DPANN_group==Nanoarchaeota==Nanoarchaeota_archaeon_7A #2681813051

Euryarchaeota==Halobacteria==Halorientalis_regularis #GCA_900102305

PM3_o_OTU_207 | size=9

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_SCGC_AAA286-E23 #GCA_000484915

P19_o_OTU_103 | size=20

PM3_o_OTU_33 | size=15

TNS08_o_OTU_93 | size=2

TNS08_o_OTU_91 | size=1

SALA_o_OTU_483 | size=1

TACK_group==Crenarchaeota==Thermocladium_modestius_JCM_10088 #2681812991

P19_o_OTU_53 | size=10

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR16 #GCA_000805925

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Thalassoarchaea_mediterranii_composite_genome_Ga0104022 #2645728164

P19_o_OTU_91 | size=1

TNS08_o_OTU_23 | size=43

Euryarchaeota==Halobacteria==Salinarchaeum_sp._Harcht-Bsk1 #2597489945

Euryarchaeota==Halobacteria==Natronomonas_moolapensis_8.8.11 #HF582854

P19_o_OTU_60 | size=2

TNS08_o_OTU_107 | size=1

TACK_group==Crenarchaeota==Desulfurococcus_amylolyticus_Z-533 #GCA_000513855

PM3_o_OTU_271 | size=2

Euryarchaeota==Thermoplasmata==Methanomassiliicoccus_luminyensis_B10 #GCA_000308215

TACK_group==Crenarchaeota==Fervidicoccus_fontis_Kam940 #GCA_000258425

Unclassified_euryarchaeota_REDSEA-S11_B3N4_Ga0114143 #2651870294

Euryarchaeota==Thermococci==Thermococcus_celer_JCM_8558 #2681813024

TACK_group==Unclassified_Aigarchaeota_GMQ_bin_10 #2718217646

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR10 #GCA_000830275

DPANN_group==Candidatus_Micrarchaeota_archaeon_CG1_02_55_41 #GCA_001871605

Euryarchaeota==Halobacteria==Halopiger_xanaduensis_SH-6 #CP002839

PM3_o_OTU_151 | size=4

PM3_o_OTU_40 | size=11

P19_o_OTU_52 | size=22

Euryarchaeota==Methanomicrobia==Methanospirillum_hungatei_JF-1 #CP000254

TNS08_o_OTU_83 | size=2

Euryarchaeota==Methanococci==Methanococcus_vannielii_SB #CP000742

DPANN_group==Nanoarchaeota==Nanoarchaeum_equitans_Kin4-M #2623620724

TNS08_o_OTU_22 | size=14

Asgard_group==Candidatus_Heimdallarchaeota_archaeon_AB_125 #GCA_001940755

Euryarchaeota==Methanomicrobia==Methanofollis_liminatans_DSM_4140 #GCA_000275865

TNS08_o_OTU_106 | size=1

TACK_group==Crenarchaeota==Metallosphaera_sedula_ARS120-2 #2645727535

NAG2_mk4-r01 #2524023200

Euryarchaeota==Methanobacteria==Methanobrevibacter_arboriphilus_JCM_9315 #2681813027

SALA_o_OTU_47 | size=2

P19_o_OTU_96 | size=1

OSPB-1_NAG1 #2504756013

TNS08_o_OTU_29 | size=1

PM3_o_OTU_74 | size=7

TNS08_o_OTU_96 | size=1

Euryarchaeota==Halobacteria==Halapricum_salinum_CBA1105 #2630968753

Euryarchaeota==Methanobacteria==Methanobrevibacter_oralis_DSM7256 #2684622741

Euryarchaeota==Thermoplasmata==Candidatus_Methanoplasma_termitum_strain_MpT1 #2608642196

PM3_o_OTU_5 | size=410

PM3_o_OTU_414 | size=1

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_RBG_16_49_8 #2708742552

Euryarchaeota==Halobacteria==Halohasta_litchfieldiae #GCA_900109065

Euryarchaeota==unclassified_Euryarchaeota==Aciduliprofundum_sp._JdFR-45 #GCA_002011395

Euryarchaeota==Methanococci==Methanocaldococcus_fervens_AG86 #GCA_000023985

P19_o_OTU_64 | size=16

TACK_group==Crenarchaeota==Crenarchaeota_archaeon_SCGC_AAA471-B05 #GCA_000380705

PM3_o_OTU_212 | size=1

SALA_o_OTU_366 | size=1

Euryarchaeota==Halobacteria==Candidatus_Halobaculum_G22 #2512047006

TACK_group==Crenarchaeota==Caldisphaera_lagunensis_DSM_15908 #GCA_000317795

P19_o_OTU_122 | size=1

Euryarchaeota==Halobacteria==Natronorubrum_tibetense_GA33 #GCA_000337235

Kor1

TACK_group==Thaumarchaeota==Marine_Group_I_thaumarchaeote_RSA3 #2630968656
SALA_o_OTU_167 | size=1

TNS08_o_OTU_60 | size=1

Euryarchaeota==Methanomicrobia==Methanolacinia_petrolearia_DSM_11571 #CP002117

TNS08_o_OTU_24 | size=16

TACK_group==Thaumarchaeota==Candidatus_Caldiarchaeum_subterraneum #2264867017

P19_o_OTU_11 | size=6

Euryarchaeota==Halobacteria==Halorubrum_sp._J07HR59 #2512875011

Euryarchaeota==Methanomicrobia==Methanococcoides_methylutens #JRHO01000009

P19_o_OTU_55 | size=95

TNS08_o_OTU_63 | size=1

PM3_o_OTU_249 | size=5

P19_o_OTU_56 | size=18

TNS08_o_OTU_58 | size=2

TNS08_o_OTU_67 | size=1

PM3_o_OTU_127 | size=10

Euryarchaeota==Halobacteria==Haloquadratum_sp._J07HQX50 #2512875009

Euryarchaeota==Halobacteria==Halorhabdus_tiamatea_SARL4B #AFNT02000002

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR18 #GCA_000806155

TNS08_o_OTU_70 | size=1

Euryarchaeota==Thermoplasmata==Thermoplasma_volcanium_GSS1 #BA000011

TNS08_o_OTU_46 | size=3

PM3_o_OTU_410 | size=1

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_CSP1-1 #GCA_001443365

Euryarchaeota==Halobacteria==Haladaptatus_paucihalophilus_DX253 #GCA_000376445

Euryarchaeota==Halobacteria==Halobellus_rufus_CBA1103 #2617271223

P19_o_OTU_123 | size=1

PM3_o_OTU_16 | size=7

TNS08_o_OTU_54 | size=1

Euryarchaeota==Methanococci==Methanotorris_igneus_Kol_5 #GCA_000214415

PM3_o_OTU_101 | size=4

P19_o_OTU_74 | size=3

Euryarchaeota==Methanobacteria==Methanobrevibacter_curvatus_DSM11111 #2684622742

AMET

Euryarchaeota==Hadesarchaea==Hadesarchaea_archaeon_YNP_45 #GCA_001515205

P19_o_OTU_59 | size=6

Euryarchaeota==Halobacteria==haloarchaeon_3A1_DGR #2600255154

PM3_o_OTU_199 | size=6

PM3_o_OTU_96 | size=31

PM3_o_OTU_168 | size=11

P19_o_OTU_61 | size=2

Euryarchaeota==Uncultured_Thermoplasmata_T3M75 #2571042357

P19_o_OTU_95 | size=3

Euryarchaeota==Thermoplasmata==Methanoculleus_sp._CAG_1088 #CBKQ010000059

PM3_o_OTU_39 | size=89

TNS08_o_OTU_32 | size=12

TNS08_o_OTU_74 | size=4

TNS08_o_OTU_49 | size=1

Candidatus_Nitrosofontus_exaquare #2603880166

Euryarchaeota==Methanomicrobia==Methanosarcina_barkeri_CM1 #CP008746

Euryarchaeota==Methanopyri==Methanopyrus_kandleri_AV19 #2623620713

PM3_o_OTU_244 | size=11

PM3_o_OTU_165 | size=2

TNS08_o_OTU_44 | size=3

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeum_sp._CG2_30_32_3053 #GCA_001873845

TACK_group==Crenarchaeota==Vulcanisaeta_sp._AZ3 #GCA_000960865

P19_o_OTU_12 | size=493

TACK_group==Crenarchaeota==Staphylothermus_hellenicus_DSM_12710 #GCA_000092465

PM3_o_OTU_13 | size=58

PM3_o_OTU_234 | size=2

Euryarchaeota==Thermococci==Thermococcus_barophilus_MP #GCA_000151105

PM3_o_OTU_408 | size=1

TNS08_o_OTU_111 | size=1

PM3_o_OTU_53 | size=18

TNS08_o_OTU_8 | size=1616

P19_o_OTU_29 | size=1

SALA_o_OTU_233 | size=1

P19_o_OTU_19 | size=77

PM3_o_OTU_352 | size=1

TACK_group==Thaumarchaeota==Aigarchaeota_archaeon_SCGC_AAA471-G05 #GCA_000398505

SALA_o_OTU_399 | size=2

TNS08_o_OTU_6 | size=597

TNS08_o_OTU_21 | size=104

TNS08_o_OTU_3 | size=169

P19_o_OTU_120 | size=3

MSBL1==candidate_divison_MSBL1_archaeon_SCGC-AAA259D14 #LHXL01000004

PM3_o_OTU_418 | size=1

PM3_o_OTU_417 | size=1

P19_o_OTU_124 | size=1

PM3_o_OTU_272 | size=5

PM3_o_OTU_292 | size=6

PM3_o_OTU_173 | size=2

TNS08_o_OTU_26 | size=21

PM3_o_OTU_31 | size=212

PM3_o_OTU_29 | size=28

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA382K21 #2681813389

Euryarchaeota==Halobacteria==Haloarchaeobius_iranensis #GCA_900103505

TACK_group==Thaumarchaeota==Cenarchaeum_symbiosum_A #GCA_000200715

SALA_o_OTU_10 | size=100

TNS08_o_OTU_81 | size=1

PM3_o_OTU_118 | size=2

Euryarchaeota==Halobacteria==Halococcus_morrhuae #X72588

Euryarchaeota==Halobacteria==Halonotius_sp._J07HN4 #2512875007

Euryarchaeota==Methanomicrobia==Methanomicrobium_mobile_BP #GCA_000711215

Euryarchaeota==Halobacteria==Halobiforma_haloterrestris #GCA_900112205

Euryarchaeota==Methanobacteria==Methanobacterium_lacus #CP002551

P19_o_OTU_30 | size=92

TNS08_o_OTU_71 | size=1

TACK_group==Thaumarchaeota==Nitrosopumilus_sp._REDSEA-S25_B3_Ga0114044 #2651870207

PM3_o_OTU_26 | size=22

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA382C18 #2681813387

Euryarchaeota==Halobacteria==soda_lake_metagenome #LKMJ01012234

SALA_o_OTU_5 | size=125

TNS08_o_OTU_52 | size=1

P19_o_OTU_92 | size=4

TACK_group==Crenarchaeota==Sulfolobales_archaeon_AZ1 #GCA_000565255

Euryarchaeota==Archaeoglobi==Archaeoglobus_sulfaticallidus_PM70-1 #12935

TACK_group==Candidatus_Bathyarchaeota==Candidatus_Bathyarchaeota_archaeon_B24 #GCA_001593865

TNS08_o_OTU_75 | size=1

Thaumarchaeota-Tha-I.1e-r01 #13439

PM3_o_OTU_282 | size=2

Marine_Group_I_thaumarchaeote_sp._SCGC_AAA288-P18 #2524023105

PM3_o_OTU_25 | size=21

PM3_o_OTU_402 | size=2

TACK_group==Crenarchaeota==Sulfolobus_islandicus_M.16.22 #GCA_000245155

TNS08_o_OTU_48 | size=6

PM3_o_OTU_312 | size=1

PM3_o_OTU_104 | size=26

Euryarchaeota==Halobacteria==Halorubrum_lacusprofundi_ATCC_49239 #CP001365

PM3_o_OTU_346 | size=2

TNS08_o_OTU_20 | size=20

TNS08_o_OTU_12 | size=16

Euryarchaeota==Halobacteria==Natronolimnobius_baerhuensis_JCM_12253 #GCA_001316185

Euryarchaeota==Archaeoglobi==Archaeoglobus_profundus_DSM_5631 #GCA_000025285

TACK_group==Crenarchaeota==Sulfolobales_ST1-r02 #2551306707

PM3_o_OTU_137 | size=1

TACK_group==Crenarchaeota==Hyperthermus_butylicus_DSM_5456 #2623620343

Euryarchaeota==Methanomicrobia==Candidatus_Syntrophoarchaeum_butanivorans #GCA_001766825

Euryarchaeota==Methanobacteria==Methanothermobacter_marburgensis_str._Marburg #CP001710

PM3_o_OTU_290 | size=6

TNS08_o_OTU_105 | size=1

TNS08_o_OTU_56 | size=1

PM3_o_OTU_157 | size=15

Euryarchaeota==Methanomicrobia==hydrocarbon_metagenome #LNQE01001524

TACK_group==Crenarchaeota==Candidatus_Acidianus_copahuensis #GCA_000632495

Euryarchaeota==Methanomicrobia==Methanoregula_boonei_6A8 #CP000780

DPANN_group==Candidatus_Diapherotrites==Candidatus_Iainarchaeum_andersonii_SCGC_AAA011-E11 #GCA_000402355

Euryarchaeota==Halobacteria==Halococcus_salifodinae_DSM_8989 #GCA_000336935

TNS08_o_OTU_9 | size=33

Euryarchaeota==Methanomicrobia==Methanosaeta_harundinacea_6Ac #CP003117

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_WOR_SM1_SCG #GCA_001723845

TNS08_o_OTU_113 | size=1

TNS08_o_OTU_69 | size=1

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR15 #GCA_000830295

P19_o_OTU_14 | size=262

Diapherotrites==uncultured_euryarchaeote_Alv-FOS5 #DQ078753

Euryarchaeota==Halobacteria==Haloquadratum_walsbyi_DSM_16790 #AM180088

MGIVbin_117

P19_o_OTU_48 | size=3

SALA_o_OTU_226 | size=1

TNS08_o_OTU_85 | size=1

TNS08_o_OTU_53 | size=1

Euryarchaeota==Methanobacteria==Methanosphaera_sp._WGK6 #GCA_001729965

TNS08_o_OTU_25 | size=22

PM3_o_OTU_8 | size=72

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_I-plasma #GCA_001856825

Euryarchaeota==Halobacteria==Natrinema_sp._XA3-1 #AJ586112

Euryarchaeota==Methanobacteria==Methanothermus_fervidus_DSM_2088 #GCA_000166095

TNS08_o_OTU_14 | size=82

Euryarchaeota==Halobacteria==Halogranum_salarium_B-1 #ALJD01000016

PM3_o_OTU_311 | size=1

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR17 #GCA_000805995

PM3_o_OTU_196 | size=2

Euryarchaeota==Methanomicrobia==Methanolobus_psychrophilus_R15 #CP003083

TACK_group==Crenarchaeota==Staphylothermus_marinus_F1 #GCA_000015945

TNS08_o_OTU_7 | size=730

PM3_o_OTU_24 | size=5

TNS08_o_OTU_55 | size=40

SALA_o_OTU_370 | size=1

PM3_o_OTU_184 | size=1

Euryarchaeota==Archaeoglobi==Archaeoglobus_veneficus_SNP6 #GCA_000194625

TNS08_o_OTU_78 | size=1

Euryarchaeota==Archaeoglobi==Geoglobus_acetivorans_SBH6 #2634166507

TNS08_o_OTU_77 | size=1

TACK_group==Crenarchaeota==Thermofilum_sp._1505 #2627853727

DPANN_group==Candidatus_Diapherotrites==Diapherotrites_archaeon_SCGC_AAA011-K09 #GCA_000404545

Euryarchaeota==Methanomicrobia==Methanoculleus_sp._DTU006 #GCA_001512375

PM3_o_OTU_9 | size=269

P19_o_OTU_47 | size=172

PM3_o_OTU_412 | size=1

TNS08_o_OTU_10 | size=24

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_N4 #2619619229

PM3_o_OTU_140 | size=1

TNS08_o_OTU_72 | size=1

DPANN_group==Nanoarchaeota==Nanoarchaeota_archaeon_SCGC_AAA011-D5 #GCA_000405225

TNS08_o_OTU_108 | size=1

PM3_o_OTU_97 | size=43

TACK_group==Crenarchaeota==Acidianus_sp._DS-80 #2690315630

PM3_o_OTU_372 | size=1

TNS08_o_OTU_4 | size=35

PM3_o_OTU_115 | size=7

TNS08_o_OTU_109 | size=1

Euryarchaeota==Thermoplasmata==Methanomassiliicoccales_archaeon_RumEn_M2_Ga0117924 #2667527222

Acidilobus-DT1-r01 #12889

MSBL1==candidate_divison_MSBL1_archaeon_SCGC-AAA259A05 #LHXJ01000006

PM3_o_OTU_92 | size=5

Euryarchaeota==Methanomicrobia==Methanoculleus_chikugoensis_JCM_10825 #GCA_001315965

Euryarchaeota==Halobacteria==Halarchaeum_acidiphilum_JCM_16109 #2648501819

TNS08_o_OTU_28 | size=10

Euryarchaeota==Thermoplasmata==uncultured_archaeon #CP009479

SALA_o_OTU_315 | size=1

SALA_o_OTU_60 | size=2

TNS08_o_OTU_66 | size=8

Euryarchaeota==Methanomicrobia==Methanosarcina_sp._MTP4 #CP009505

PM3_o_OTU_242 | size=1

P19_o_OTU_106 | size=50

WSA2==WCHA1-57==Arc_I_group_archaeon_BMIXfssc0709_Meth_Bin006 #LNJC01000028

TNS08_o_OTU_90 | size=1

Ingnisphaeroid_sp. #2505679052

P19_o_OTU_108 | size=1

Euryarchaeota==Methanomicrobia==sediment_metagenome #AHKK01013039

unclassified_Archaea==unclassified_Archaea==halophilic_archaeon_DL31 #GCA_000224475

TNS08_o_OTU_84 | size=2

PM3_o_OTU_342 | size=2

PM3_o_OTU_382 | size=2

TNS08_o_OTU_104 | size=1

TACK_group==Crenarchaeota==Pyrolobus_fumarii_1A #GCA_000223395

PM3_o_OTU_380 | size=2

TNS08_o_OTU_62 | size=1

PM3_o_OTU_404 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_HMET1 #GCA_001914405

PM3_o_OTU_245 | size=4

Euryarchaeota==Methanomicrobia==Methanosalsum_zhilinae_DSM_4017 #CP002101
Euryarchaeota==Methanomicrobia==Methanohalobium_evestigatum_Z-7303 #CP002069

Euryarchaeota==Methanomicrobia==Methanohalophilus_mahii_DSM_5219 #CP001994

P19_o_OTU_82 | size=4

PM3_o_OTU_48 | size=132

PM3_o_OTU_1 | size=84

Euryarchaeota==Halobacteria==Natrialba_magadii #X72495

Euryarchaeota==Thermococci==Palaeococcus_pacificus_DY20341 #GCA_000725425

TNS08_o_OTU_43 | size=7

PM3_o_OTU_12 | size=74

Euryarchaeota==Halobacteria==Halosimplex_carlsbadense #AB072816

Unclassified_euryarchaeota_REDSEA-S03_B6_Ga0114141 #2651870292

PM3_o_OTU_274 | size=1

PM3_o_OTU_125 | size=2

Asgard_group==Candidatus_Lokiarchaeota==Lokiarchaeum_sp._GC14_75 #GCA_000986845

P19_o_OTU_41 | size=39

TACK_group==Candidatus_Geothermarchaeota_archaeon_JdFR-14 #GCA_002011085

Euryarchaeota==Thermoplasmata==Picrophilus_torridus_DSM_9790 #AE017261

TACK_group==Crenarchaeota==Thermosphaera_aggregans_DSM_11486 #GCA_000092185

Euryarchaeota==Methanococci==Methanococcus_voltae_A3 #CP002057

Euryarchaeota==Halobacteria==Halobacterium_sp._DL1 #CP007060

P19_o_OTU_23 | size=383

SALA_o_OTU_209 | size=1

Euryarchaeota==Halobacteria==Halogeometricum_borinquense_DSM_11551 #CP001690

TNS08_o_OTU_41 | size=3

Euryarchaeota==Methanobacteria==Methanobrevibacter_YLM1 #2681812966

TNS08_o_OTU_112 | size=1

Euryarchaeota==Methanomicrobia==uncultured_archaeon #CR626856

PM3_o_OTU_149 | size=4

Euryarchaeota==Halobacteria==Natronomonas_sp._CBA1134 #GCA_001950595

Euryarchaeota==Hadesarchaea==Hadesarchaea_archaeon_YNP_N21 #GCA_001515215

Thaumarchaeota-Tha-I.1d-r01 #13437

TNS08_o_OTU_15 | size=9

PM3_o_OTU_156 | size=4

Euryarchaeota==Halobacteria==Halobaculum_sp._J07HB67 #2506783034

P19_o_OTU_45 | size=27

Euryarchaeota==Halobacteria==Haloprofundus_marisrubri #GCA_001469955

TNS08_o_OTU_47 | size=3

PM3_o_OTU_269 | size=2

Euryarchaeota==Methanomicrobia==uncultured_Methanosarcinales_sp._ANME-2a #2565956544

Euryarchaeota==Halobacteria==Halovivax_ruber_XH-70 #GCA_000328525

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_JdFR-43 #GCA_002011355

PM3_o_OTU_41 | size=14

Sulfolobales-str-MK5 #13428

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_Gpl #GCA_001856845
Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_E-plasma #ACXL01000009

Euryarchaeota==Halobacteria==Haloarcula_marismortui_ATCC_43049 #AY596297

PM3_o_OTU_17 | size=54

PM3_o_OTU_22 | size=36

P19_o_OTU_125 | size=1

P19_o_OTU_107 | size=1

TNS08_o_OTU_99 | size=2

SALA_o_OTU_1 | size=973

TNS08_o_OTU_1 | size=342

DPANN_group==Candidatus_Pacearchaeota_archaeon_CG1_02_31_27 #GCA_001872145

Euryarchaeota==Methanobacteria==Methanobrevibacter_wolinii_SH #GCA_000621965

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_SCGC_AB-539-N05 #2517572169

PM3_o_OTU_189 | size=4

Euryarchaeota==Halobacteria==Haloarcula_sinaiiensis_ATCC_33800 #2508501017

PM3_o_OTU_175 | size=5

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_SCGC_AB-539-C06 #2517572170

Euryarchaeota==Methanobacteria==Methanobacterium_formicicum_DSM_1535 #2645727909

TNS08_o_OTU_86 | size=1

PM3_o_OTU_198 | size=3

Euryarchaeota==Halobacteria==Halomicrobium_mukohataei_DSM_12286 #CP001688

Euryarchaeota==Methanomicrobia==Methanocorpusculum_labreanum_Z #CP000559

PM3_o_OTU_150 | size=3

TNS08_o_OTU_31 | size=4

SALA_o_OTU_414 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_JdFR-21 #GCA_002011165

Euryarchaeota==Thermoplasmata==Acidiplasma_sp._MBA-1 #JYHS01000003

P19_o_OTU_105 | size=1

P19_o_OTU_111 | size=1

TNS08_o_OTU_57 | size=4

TNS08_o_OTU_110 | size=1

Unclassfied_Crenarchaeota_DRTY7_bin_1 #2718217655

Euryarchaeota==Halobacteria==Halobaculum_sp._A07HB70 #2518645512

PM3_o_OTU_421 | size=1

P19_o_OTU_21 | size=78

PM3_o_OTU_179 | size=5

TNS08_o_OTU_13 | size=69

DPANN_group==Candidatus_Nanohaloarchaeota==Candidatus_Haloredivivus_sp._G17 #GCA_000236195

P19_o_OTU_15 | size=3

PM3_o_OTU_71 | size=36

PM3_o_OTU_122 | size=3

Euryarchaeota==Halobacteria==Halobaculum_gomorrense #GCA_900129775

Euryarchaeota==Methanomicrobia==Methanomicrobia_archaeon_JdFR-19 #GCA_002010075

Bathyarchaeota==uncultured_archaeon #KP308663

TACK_group==Crenarchaeota==Ignicoccus_islandicus_DSM_13165 #GCA_001481685

PM3_o_OTU_65 | size=4

P19_o_OTU_68 | size=12

Euryarchaeota==Methanococci==Methanocaldococcus_villosus_KIN24-T80 #GCA_000371805

TACK_group==Thaumarchaeota==Candidatus_Nitrososphaera_gargensis_Ga9-2 #2510065023

TNS08_o_OTU_39 | size=9

PM3_o_OTU_7 | size=246

TNS08_o_OTU_87 | size=1

TACK_group==Crenarchaeota==Ignisphaera_aggregans_DSM_17230 #GCA_000145985

Euryarchaeota==Halobacteria==Halosimplex_carlsbadense #AB072815

Euryarchaeota_sp._AmaM #2516653088

Euryarchaeota==Halobacteria==Natronobacterium_gregoryi_SP2 #GCA_000230715

PM3_o_OTU_381 | size=1

Euryarchaeota==Methanomicrobia==uncultured_archaeon_GZfos12E1 #AY714817

TACK_group==Crenarchaeota==Sulfolobus_metallicus_DSM_6482 #2681813032

SALA_o_OTU_229 | size=2

TNS08_o_OTU_5 | size=48

TNS08_o_OTU_19 | size=262

Euryarchaeota==Halobacteria==Natrialba_asiatica_DSM_12278 #GCA_000337555

PM3_o_OTU_27 | size=17

PM3_o_OTU_364 | size=1

Euryarchaeota==Halobacteria==Halomicrobium_mukohataei_DSM_12286 #CP001689

SALA_o_OTU_449 | size=1

Euryarchaeota==Halobacteria==Halostagnicola_larsenii_XH-48 #CP007055

TACK_group==Crenarchaeota==Sulfolobus_tokodaii_7 #2623620676

TNS08_o_OTU_30 | size=27

Euryarchaeota==Halobacteria==Haloplanus_vescus #GCA_900107665

unclassified_Archaea==unclassified_Archaea==uncultured_archaeon_sp._J07HX5 #2512875010

PM3_o_OTU_113 | size=2

NAG2_ff85-r02 #2524023237

PM3_o_OTU_14 | size=90

Thermoplasmatales-like-NAG3-r03 #13436

Euryarchaeota==unclassified_Euryarchaeota==Aciduliprofundum_boonei_T469 #GCA_000025665

Euryarchaeota==Methanomicrobia==Methanosaeta_thermophila_PT #CP000477

TNS08_o_OTU_11 | size=211

PM3_o_OTU_11 | size=706

Euryarchaeota==Halobacteria==Natronococcus_occultus_SP4 #GCA_000328685

Asgard_group==Candidatus_Odinarchaeota_archaeon_LCB_4 #GCA_001940665

Euryarchaeota==Methanomicrobia==Methanomethylovorans_hollandica_DSM_15978 #GCA_000328665

Euryarchaeota==Halobacteria==Halalkalicoccus_paucihalophilus #LTAZ01000003

TNS08_o_OTU_2 | size=146

uncultured_marine_group_II_euryarchaeote_null_replaces_9421 #2667527490

TNS08_o_OTU_27 | size=34

PM3_o_OTU_4 | size=302
PM3_o_OTU_334 | size=7

TACK_group==Crenarchaeota==Uncultured_Crenarchaeota #2558309099

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA385D11 #2681813392

TNS08_o_OTU_40 | size=5

PM3_o_OTU_19 | size=420

TNS08_o_OTU_95 | size=2

PM3_o_OTU_317 | size=1

Methanoflorens_stordalenmirensis #2518645542

PM3_o_OTU_237 | size=2

PM3_o_OTU_135 | size=19

TNS08_o_OTU_68 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_IMC4 #GCA_001742785

TNS08_o_OTU_65 | size=5

SALA_o_OTU_14 | size=141

TNS08_o_OTU_17 | size=3

DPANN_group==Candidatus_Nanohaloarchaeota==Nanohaloarchaea_archaeon_SG9 #GCA_001761425

PM3_o_OTU_203 | size=1

Euryarchaeota==Methanococci==Methanothermococcus_okinawensis_IH1 #CP002792

TACK_group==Crenarchaeota==Sulfolobus_acidocaldarius_98-3 #2623620675

P19_o_OTU_76 | size=7

TNS08_o_OTU_38 | size=1

PM3_o_OTU_117 | size=2

Euryarchaeota==Halobacteria==Halorubrum_sp._AJ67 #2617271048

P19_o_OTU_102 | size=1

PM3_o_OTU_360 | size=9

SALA_o_OTU_310 | size=2

TNS08_o_OTU_98 | size=1

Euryarchaeota==Methanomicrobia==Methanogenium_cariaci_JCM_10550 #2681813007

DPANN_group==Candidatus_Aenigmarchaeota_archaeon_CG1_02_38_14 #GCA_001873985

PM3_o_OTU_422 | size=1

PM3_o_OTU_80 | size=7

PM3_o_OTU_90 | size=12

TNS08_o_OTU_59 | size=11

PM3_o_OTU_287 | size=3

Euryarchaeota==Halobacteria==soda_lake_metagenome #LFCJ01011328
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Archaea
16S_250bp

IQTREE
GTR+F+R8 (ModelFinder)
Non-parametric bootstraps

0.1 substitutions per site

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_JdFR-43 #GCA_002011355

P19_o_OTU_29 | size=1

TACK_group==Crenarchaeota==Thermosphaera_aggregans_DSM_11486 #GCA_000092185

Euryarchaeota==Methanomicrobia==Methanohalophilus_mahii_DSM_5219 #CP001994

TACK_group==Crenarchaeota==Desulfurococcus_amylolyticus_Z-533 #GCA_000513855

Euryarchaeota==Halobacteria==Haloquadratum_sp._J07HQX50 #2512875009

PM3_o_OTU_157 | size=15

TNS08_o_OTU_54 | size=1

PM3_o_OTU_149 | size=4

MSBL1==candidate_divison_MSBL1_archaeon_SCGC-AAA259D14 #LHXL01000004

Euryarchaeota==Halobacteria==Halosimplex_carlsbadense #AB072815

PM3_o_OTU_402 | size=2

SALA_o_OTU_370 | size=1

Unclassified_euryarchaeota_REDSEA-S11_B3N4_Ga0114143 #2651870294

PM3_o_OTU_41 | size=14

TNS08_o_OTU_91 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Hydrothermarchaeota_archaeon_JdFR-18 #GCA_002011125

TNS08_o_OTU_74 | size=4

SALA_o_OTU_483 | size=1

TNS08_o_OTU_26 | size=21

Euryarchaeota==Halobacteria==Halorientalis_sp._IM1011 #GCA_001989615

Euryarchaeota==Methanomicrobia==Methanosaeta_concilii_GP6 #CP002565

TNS08_o_OTU_37 | size=5

PM3_o_OTU_21 | size=107

Euryarchaeota==Methanococci==Methanothermococcus_okinawensis_IH1 #CP002792

P19_o_OTU_111 | size=1

P19_o_OTU_122 | size=1

WSA2==WCHA1-57==Arc_I_group_archaeon_BMIXfssc0709_Meth_Bin006 #LNJC01000028

Ingnisphaeroid_sp. #2505679052

TACK_group==Crenarchaeota==Sulfolobus_tokodaii_7 #2623620676

Euryarchaeota==Halobacteria==Halorubrum_sp._AJ67 #2617271048

SALA_o_OTU_315 | size=1

Euryarchaeota==Halobacteria==Haloferax_gibbonsii #CP011947

Euryarchaeota==Methanomicrobia==Methanosarcina_barkeri_CM1 #CP008746

Euryarchaeota==Halobacteria==Haloarcula_marismortui_ATCC_43049 #AY596297

TNS08_o_OTU_19 | size=262

TNS08_o_OTU_96 | size=1

NAG2_ff85-r02 #2524023237

Euryarchaeota==Halobacteria==Halomicrobium_mukohataei_DSM_12286 #CP001688

TNS08_o_OTU_90 | size=1

TNS08_o_OTU_39 | size=9

TNS08_o_OTU_1 | size=342

PM3_o_OTU_127 | size=10

Euryarchaeota==Methanobacteria==Methanosphaera_sp._WGK6 #GCA_001729965

TACK_group==Crenarchaeota==Sulfolobus_metallicus_DSM_6482 #2681813032

TACK_group==Crenarchaeota==Vulcanisaeta_sp._AZ3 #GCA_000960865

Thermoplasmatales-like-NAG3-r03 #13436

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR15 #GCA_000830295

SALA_o_OTU_1 | size=973

TNS08_o_OTU_11 | size=211

P19_o_OTU_56 | size=18

PM3_o_OTU_421 | size=1

TACK_group==Crenarchaeota==Staphylothermus_hellenicus_DSM_12710 #GCA_000092465

DPANN_group==Nanoarchaeota==Nanoarchaeota_archaeon_7A #2681813051

PM3_o_OTU_244 | size=11

PM3_o_OTU_269 | size=2

TACK_group==Crenarchaeota==Sulfolobus_islandicus_M.16.22 #GCA_000245155

PM3_o_OTU_5 | size=410

TNS08_o_OTU_46 | size=3

Euryarchaeota==Halobacteria==Halococcus_salifodinae_DSM_8989 #GCA_000336935

TNS08_o_OTU_87 | size=1

TNS08_o_OTU_101 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeum_sp._CG2_30_32_3053 #GCA_001873845

Euryarchaeota==Halobacteria==soda_lake_metagenome #LFCJ01011328

Euryarchaeota_sp._AmaM #2516653088

Euryarchaeota==Halobacteria==Halonotius_sp._J07HN4 #2512875007

Euryarchaeota==Methanobacteria==Methanobacterium_lacus #CP002551

Euryarchaeota==Methanobacteria==Methanothermobacter_marburgensis_str._Marburg #CP001710

PM3_o_OTU_271 | size=2

TACK_group==Thaumarchaeota==Cenarchaeum_symbiosum_A #GCA_000200715

Euryarchaeota==Methanomicrobia==Methanocorpusculum_labreanum_Z #CP000559

TNS08_o_OTU_21 | size=104

TACK_group==Crenarchaeota==Ignisphaera_aggregans_DSM_17230 #GCA_000145985

Euryarchaeota==Halobacteria==Halobellus_rufus_CBA1103 #2617271223

Euryarchaeota==Methanomicrobia==Methanocella_paludicola_SANAE #AP011532

TNS08_o_OTU_95 | size=2

PM3_o_OTU_173 | size=2

SALA_o_OTU_5 | size=125

DPANN_group==Candidatus_Micrarchaeota==Candidatus_Micrarchaeum_acidiphilum_ARMAN-1 #GCA_001889985

NAG2_mk4-r01 #2524023200

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_Gpl #GCA_001856845

Euryarchaeota==Halobacteria==Halobiforma_haloterrestris #GCA_900112205

Asgard_group==Candidatus_Lokiarchaeota==Lokiarchaeum_sp._GC14_75 #GCA_000986845

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_SCGC_AAA286-E23 #GCA_000484915

TNS08_o_OTU_48 | size=6

P19_o_OTU_107 | size=1

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA382C18 #2681813387

PM3_o_OTU_22 | size=36

PM3_o_OTU_234 | size=2

TNS08_o_OTU_13 | size=69

PM3_o_OTU_212 | size=1

P19_o_OTU_103 | size=20

Euryarchaeota==Halobacteria==Halanaeroarchaeum_sulfurireducens_M27-SA2 #2648501868

Unclassfied_Crenarchaeota_DRTY7_bin_1 #2718217655

Euryarchaeota==Thermoplasmata==Methanoculleus_sp._CAG_1088 #CBKQ010000059

TACK_group==Crenarchaeota==Staphylothermus_marinus_F1 #GCA_000015945

TNS08_o_OTU_41 | size=3

PM3_o_OTU_418 | size=1

TNS08_o_OTU_4 | size=35

TACK_group==Crenarchaeota==Thermocladium_modestius_JCM_10088 #2681812991

Kor1

PM3_o_OTU_334 | size=7

Methanoflorens_stordalenmirensis #2518645542

PM3_o_OTU_168 | size=11

unclassified_Archaea==unclassified_Archaea==Unclassified_archaeon_V1_Ga0138500 #2700988735

TACK_group==Thaumarchaeota==Candidatus_Caldiarchaeum_subterraneum #2264867017

Euryarchaeota==Archaeoglobi==Archaeoglobus_veneficus_SNP6 #GCA_000194625

TACK_group==Crenarchaeota==Ignicoccus_islandicus_DSM_13165 #GCA_001481685

Euryarchaeota==unclassified_Euryarchaeota==Aciduliprofundum_boonei_T469 #GCA_000025665

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR17 #GCA_000805995

Euryarchaeota==Halobacteria==Halococcus_morrhuae #X72588

PM3_o_OTU_189 | size=4

Euryarchaeota==Methanomicrobia==Methanomicrobium_mobile_BP #GCA_000711215

TACK_group==Crenarchaeota==Vulcanisaeta_distributa_JCM_11217 #2681813012

PM3_o_OTU_26 | size=22

TNS08_o_OTU_62 | size=1

Euryarchaeota==Halobacteria==Halosimplex_carlsbadense #AB072816

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_RBG_16_49_8 #2708742552

P19_o_OTU_30 | size=92

Euryarchaeota==Thermoplasmata==uncultured_archaeon #CP009479

Euryarchaeota==Methanomicrobia==Methanosarcina_sp._MTP4 #CP009505

TACK_group==Thaumarchaeota==Candidatus_Nitrososphaera_gargensis_Ga9-2 #2510065023

P19_o_OTU_74 | size=3

P19_o_OTU_102 | size=1

TNS08_o_OTU_44 | size=3

Euryarchaeota==Thermoplasmata==Acidiplasma_sp._MBA-1 #JYHS01000003

P19_o_OTU_61 | size=2

TNS08_o_OTU_31 | size=4

SALA_o_OTU_3 | size=836

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_I-plasma #GCA_001856825

Euryarchaeota==Methanomicrobia==Methanomethylovorans_hollandica_DSM_15978 #GCA_000328665

P19_o_OTU_120 | size=3

TNS08_o_OTU_35 | size=1

TACK_group==Crenarchaeota==Thermofilum_sp._1505 #2627853727

P19_o_OTU_47 | size=172

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_SCGC_AB-539-N05 #2517572169

TACK_group==Thaumarchaeota==Marine_Group_I_thaumarchaeote_RSA3 #2630968656

TACK_group==Thaumarchaeota==Nitrosopumilus_sp._REDSEA-S25_B3_Ga0114044 #2651870207

TACK_group==Crenarchaeota==Crenarchaeota_archaeon_SCGC_AAA471-B05 #GCA_000380705

TNS08_o_OTU_110 | size=1

Euryarchaeota==Halobacteria==Haladaptatus_paucihalophilus_DX253 #GCA_000376445

TNS08_o_OTU_69 | size=1

DPANN_group==Candidatus_Diapherotrites==Candidatus_Iainarchaeum_andersonii_SCGC_AAA011-E11 #GCA_000402355

Euryarchaeota==Methanomicrobia==Methanoculleus_chikugoensis_JCM_10825 #GCA_001315965

Acidilobus-DT1-r01 #12889

TACK_group==Crenarchaeota==Acidianus_sp._DS-80 #2690315630

P19_o_OTU_124 | size=1

TNS08_o_OTU_24 | size=16

PM3_o_OTU_48 | size=132

TNS08_o_OTU_6 | size=597

Euryarchaeota==Methanomicrobia==Methanosaeta_harundinacea_6Ac #CP003117

PM3_o_OTU_90 | size=12

TNS08_o_OTU_80 | size=1

Euryarchaeota==Methanomicrobia==sediment_metagenome #AHKK01013039

Candidatus_Nitrosofontus_exaquare #2603880166

PM3_o_OTU_40 | size=11

Euryarchaeota==Halobacteria==Halorubrum_sp._J07HR59 #2512875011

Euryarchaeota==Halobacteria==Halorientalis_regularis #GCA_900102305

Euryarchaeota==Methanomicrobia==Methanolobus_psychrophilus_R15 #CP003083

PM3_o_OTU_140 | size=1

TACK_group==Crenarchaeota==Sulfolobales_archaeon_AZ1 #GCA_000565255
TACK_group==Crenarchaeota==Metallosphaera_sedula_ARS120-2 #2645727535

TNS08_o_OTU_108 | size=1

TNS08_o_OTU_83 | size=2

Euryarchaeota==Methanococci==Methanocaldococcus_fervens_AG86 #GCA_000023985

TNS08_o_OTU_20 | size=20

Euryarchaeota==Methanomicrobia==uncultured_Methanosarcinales_sp._ANME-2a #2565956544

PM3_o_OTU_80 | size=7

PM3_o_OTU_7 | size=246

PM3_o_OTU_24 | size=5

TNS08_o_OTU_60 | size=1

PM3_o_OTU_241 | size=3

Asgard_group==Candidatus_Heimdallarchaeota_archaeon_AB_125 #GCA_001940755

PM3_o_OTU_203 | size=1

PM3_o_OTU_196 | size=2

P19_o_OTU_123 | size=1

TNS08_o_OTU_98 | size=1

Euryarchaeota==Halobacteria==Natrialba_magadii #X72495

PM3_o_OTU_380 | size=2

TNS08_o_OTU_70 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_JdFR-21 #GCA_002011165

P19_o_OTU_14 | size=262

PM3_o_OTU_381 | size=1

P19_o_OTU_23 | size=383

OSPB-1_NAG1 #2504756013

Euryarchaeota==Halobacteria==Halobacterium_sp._DL1 #CP007060

PM3_o_OTU_170 | size=6

MSBL1==candidate_divison_MSBL1_archaeon_SCGC-AAA259A05 #LHXJ01000006

P19_o_OTU_91 | size=1

Euryarchaeota==Halobacteria==haloarchaeon_3A1_DGR #2600255154

TNS08_o_OTU_3 | size=169

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA382K21 #2681813389

TNS08_o_OTU_107 | size=1

SALA_o_OTU_310 | size=2

TACK_group==Crenarchaeota==Hyperthermus_butylicus_DSM_5456 #2623620343

PM3_o_OTU_179 | size=5

PM3_o_OTU_151 | size=4

PM3_o_OTU_410 | size=1

TACK_group==Crenarchaeota==Fervidicoccus_fontis_Kam940 #GCA_000258425

TACK_group==Candidatus_Korarchaeota==Candidatus_Korarchaeum_cryptofilum_OPF8 #GCA_000019605

TNS08_o_OTU_71 | size=1

TNS08_o_OTU_112 | size=1

TNS08_o_OTU_67 | size=1

Euryarchaeota==Methanomicrobia==methanogenic_archaeon_mixed_culture_ISO4-G1 #GCA_001563305

Euryarchaeota==Thermoplasmata==Thermogymnomonas_acidicola_JCM_13583 #2681813015

DPANN_group==Nanoarchaeota==Nanoarchaeota_archaeon_SCGC_AAA011-D5 #GCA_000405225

PM3_o_OTU_403 | size=1

Euryarchaeota==Methanobacteria==Methanobrevibacter_arboriphilus_JCM_9315 #2681813027

PM3_o_OTU_96 | size=31

Bathyarchaeota==uncultured_archaeon #KP308663

P19_o_OTU_96 | size=1

PM3_o_OTU_422 | size=1

P19_o_OTU_95 | size=3

DPANN_group==Candidatus_Pacearchaeota_archaeon_CG1_02_31_27 #GCA_001872145

PM3_o_OTU_417 | size=1

PM3_o_OTU_33 | size=15

Euryarchaeota==Halobacteria==Natronococcus_occultus_SP4 #GCA_000328685
Euryarchaeota==Halobacteria==Halostagnicola_larsenii_XH-48 #CP007055

PM3_o_OTU_13 | size=58

Euryarchaeota==Methanomicrobia==Methanogenium_cariaci_JCM_10550 #2681813007

SALA_o_OTU_209 | size=1

PM3_o_OTU_290 | size=6

PM3_o_OTU_175 | size=5

Euryarchaeota==Methanococci==Methanotorris_igneus_Kol_5 #GCA_000214415

PM3_o_OTU_274 | size=1

P19_o_OTU_106 | size=50

PM3_o_OTU_4 | size=302

TNS08_o_OTU_111 | size=1

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_CSP1-1 #GCA_001443365

uncultured_marine_group_II_euryarchaeote_null_replaces_9421 #2667527490

TNS08_o_OTU_7 | size=730

TNS08_o_OTU_27 | size=34

unclassified_Archaea==unclassified_Archaea==uncultured_archaeon_sp._J07HX5 #2512875010

PM3_o_OTU_27 | size=17

TNS08_o_OTU_30 | size=27

TNS08_o_OTU_12 | size=16

TNS08_o_OTU_78 | size=1

SALA_o_OTU_233 | size=1

TNS08_o_OTU_15 | size=9

Euryarchaeota==Hadesarchaea==Hadesarchaea_archaeon_YNP_N21 #GCA_001515215

PM3_o_OTU_122 | size=3

Euryarchaeota==Methanomicrobia==Methanosalsum_zhilinae_DSM_4017 #CP002101

PM3_o_OTU_12 | size=74

Euryarchaeota==Halobacteria==Halopiger_xanaduensis_SH-6 #CP002839

PM3_o_OTU_97 | size=43

TNS08_o_OTU_28 | size=10

PM3_o_OTU_282 | size=2

Euryarchaeota==Halobacteria==Haloplanus_vescus #GCA_900107665

PM3_o_OTU_118 | size=2

TNS08_o_OTU_86 | size=1

P19_o_OTU_48 | size=3

TNS08_o_OTU_23 | size=43

Euryarchaeota==Halobacteria==Haloarcula_sinaiiensis_ATCC_33800 #2508501017

TNS08_o_OTU_106 | size=1

P19_o_OTU_41 | size=39

SALA_o_OTU_414 | size=1

P19_o_OTU_64 | size=16

PM3_o_OTU_360 | size=9

SALA_o_OTU_399 | size=2

P19_o_OTU_15 | size=3

Euryarchaeota==Halobacteria==Halarchaeum_acidiphilum_JCM_16109 #2648501819

DPANN_group==Candidatus_Nanohaloarchaeota==Candidatus_Haloredivivus_sp._G17 #GCA_000236195

PM3_o_OTU_137 | size=1

Euryarchaeota==Methanomicrobia==hydrocarbon_metagenome #LNQE01001524

PM3_o_OTU_150 | size=3

TNS08_o_OTU_68 | size=1

DPANN_group==Candidatus_Nanohaloarchaeota==Nanohaloarchaea_archaeon_SG9 #GCA_001761425

Euryarchaeota==Methanomicrobia==Methanospirillum_hungatei_JF-1 #CP000254

Euryarchaeota==Thermoplasmata==Picrophilus_torridus_DSM_9790 #AE017261

Asgard_group==Candidatus_Odinarchaeota_archaeon_LCB_4 #GCA_001940665

TACK_group==Crenarchaeota==Sulfolobus_acidocaldarius_98-3 #2623620675

Euryarchaeota==Halobacteria==Halalkalicoccus_paucihalophilus #LTAZ01000003

Diapherotrites==uncultured_euryarchaeote_Alv-FOS5 #DQ078753

PM3_o_OTU_199 | size=6

TNS08_o_OTU_14 | size=82

TNS08_o_OTU_93 | size=2

Euryarchaeota==Methanobacteria==Methanobrevibacter_YLM1 #2681812966

Euryarchaeota==Archaeoglobi==Archaeoglobus_profundus_DSM_5631 #GCA_000025285

PM3_o_OTU_249 | size=5

PM3_o_OTU_167 | size=5

PM3_o_OTU_346 | size=2

Euryarchaeota==Methanomicrobia==Methanolacinia_petrolearia_DSM_11571 #CP002117

TNS08_o_OTU_9 | size=33

TNS08_o_OTU_29 | size=1

unclassified_Archaea==unclassified_Archaea==halophilic_archaeon_DL31 #GCA_000224475

PM3_o_OTU_1 | size=84

Euryarchaeota==Methanococci==Methanococcus_vannielii_SB #CP000742

P19_o_OTU_68 | size=12

PM3_o_OTU_292 | size=6

PM3_o_OTU_29 | size=28

TNS08_o_OTU_81 | size=1

Euryarchaeota==Halobacteria==Halobaculum_sp._J07HB67 #2506783034

PM3_o_OTU_117 | size=2

Euryarchaeota==Thermoplasmata==Methanomassiliicoccales_archaeon_RumEn_M2_Ga0117924 #2667527222

TNS08_o_OTU_113 | size=1

Sulfolobales-str-MK5 #13428

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR16 #GCA_000805925

PM3_o_OTU_372 | size=1

P19_o_OTU_34 | size=2

PM3_o_OTU_272 | size=5

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_HMET1 #GCA_001914405
AMET

TNS08_o_OTU_25 | size=22

TACK_group==Candidatus_Geothermarchaeota_archaeon_JdFR-14 #GCA_002011085

P19_o_OTU_82 | size=4

PM3_o_OTU_408 | size=1

TNS08_o_OTU_84 | size=2

TNS08_o_OTU_58 | size=2

PM3_o_OTU_104 | size=26

Euryarchaeota==Halobacteria==Natrinema_sp._XA3-1 #AJ586112

SALA_o_OTU_226 | size=1

PM3_o_OTU_2 | size=252

P19_o_OTU_45 | size=27

Euryarchaeota==Thermoplasmata==Candidatus_Methanoplasma_termitum_strain_MpT1 #2608642196

Euryarchaeota==Methanococci==Methanococcus_voltae_A3 #CP002057

Euryarchaeota==Methanomicrobia==Candidatus_Methanoperedens_sp._BLZ1 #LKCM01000080

Euryarchaeota==Halobacteria==Halohasta_litchfieldiae #GCA_900109065

Euryarchaeota==Thermococci==Thermococcus_celer_JCM_8558 #2681813024

Euryarchaeota==Thermoplasmata==Methanomassiliicoccus_luminyensis_B10 #GCA_000308215

Euryarchaeota==Halobacteria==Natronobacterium_gregoryi_SP2 #GCA_000230715

Euryarchaeota==Methanomicrobia==Methanoculleus_sp._DTU006 #GCA_001512375

PM3_o_OTU_198 | size=3

Euryarchaeota==Halobacteria==Halogeometricum_borinquense_DSM_11551 #CP001690

PM3_o_OTU_31 | size=212

TNS08_o_OTU_8 | size=1616

P19_o_OTU_125 | size=1

TACK_group==Unclassified_Aigarchaeota_GMQ_bin_10 #2718217646

Euryarchaeota==Halobacteria==Natronomonas_moolapensis_8.8.11 #HF582854

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_WOR_SM1_86-2 #GCA_001723855

DPANN_group==Nanoarchaeota==Nanoarchaeum_equitans_Kin4-M #2623620724

TNS08_o_OTU_109 | size=1

Euryarchaeota==Thermococci==Palaeococcus_pacificus_DY20341 #GCA_000725425

TNS08_o_OTU_99 | size=2

PM3_o_OTU_287 | size=3

SALA_o_OTU_60 | size=2

PM3_o_OTU_404 | size=1

TACK_group==Crenarchaeota==Sulfolobales_ST1-r02 #2551306707

TNS08_o_OTU_105 | size=1

TNS08_o_OTU_2 | size=146

Euryarchaeota==Methanomicrobia==uncultured_archaeon #CR626856

PM3_o_OTU_165 | size=2

TNS08_o_OTU_49 | size=1
TNS08_o_OTU_104 | size=1

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_N4 #2619619229

Euryarchaeota==Halobacteria==Haloprofundus_marisrubri #GCA_001469955

SALA_o_OTU_14 | size=141

TNS08_o_OTU_65 | size=5

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_SCGC_AB-539-C06 #2517572170

TACK_group==Candidatus_Bathyarchaeota==Candidatus_Bathyarchaeota_archaeon_B24 #GCA_001593865

Euryarchaeota==Halobacteria==Halorubrum_lacusprofundi_ATCC_49239 #CP001365

PM3_o_OTU_25 | size=21

P19_o_OTU_12 | size=493

PM3_o_OTU_242 | size=1

Euryarchaeota==Methanomicrobia==Methanomicrobia_archaeon_JdFR-19 #GCA_002010075

TACK_group==Thaumarchaeota==Aigarchaeota_archaeon_SCGC_AAA471-G05 #GCA_000398505

Euryarchaeota==Methanobacteria==Methanobrevibacter_oralis_DSM7256 #2684622741

SALA_o_OTU_229 | size=2

Euryarchaeota==Thermoplasmata==Thermoplasma_volcanium_GSS1 #BA000011

PM3_o_OTU_412 | size=1

Euryarchaeota==Halobacteria==Natronolimnobius_baerhuensis_JCM_12253 #GCA_001316185

Euryarchaeota==Methanopyri==Methanopyrus_kandleri_AV19 #2623620713

Euryarchaeota==Halobacteria==Natronomonas_sp._CBA1134 #GCA_001950595

TACK_group==Crenarchaeota==Caldisphaera_lagunensis_DSM_15908 #GCA_000317795

P19_o_OTU_55 | size=95

P19_o_OTU_11 | size=6

P19_o_OTU_53 | size=10

TNS08_o_OTU_66 | size=8

Euryarchaeota==Halobacteria==soda_lake_metagenome #LKMJ01012234

Euryarchaeota==Methanomicrobia==Methanosphaerula_palustris_E1-9c #CP001338

TACK_group==Crenarchaeota==Candidatus_Acidianus_copahuensis #GCA_000632495

TNS08_o_OTU_38 | size=1

Euryarchaeota==Methanococci==Methanocaldococcus_villosus_KIN24-T80 #GCA_000371805

Euryarchaeota==Methanomicrobia==Methanofollis_liminatans_DSM_4140 #GCA_000275865

DPANN_group==Candidatus_Diapherotrites==Diapherotrites_archaeon_SCGC_AAA011-K09 #GCA_000404545

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Thalassoarchaea_mediterranii_composite_genome_Ga0104022 #2645728164

P19_o_OTU_59 | size=6

P19_o_OTU_60 | size=2

DPANN_group==Candidatus_Aenigmarchaeota_archaeon_CG1_02_38_14 #GCA_001873985

SALA_o_OTU_10 | size=100

Euryarchaeota==unclassified_Euryarchaeota==Aciduliprofundum_sp._JdFR-45 #GCA_002011395

Euryarchaeota==Methanomicrobia==uncultured_archaeon_GZfos12E1 #AY714817

SALA_o_OTU_167 | size=1

TNS08_o_OTU_40 | size=5

PM3_o_OTU_342 | size=2

P19_o_OTU_52 | size=22

SALA_o_OTU_449 | size=1

PM3_o_OTU_39 | size=89

Euryarchaeota==Methanomicrobia==Candidatus_Syntrophoarchaeum_butanivorans #GCA_001766825

PM3_o_OTU_311 | size=1

P19_o_OTU_92 | size=4

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_IMC4 #GCA_001742785

PM3_o_OTU_71 | size=36

PM3_o_OTU_16 | size=7

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA385D11 #2681813392

PM3_o_OTU_135 | size=19

Euryarchaeota==Methanomicrobia==Methanoregula_boonei_6A8 #CP000780

PM3_o_OTU_36 | size=14

PM3_o_OTU_74 | size=7

PM3_o_OTU_8 | size=72

Euryarchaeota==Halobacteria==Natronorubrum_tibetense_GA33 #GCA_000337235

TNS08_o_OTU_57 | size=4

MGIVbin_117

PM3_o_OTU_113 | size=2

PM3_o_OTU_53 | size=18

Euryarchaeota==Halobacteria==Halomicrobium_mukohataei_DSM_12286 #CP001689

PM3_o_OTU_414 | size=1

PM3_o_OTU_9 | size=269

Euryarchaeota==Methanomicrobia==Methanohalobium_evestigatum_Z-7303 #CP002069

Euryarchaeota==Archaeoglobi==Archaeoglobus_sulfaticallidus_PM70-1 #12935

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_A-plasma #ACXK01000051

Euryarchaeota==Halobacteria==Halorhabdus_tiamatea_SARL4B #AFNT02000002

Thaumarchaeota-Tha-I.1d-r01 #13437

Euryarchaeota==Halobacteria==Halovivax_ruber_XH-70 #GCA_000328525

PM3_o_OTU_207 | size=9

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_E-plasma #ACXL01000009

Euryarchaeota==Halobacteria==Natrialba_asiatica_DSM_12278 #GCA_000337555

Euryarchaeota==Halobacteria==Candidatus_Halobaculum_G22 #2512047006

TNS08_o_OTU_5 | size=48

PM3_o_OTU_312 | size=1

TNS08_o_OTU_53 | size=1

PM3_o_OTU_11 | size=706

PM3_o_OTU_382 | size=2

TNS08_o_OTU_52 | size=1

SALA_o_OTU_47 | size=2

PM3_o_OTU_245 | size=4

TNS08_o_OTU_76 | size=1

Euryarchaeota==Methanobacteria==Methanobacterium_formicicum_DSM_1535 #2645727909

TNS08_o_OTU_63 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_WOR_SM1_SCG #GCA_001723845

Euryarchaeota==Hadesarchaea==Hadesarchaea_archaeon_YNP_45 #GCA_001515205

Euryarchaeota==Methanobacteria==Methanobrevibacter_curvatus_DSM11111 #2684622742

Euryarchaeota==Uncultured_Thermoplasmata_T3M75 #2571042357

Euryarchaeota==Methanomicrobia==Methanococcoides_methylutens #JRHO01000009

Euryarchaeota==Archaeoglobi==Geoglobus_acetivorans_SBH6 #2634166507

PM3_o_OTU_184 | size=1

TNS08_o_OTU_56 | size=1

P19_o_OTU_19 | size=77

TNS08_o_OTU_32 | size=12

TACK_group==Crenarchaeota==Uncultured_Crenarchaeota #2558309099

PM3_o_OTU_125 | size=2

PM3_o_OTU_156 | size=4

Euryarchaeota==Halobacteria==Haloarchaeobius_iranensis #GCA_900103505

Euryarchaeota==Halobacteria==Halapricum_salinum_CBA1105 #2630968753

PM3_o_OTU_101 | size=4

P19_o_OTU_108 | size=1

TNS08_o_OTU_10 | size=24

TACK_group==Crenarchaeota==Thermoproteus_uzoniensis_768-20 #GCA_000193375

TNS08_o_OTU_75 | size=1

P19_o_OTU_3 | size=2859

TNS08_o_OTU_47 | size=3

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR10 #GCA_000830275

PM3_o_OTU_92 | size=5

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR18 #GCA_000806155

PM3_o_OTU_65 | size=4

PM3_o_OTU_237 | size=2

TNS08_o_OTU_17 | size=3

Euryarchaeota==Methanomicrobia==Methanosaeta_thermophila_PT #CP000477

PM3_o_OTU_14 | size=90

P19_o_OTU_105 | size=1

TNS08_o_OTU_72 | size=1

TNS08_o_OTU_55 | size=40

TNS08_o_OTU_59 | size=11

PM3_o_OTU_317 | size=1

P19_o_OTU_21 | size=78

Unclassified_euryarchaeota_REDSEA-S03_B6_Ga0114141 #2651870292

P19_o_OTU_76 | size=7

TNS08_o_OTU_85 | size=1

TNS08_o_OTU_82 | size=1

PM3_o_OTU_19 | size=420

Euryarchaeota==Halobacteria==Halorubrum_lipolyticum_DSM_21995 #AOJG01000020

Euryarchaeota==Halobacteria==Halogranum_salarium_B-1 #ALJD01000016

DPANN_group==Candidatus_Micrarchaeota_archaeon_CG1_02_55_41 #GCA_001871605

PM3_o_OTU_364 | size=1

PM3_o_OTU_115 | size=7

TNS08_o_OTU_77 | size=1

TACK_group==Crenarchaeota==Pyrolobus_fumarii_1A #GCA_000223395

Euryarchaeota==Thermococci==Thermococcus_barophilus_MP #GCA_000151105

PM3_o_OTU_17 | size=54

Euryarchaeota==Methanobacteria==Methanobrevibacter_wolinii_SH #GCA_000621965

PM3_o_OTU_352 | size=1

Marine_Group_I_thaumarchaeote_sp._SCGC_AAA288-P18 #2524023105

Euryarchaeota==Halobacteria==Haloquadratum_walsbyi_DSM_16790 #AM180088

Euryarchaeota==Halobacteria==Salinarchaeum_sp._Harcht-Bsk1 #2597489945

SALA_o_OTU_366 | size=1

Thaumarchaeota-Tha-I.1e-r01 #13439

Euryarchaeota==Halobacteria==Halobaculum_sp._A07HB70 #2518645512

Euryarchaeota==Methanobacteria==Methanothermus_fervidus_DSM_2088 #GCA_000166095

TNS08_o_OTU_22 | size=14

Euryarchaeota==Halobacteria==Halobaculum_gomorrense #GCA_900129775

TNS08_o_OTU_43 | size=7
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Archaea
16S

IQTREE
GTR+F+R8 (ModelFinder)
Non-parametric bootstraps

0.2 substitutions per site

Euryarchaeota==Halobacteria==Halorubrum_lacusprofundi_ATCC_49239 #CP001365

Euryarchaeota==Methanomicrobia==Methanosaeta_harundinacea_6Ac #CP003117

NAG2_mk4-r01 #2524023200

TACK_group==Crenarchaeota==Sulfolobus_acidocaldarius_98-3 #2623620675

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_WOR_SM1_86-2 #GCA_001723855

PM3_o_OTU_7 | size=246

Euryarchaeota==unclassified_Euryarchaeota==Aciduliprofundum_boonei_T469 #GCA_000025665

TACK_group==Candidatus_Bathyarchaeota==Candidatus_Bathyarchaeota_archaeon_B24 #GCA_001593865

TACK_group==Crenarchaeota==Uncultured_Crenarchaeota #2558309099

Euryarchaeota==Methanobacteria==Methanobacterium_formicicum_DSM_1535 #2645727909

P19_o_OTU_68 | size=12

Euryarchaeota==Halobacteria==Halopiger_xanaduensis_SH-6 #CP002839

DPANN_group==Candidatus_Nanohaloarchaeota==Nanohaloarchaea_archaeon_SG9 #GCA_001761425

P19_o_OTU_92 | size=4

PM3_o_OTU_24 | size=5
PM3_o_OTU_245 | size=4

PM3_o_OTU_40 | size=11

PM3_o_OTU_170 | size=6

Euryarchaeota==Thermoplasmata==Thermoplasma_volcanium_GSS1 #BA000011

TACK_group==Thaumarchaeota==Candidatus_Nitrososphaera_gargensis_Ga9-2 #2510065023

P19_o_OTU_29 | size=1

TNS08_o_OTU_44 | size=3

NAG2_ff85-r02 #2524023237

TNS08_o_OTU_111 | size=1

PM3_o_OTU_311 | size=1

DPANN_group==Candidatus_Diapherotrites==Candidatus_Iainarchaeum_andersonii_SCGC_AAA011-E11 #GCA_000402355

TNS08_o_OTU_1 | size=342

Euryarchaeota_sp._AmaM #2516653088

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_IMC4 #GCA_001742785

TACK_group==Crenarchaeota==Vulcanisaeta_distributa_JCM_11217 #2681813012

TNS08_o_OTU_54 | size=1

P19_o_OTU_48 | size=3

Euryarchaeota==Halobacteria==Halovivax_ruber_XH-70 #GCA_000328525

Euryarchaeota==Methanobacteria==Methanobrevibacter_oralis_DSM7256 #2684622741

TNS08_o_OTU_13 | size=69

Euryarchaeota==Hadesarchaea==Hadesarchaea_archaeon_YNP_N21 #GCA_001515215

PM3_o_OTU_410 | size=1

Euryarchaeota==Halobacteria==Halomicrobium_mukohataei_DSM_12286 #CP001688

PM3_o_OTU_179 | size=5

MSBL1==candidate_divison_MSBL1_archaeon_SCGC-AAA259A05 #LHXJ01000006

Euryarchaeota==Methanomicrobia==Methanofollis_liminatans_DSM_4140 #GCA_000275865

Euryarchaeota==Methanomicrobia==Methanomethylovorans_hollandica_DSM_15978 #GCA_000328665

PM3_o_OTU_382 | size=2

PM3_o_OTU_175 | size=5

PM3_o_OTU_21 | size=107

Euryarchaeota==Halobacteria==Halorubrum_sp._J07HR59 #2512875011

PM3_o_OTU_364 | size=1

Euryarchaeota==Halobacteria==Haladaptatus_paucihalophilus_DX253 #GCA_000376445

TACK_group==Crenarchaeota==Acidianus_sp._DS-80 #2690315630

TNS08_o_OTU_3 | size=169

TNS08_o_OTU_76 | size=1

PM3_o_OTU_156 | size=4

TACK_group==Thaumarchaeota==Nitrosopumilus_sp._REDSEA-S25_B3_Ga0114044 #2651870207

Euryarchaeota==Halobacteria==Haloarchaeobius_iranensis #GCA_900103505

Euryarchaeota==Methanococci==Methanothermococcus_okinawensis_IH1 #CP002792

SALA_o_OTU_399 | size=2

SALA_o_OTU_483 | size=1

PM3_o_OTU_421 | size=1

Unclassified_euryarchaeota_REDSEA-S03_B6_Ga0114141 #2651870292

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA382K21 #2681813389

TNS08_o_OTU_8 | size=1616

DPANN_group==Nanoarchaeota==Nanoarchaeota_archaeon_SCGC_AAA011-D5 #GCA_000405225

Euryarchaeota==Thermococci==Thermococcus_barophilus_MP #GCA_000151105

Euryarchaeota==Halobacteria==Halobaculum_gomorrense #GCA_900129775

P19_o_OTU_95 | size=3

TNS08_o_OTU_81 | size=1

Euryarchaeota==Methanomicrobia==Methanomicrobium_mobile_BP #GCA_000711215

PM3_o_OTU_269 | size=2

Asgard_group==Candidatus_Lokiarchaeota==Lokiarchaeum_sp._GC14_75 #GCA_000986845

TNS08_o_OTU_41 | size=3

TNS08_o_OTU_35 | size=1

PM3_o_OTU_381 | size=1

TNS08_o_OTU_84 | size=2

Euryarchaeota==Halobacteria==Haloquadratum_sp._J07HQX50 #2512875009

PM3_o_OTU_151 | size=4

TACK_group==Crenarchaeota==Pyrolobus_fumarii_1A #GCA_000223395

DPANN_group==Candidatus_Pacearchaeota_archaeon_CG1_02_31_27 #GCA_001872145

P19_o_OTU_34 | size=2

Euryarchaeota==Halobacteria==Halorubrum_lipolyticum_DSM_21995 #AOJG01000020

Euryarchaeota==Methanobacteria==Methanobrevibacter_curvatus_DSM11111 #2684622742

Euryarchaeota==Halobacteria==Natronolimnobius_baerhuensis_JCM_12253 #GCA_001316185

Euryarchaeota==Methanomicrobia==Methanolacinia_petrolearia_DSM_11571 #CP002117

TNS08_o_OTU_28 | size=10

P19_o_OTU_30 | size=92

TNS08_o_OTU_4 | size=35

PM3_o_OTU_97 | size=43

SALA_o_OTU_167 | size=1

Kor1

TNS08_o_OTU_9 | size=33

P19_o_OTU_82 | size=4

Euryarchaeota==Methanomicrobia==Methanococcoides_methylutens #JRHO01000009

TNS08_o_OTU_29 | size=1

TNS08_o_OTU_70 | size=1

Euryarchaeota==Methanomicrobia==sediment_metagenome #AHKK01013039

TNS08_o_OTU_5 | size=48

Euryarchaeota==Thermoplasmata==Methanoculleus_sp._CAG_1088 #CBKQ010000059

TNS08_o_OTU_21 | size=104

PM3_o_OTU_117 | size=2

P19_o_OTU_59 | size=6

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_SCGC_AB-539-C06 #2517572170

PM3_o_OTU_203 | size=1

Euryarchaeota==Methanomicrobia==Methanoculleus_sp._DTU006 #GCA_001512375

OSPB-1_NAG1 #2504756013

Euryarchaeota==Methanomicrobia==Methanoregula_boonei_6A8 #CP000780

TNS08_o_OTU_107 | size=1

Euryarchaeota==Methanomicrobia==Methanocella_paludicola_SANAE #AP011532

Euryarchaeota==Halobacteria==Halococcus_morrhuae #X72588

TNS08_o_OTU_66 | size=8

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR16 #GCA_000805925

Euryarchaeota==Thermoplasmata==uncultured_archaeon #CP009479

PM3_o_OTU_198 | size=3

TNS08_o_OTU_85 | size=1

PM3_o_OTU_5 | size=410

Euryarchaeota==Halobacteria==Natrinema_sp._XA3-1 #AJ586112

Euryarchaeota==Methanococci==Methanococcus_vannielii_SB #CP000742

P19_o_OTU_76 | size=7

Euryarchaeota==Halobacteria==Natronomonas_sp._CBA1134 #GCA_001950595

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_CSP1-1 #GCA_001443365

P19_o_OTU_56 | size=18

TNS08_o_OTU_23 | size=43

TNS08_o_OTU_98 | size=1

P19_o_OTU_64 | size=16

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_A-plasma #ACXK01000051

P19_o_OTU_47 | size=172

Euryarchaeota==Halobacteria==Halomicrobium_mukohataei_DSM_12286 #CP001689

SALA_o_OTU_310 | size=2

TNS08_o_OTU_19 | size=262

PM3_o_OTU_71 | size=36

PM3_o_OTU_96 | size=31

PM3_o_OTU_196 | size=2

Euryarchaeota==Halobacteria==Haloferax_gibbonsii #CP011947

PM3_o_OTU_80 | size=7

TNS08_o_OTU_58 | size=2

TACK_group==Crenarchaeota==Ignicoccus_islandicus_DSM_13165 #GCA_001481685

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR18 #GCA_000806155

PM3_o_OTU_33 | size=15

Euryarchaeota==Archaeoglobi==Archaeoglobus_sulfaticallidus_PM70-1 #12935

PM3_o_OTU_380 | size=2

TNS08_o_OTU_27 | size=34

SALA_o_OTU_1 | size=973

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_SCGC_AB-539-N05 #2517572169

Euryarchaeota==Methanomicrobia==Methanosphaerula_palustris_E1-9c #CP001338

PM3_o_OTU_234 | size=2

TNS08_o_OTU_56 | size=1

Euryarchaeota==Halobacteria==Natronomonas_moolapensis_8.8.11 #HF582854

P19_o_OTU_55 | size=95

Ingnisphaeroid_sp. #2505679052

TNS08_o_OTU_2 | size=146

PM3_o_OTU_312 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Hydrothermarchaeota_archaeon_JdFR-18 #GCA_002011125

Euryarchaeota==Halobacteria==Haloarcula_sinaiiensis_ATCC_33800 #2508501017

Euryarchaeota==Methanococci==Methanocaldococcus_villosus_KIN24-T80 #GCA_000371805

Euryarchaeota==Halobacteria==Halosimplex_carlsbadense #AB072816

uncultured_marine_group_II_euryarchaeote_null_replaces_9421 #2667527490

Euryarchaeota==Methanomicrobia==methanogenic_archaeon_mixed_culture_ISO4-G1 #GCA_001563305

PM3_o_OTU_1 | size=84
PM3_o_OTU_31 | size=212

TNS08_o_OTU_104 | size=1

PM3_o_OTU_165 | size=2

Euryarchaeota==Halobacteria==Halorubrum_sp._AJ67 #2617271048

PM3_o_OTU_36 | size=14

Euryarchaeota==Halobacteria==Candidatus_Halobaculum_G22 #2512047006

MSBL1==candidate_divison_MSBL1_archaeon_SCGC-AAA259D14 #LHXL01000004

Unclassified_euryarchaeota_REDSEA-S11_B3N4_Ga0114143 #2651870294

Euryarchaeota==Halobacteria==soda_lake_metagenome #LKMJ01012234

Euryarchaeota==Halobacteria==Halarchaeum_acidiphilum_JCM_16109 #2648501819

SALA_o_OTU_47 | size=2

Euryarchaeota==Halobacteria==Halanaeroarchaeum_sulfurireducens_M27-SA2 #2648501868

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Thalassoarchaea_mediterranii_composite_genome_Ga0104022 #2645728164

TACK_group==Crenarchaeota==Thermofilum_sp._1505 #2627853727

Unclassfied_Crenarchaeota_DRTY7_bin_1 #2718217655

Euryarchaeota==Thermoplasmata==Picrophilus_torridus_DSM_9790 #AE017261

P19_o_OTU_123 | size=1

PM3_o_OTU_74 | size=7

PM3_o_OTU_19 | size=420

Euryarchaeota==Methanobacteria==Methanothermus_fervidus_DSM_2088 #GCA_000166095

P19_o_OTU_122 | size=1

Euryarchaeota==Methanomicrobia==Methanolobus_psychrophilus_R15 #CP003083

Euryarchaeota==Methanomicrobia==Methanospirillum_hungatei_JF-1 #CP000254

P19_o_OTU_111 | size=1

PM3_o_OTU_408 | size=1

TACK_group==Crenarchaeota==Sulfolobus_tokodaii_7 #2623620676

PM3_o_OTU_292 | size=6

TNS08_o_OTU_105 | size=1

PM3_o_OTU_184 | size=1

Candidatus_Nitrosofontus_exaquare #2603880166

Euryarchaeota==Halobacteria==Halapricum_salinum_CBA1105 #2630968753

P19_o_OTU_14 | size=262

Euryarchaeota==Uncultured_Thermoplasmata_T3M75 #2571042357

PM3_o_OTU_404 | size=1

PM3_o_OTU_11 | size=706

SALA_o_OTU_366 | size=1

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR17 #GCA_000805995

SALA_o_OTU_3 | size=836

SALA_o_OTU_5 | size=125

PM3_o_OTU_422 | size=1

TNS08_o_OTU_109 | size=1

SALA_o_OTU_229 | size=2

Euryarchaeota==Halobacteria==Halococcus_salifodinae_DSM_8989 #GCA_000336935

PM3_o_OTU_140 | size=1

P19_o_OTU_21 | size=78

Euryarchaeota==Methanobacteria==Methanothermobacter_marburgensis_str._Marburg #CP001710

Euryarchaeota==Thermoplasmata==Candidatus_Methanoplasma_termitum_strain_MpT1 #2608642196

TNS08_o_OTU_32 | size=12

Euryarchaeota==Halobacteria==Natrialba_magadii #X72495

Euryarchaeota==Archaeoglobi==Archaeoglobus_profundus_DSM_5631 #GCA_000025285

TNS08_o_OTU_91 | size=1

PM3_o_OTU_25 | size=21

PM3_o_OTU_271 | size=2

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR10 #GCA_000830275

TNS08_o_OTU_52 | size=1

Euryarchaeota==Halobacteria==haloarchaeon_3A1_DGR #2600255154

Euryarchaeota==Halobacteria==Halobaculum_sp._A07HB70 #2518645512

TACK_group==Crenarchaeota==Ignisphaera_aggregans_DSM_17230 #GCA_000145985

P19_o_OTU_106 | size=50

Euryarchaeota==Archaeoglobi==Geoglobus_acetivorans_SBH6 #2634166507

TACK_group==Thaumarchaeota==Marine_Group_I_thaumarchaeote_RSA3 #2630968656

Asgard_group==Candidatus_Heimdallarchaeota_archaeon_AB_125 #GCA_001940755

Euryarchaeota==Halobacteria==Haloarcula_marismortui_ATCC_43049 #AY596297

P19_o_OTU_103 | size=20

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_I-plasma #GCA_001856825

P19_o_OTU_124 | size=1

Bathyarchaeota==uncultured_archaeon #KP308663

Euryarchaeota==Methanomicrobia==Methanoculleus_chikugoensis_JCM_10825 #GCA_001315965

Euryarchaeota==Methanomicrobia==Methanohalobium_evestigatum_Z-7303 #CP002069

TNS08_o_OTU_14 | size=82

Euryarchaeota==Methanomicrobia==uncultured_Methanosarcinales_sp._ANME-2a #2565956544

PM3_o_OTU_418 | size=1

PM3_o_OTU_272 | size=5

PM3_o_OTU_274 | size=1

TNS08_o_OTU_108 | size=1

Euryarchaeota==Thermoplasmata==Methanomassiliicoccales_archaeon_RumEn_M2_Ga0117924 #2667527222

TNS08_o_OTU_38 | size=1

TACK_group==Crenarchaeota==Crenarchaeota_archaeon_SCGC_AAA471-B05 #GCA_000380705

P19_o_OTU_3 | size=2859

PM3_o_OTU_92 | size=5

Euryarchaeota==Halobacteria==Halorhabdus_tiamatea_SARL4B #AFNT02000002

P19_o_OTU_60 | size=2

PM3_o_OTU_207 | size=9

TNS08_o_OTU_74 | size=4

TNS08_o_OTU_37 | size=5

TACK_group==Crenarchaeota==Sulfolobales_ST1-r02 #2551306707

PM3_o_OTU_242 | size=1

TNS08_o_OTU_83 | size=2

P19_o_OTU_96 | size=1

PM3_o_OTU_244 | size=11

P19_o_OTU_11 | size=6

PM3_o_OTU_118 | size=2

TACK_group==Crenarchaeota==Vulcanisaeta_sp._AZ3 #GCA_000960865

TNS08_o_OTU_11 | size=211

TNS08_o_OTU_59 | size=11

Euryarchaeota==Halobacteria==Halobellus_rufus_CBA1103 #2617271223

unclassified_Archaea==unclassified_Archaea==archaeon_GW2011_AR15 #GCA_000830295

unclassified_Archaea==unclassified_Archaea==Unclassified_archaeon_V1_Ga0138500 #2700988735

Euryarchaeota==Halobacteria==Halostagnicola_larsenii_XH-48 #CP007055

WSA2==WCHA1-57==Arc_I_group_archaeon_BMIXfssc0709_Meth_Bin006 #LNJC01000028

Euryarchaeota==Thermococci==Palaeococcus_pacificus_DY20341 #GCA_000725425

PM3_o_OTU_16 | size=7

PM3_o_OTU_17 | size=54

DPANN_group==Candidatus_Diapherotrites==Diapherotrites_archaeon_SCGC_AAA011-K09 #GCA_000404545

SALA_o_OTU_10 | size=100

TACK_group==Crenarchaeota==Sulfolobales_archaeon_AZ1 #GCA_000565255

Euryarchaeota==Halobacteria==Halobaculum_sp._J07HB67 #2506783034

TNS08_o_OTU_30 | size=27

TNS08_o_OTU_110 | size=1

TNS08_o_OTU_80 | size=1

Sulfolobales-str-MK5 #13428

TNS08_o_OTU_22 | size=14

TNS08_o_OTU_6 | size=597

Euryarchaeota==Methanobacteria==Methanosphaera_sp._WGK6 #GCA_001729965

TNS08_o_OTU_95 | size=2

TACK_group==Crenarchaeota==Staphylothermus_marinus_F1 #GCA_000015945

TNS08_o_OTU_86 | size=1

PM3_o_OTU_372 | size=1

TACK_group==Crenarchaeota==Thermocladium_modestius_JCM_10088 #2681812991

Euryarchaeota==Methanobacteria==Methanobrevibacter_arboriphilus_JCM_9315 #2681813027

Methanoflorens_stordalenmirensis #2518645542

TNS08_o_OTU_99 | size=2

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA382C18 #2681813387

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_N4 #2619619229

P19_o_OTU_12 | size=493

PM3_o_OTU_342 | size=2

PM3_o_OTU_29 | size=28

P19_o_OTU_61 | size=2

P19_o_OTU_23 | size=383

TNS08_o_OTU_31 | size=4

SALA_o_OTU_449 | size=1

P19_o_OTU_52 | size=22

TACK_group==Candidatus_Korarchaeota==Candidatus_Korarchaeum_cryptofilum_OPF8 #GCA_000019605

Euryarchaeota==Methanococci==Methanococcus_voltae_A3 #CP002057

TACK_group==Crenarchaeota==Hyperthermus_butylicus_DSM_5456 #2623620343

P19_o_OTU_125 | size=1

SALA_o_OTU_315 | size=1

DPANN_group==Candidatus_Micrarchaeota==Candidatus_Micrarchaeum_acidiphilum_ARMAN-1 #GCA_001889985

TNS08_o_OTU_71 | size=1

Euryarchaeota==Methanobacteria==Methanobacterium_lacus #CP002551

Euryarchaeota==Methanomicrobia==Methanosarcina_barkeri_CM1 #CP008746

TNS08_o_OTU_57 | size=4

TNS08_o_OTU_112 | size=1

Euryarchaeota==Archaeoglobi==Archaeoglobus_veneficus_SNP6 #GCA_000194625

Euryarchaeota==Methanomicrobia==Methanosaeta_concilii_GP6 #CP002565

TACK_group==Thaumarchaeota==Aigarchaeota_archaeon_SCGC_AAA471-G05 #GCA_000398505

TNS08_o_OTU_75 | size=1

TNS08_o_OTU_40 | size=5

TNS08_o_OTU_87 | size=1

PM3_o_OTU_287 | size=3

PM3_o_OTU_157 | size=15

PM3_o_OTU_317 | size=1

P19_o_OTU_102 | size=1

PM3_o_OTU_127 | size=10

PM3_o_OTU_290 | size=6

P19_o_OTU_107 | size=1

SALA_o_OTU_370 | size=1

TNS08_o_OTU_90 | size=1

Euryarchaeota==Methanomicrobia==Methanosarcina_sp._MTP4 #CP009505

Euryarchaeota==Methanomicrobia==Candidatus_Syntrophoarchaeum_butanivorans #GCA_001766825

Euryarchaeota==Thermoplasmata==Acidiplasma_sp._MBA-1 #JYHS01000003

Euryarchaeota==Halobacteria==Natronorubrum_tibetense_GA33 #GCA_000337235

TACK_group==Crenarchaeota==Staphylothermus_hellenicus_DSM_12710 #GCA_000092465

Euryarchaeota==Halobacteria==Halobacterium_sp._DL1 #CP007060

Euryarchaeota==Thermoplasmata==Thermogymnomonas_acidicola_JCM_13583 #2681813015

TNS08_o_OTU_43 | size=7

P19_o_OTU_105 | size=1

PM3_o_OTU_12 | size=74

Euryarchaeota==Methanopyri==Methanopyrus_kandleri_AV19 #2623620713

Euryarchaeota==Methanomicrobia==Methanosalsum_zhilinae_DSM_4017 #CP002101

PM3_o_OTU_414 | size=1

Euryarchaeota==Methanomicrobia==Methanocorpusculum_labreanum_Z #CP000559

P19_o_OTU_91 | size=1

TNS08_o_OTU_25 | size=22

TNS08_o_OTU_68 | size=1

TNS08_o_OTU_7 | size=730

PM3_o_OTU_403 | size=1

Euryarchaeota==Methanomicrobia==uncultured_archaeon #CR626856

TACK_group==Crenarchaeota==Fervidicoccus_fontis_Kam940 #GCA_000258425

PM3_o_OTU_237 | size=2

unclassified_Archaea==unclassified_Archaea==halophilic_archaeon_DL31 #GCA_000224475

P19_o_OTU_74 | size=3

Euryarchaeota==Methanomicrobia==uncultured_archaeon_GZfos12E1 #AY714817

SALA_o_OTU_209 | size=1

PM3_o_OTU_135 | size=19

PM3_o_OTU_27 | size=17

TNS08_o_OTU_15 | size=9

PM3_o_OTU_22 | size=36

Thermoplasmatales-like-NAG3-r03 #13436

PM3_o_OTU_417 | size=1

SALA_o_OTU_226 | size=1

TNS08_o_OTU_113 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_SCGC_AAA286-E23 #GCA_000484915

TNS08_o_OTU_96 | size=1

MGIVbin_117

TACK_group==Crenarchaeota==Candidatus_Acidianus_copahuensis #GCA_000632495

Euryarchaeota==Halobacteria==Halobiforma_haloterrestris #GCA_900112205

Euryarchaeota==unclassified_Euryarchaeota==candidate_divison_MSBL1_archaeon_SCGC-AAA385D11 #2681813392

TACK_group==Crenarchaeota==Sulfolobus_metallicus_DSM_6482 #2681813032

TACK_group==Thaumarchaeota==Thaumarchaeota_archaeon_RBG_16_49_8 #2708742552

SALA_o_OTU_14 | size=141

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeales_archaeon_WOR_SM1_SCG #GCA_001723845

Euryarchaeota==unclassified_Euryarchaeota==Candidatus_Altiarchaeum_sp._CG2_30_32_3053 #GCA_001873845

P19_o_OTU_120 | size=3

PM3_o_OTU_48 | size=132

SALA_o_OTU_233 | size=1

PM3_o_OTU_115 | size=7

Euryarchaeota==Thermococci==Thermococcus_celer_JCM_8558 #2681813024

Euryarchaeota==Methanococci==Methanotorris_igneus_Kol_5 #GCA_000214415

PM3_o_OTU_2 | size=252

TACK_group==Unclassified_Aigarchaeota_GMQ_bin_10 #2718217646

Euryarchaeota==unclassified_Euryarchaeota==Aciduliprofundum_sp._JdFR-45 #GCA_002011395

TNS08_o_OTU_78 | size=1

Euryarchaeota==Halobacteria==Halorientalis_regularis #GCA_900102305

PM3_o_OTU_149 | size=4

PM3_o_OTU_39 | size=89

TNS08_o_OTU_63 | size=1

TACK_group==Thaumarchaeota==Candidatus_Caldiarchaeum_subterraneum #2264867017

TNS08_o_OTU_82 | size=1

Acidilobus-DT1-r01 #12889

PM3_o_OTU_168 | size=11

Euryarchaeota==Halobacteria==Natronococcus_occultus_SP4 #GCA_000328685

PM3_o_OTU_402 | size=2

PM3_o_OTU_104 | size=26

TNS08_o_OTU_67 | size=1

Diapherotrites==uncultured_euryarchaeote_Alv-FOS5 #DQ078753

Euryarchaeota==Halobacteria==Halogeometricum_borinquense_DSM_11551 #CP001690

DPANN_group==Candidatus_Micrarchaeota_archaeon_CG1_02_55_41 #GCA_001871605

TNS08_o_OTU_10 | size=24

PM3_o_OTU_137 | size=1

Asgard_group==Candidatus_Odinarchaeota_archaeon_LCB_4 #GCA_001940665

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_JdFR-43 #GCA_002011355

DPANN_group==Nanoarchaeota==Nanoarchaeum_equitans_Kin4-M #2623620724

Euryarchaeota==Thermoplasmata==Methanomassiliicoccus_luminyensis_B10 #GCA_000308215

PM3_o_OTU_346 | size=2

Euryarchaeota==Methanomicrobia==Methanogenium_cariaci_JCM_10550 #2681813007

Euryarchaeota==Halobacteria==Haloquadratum_walsbyi_DSM_16790 #AM180088

TNS08_o_OTU_47 | size=3

TNS08_o_OTU_77 | size=1

PM3_o_OTU_199 | size=6

PM3_o_OTU_113 | size=2

TACK_group==Crenarchaeota==Sulfolobus_islandicus_M.16.22 #GCA_000245155

PM3_o_OTU_41 | size=14

PM3_o_OTU_8 | size=72

TNS08_o_OTU_39 | size=9

Euryarchaeota==Methanobacteria==Methanobrevibacter_YLM1 #2681812966

TNS08_o_OTU_62 | size=1
TNS08_o_OTU_17 | size=3

PM3_o_OTU_249 | size=5

P19_o_OTU_45 | size=27

TACK_group==Crenarchaeota==Metallosphaera_sedula_ARS120-2 #2645727535

Euryarchaeota==Halobacteria==Halorientalis_sp._IM1011 #GCA_001989615

PM3_o_OTU_125 | size=2

PM3_o_OTU_122 | size=3

PM3_o_OTU_65 | size=4

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_E-plasma #ACXL01000009

Thaumarchaeota-Tha-I.1e-r01 #13439

Euryarchaeota==Halobacteria==soda_lake_metagenome #LFCJ01011328

PM3_o_OTU_53 | size=18

Euryarchaeota==Methanomicrobia==Methanomicrobia_archaeon_JdFR-19 #GCA_002010075

TNS08_o_OTU_72 | size=1

PM3_o_OTU_282 | size=2

PM3_o_OTU_189 | size=4

DPANN_group==Candidatus_Nanohaloarchaeota==Candidatus_Haloredivivus_sp._G17 #GCA_000236195

TNS08_o_OTU_69 | size=1

TACK_group==Candidatus_Geothermarchaeota_archaeon_JdFR-14 #GCA_002011085

TNS08_o_OTU_106 | size=1

TACK_group==Crenarchaeota==Desulfurococcus_amylolyticus_Z-533 #GCA_000513855

P19_o_OTU_53 | size=10

PM3_o_OTU_101 | size=4

Euryarchaeota==Halobacteria==Halalkalicoccus_paucihalophilus #LTAZ01000003

PM3_o_OTU_173 | size=2

Thaumarchaeota-Tha-I.1d-r01 #13437

Euryarchaeota==Methanomicrobia==Candidatus_Methanoperedens_sp._BLZ1 #LKCM01000080

TNS08_o_OTU_26 | size=21

Euryarchaeota==Hadesarchaea==Hadesarchaea_archaeon_YNP_45 #GCA_001515205

PM3_o_OTU_241 | size=3

Euryarchaeota==Halobacteria==Halogranum_salarium_B-1 #ALJD01000016

PM3_o_OTU_360 | size=9

P19_o_OTU_15 | size=3

TNS08_o_OTU_48 | size=6

TNS08_o_OTU_60 | size=1

PM3_o_OTU_167 | size=5

P19_o_OTU_108 | size=1

PM3_o_OTU_352 | size=1

TNS08_o_OTU_12 | size=16

P19_o_OTU_19 | size=77

Euryarchaeota==Halobacteria==Halosimplex_carlsbadense #AB072815

TNS08_o_OTU_55 | size=40

TNS08_o_OTU_53 | size=1

PM3_o_OTU_150 | size=3

Euryarchaeota==Methanococci==Methanocaldococcus_fervens_AG86 #GCA_000023985

Euryarchaeota==Halobacteria==Haloprofundus_marisrubri #GCA_001469955

TNS08_o_OTU_24 | size=16

PM3_o_OTU_212 | size=1

Euryarchaeota==Halobacteria==Halohasta_litchfieldiae #GCA_900109065

AMET

DPANN_group==Nanoarchaeota==Nanoarchaeota_archaeon_7A #2681813051

TNS08_o_OTU_20 | size=20

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_HMET1 #GCA_001914405

PM3_o_OTU_14 | size=90

Euryarchaeota==Halobacteria==Natronobacterium_gregoryi_SP2 #GCA_000230715

PM3_o_OTU_334 | size=7

PM3_o_OTU_90 | size=12

TNS08_o_OTU_93 | size=2

SALA_o_OTU_60 | size=2

Euryarchaeota==Halobacteria==Halonotius_sp._J07HN4 #2512875007

TNS08_o_OTU_101 | size=1

TACK_group==Crenarchaeota==Caldisphaera_lagunensis_DSM_15908 #GCA_000317795

unclassified_Archaea==unclassified_Archaea==uncultured_archaeon_sp._J07HX5 #2512875010

Euryarchaeota==Methanobacteria==Methanobrevibacter_wolinii_SH #GCA_000621965

PM3_o_OTU_4 | size=302

PM3_o_OTU_9 | size=269

TNS08_o_OTU_46 | size=3

Euryarchaeota==Thermoplasmata==Thermoplasmatales_archaeon_Gpl #GCA_001856845

Euryarchaeota==Methanomicrobia==hydrocarbon_metagenome #LNQE01001524

PM3_o_OTU_412 | size=1

TNS08_o_OTU_49 | size=1

TNS08_o_OTU_65 | size=5

PM3_o_OTU_13 | size=58

DPANN_group==Candidatus_Aenigmarchaeota_archaeon_CG1_02_38_14 #GCA_001873985

PM3_o_OTU_26 | size=22

Euryarchaeota==Halobacteria==Natrialba_asiatica_DSM_12278 #GCA_000337555

Euryarchaeota==Halobacteria==Haloplanus_vescus #GCA_900107665

Euryarchaeota==Halobacteria==Salinarchaeum_sp._Harcht-Bsk1 #2597489945

TACK_group==Thaumarchaeota==Cenarchaeum_symbiosum_A #GCA_000200715

TACK_group==Crenarchaeota==Thermosphaera_aggregans_DSM_11486 #GCA_000092185

Euryarchaeota==Methanomicrobia==Methanohalophilus_mahii_DSM_5219 #CP001994

P19_o_OTU_41 | size=39

SALA_o_OTU_414 | size=1

Euryarchaeota==unclassified_Euryarchaeota==Euryarchaeota_archaeon_JdFR-21 #GCA_002011165

Euryarchaeota==Methanomicrobia==Methanosaeta_thermophila_PT #CP000477

TACK_group==Crenarchaeota==Thermoproteus_uzoniensis_768-20 #GCA_000193375

Marine_Group_I_thaumarchaeote_sp._SCGC_AAA288-P18 #2524023105
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Fig. S6 | Unrooted maximum likelihood phylogenies inferred from archaeal ‘16s_250bp’, ‘16S’ and ‘16S+23S’ datasets. ‘size=’ 
indicates the number of qtrim ccs reads in the respective 97% OTUs. Taxa of major taxonomic groups are colored. Branch values 
indicate non-parametric bootstrap support.      Indicates taxa that are discussed in the main text.



0.3 subsitutions per site

Proteobacteria==delta_epsilon_subdivisions==Campylobacter_curvus_DSM_6644 #GCA_000376325

Terrabacteria_group==Actinobacteria==Streptomyces_vitaminophilus #GCA_001445835

Proteobacteria==delta_epsilon_subdivisions==Desulfopila_aestuarii_DSM_18488 #GCA_900143695

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Eisenbacteria_bacterium_RBG_16_71_46 #2708742727

SALA_o_OTU_59 | size=6

SALA_o_OTU_117 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYC2_FULL_38_12 #GCA_001806045

PM3_o_OTU_340 | size=1

SALA_o_OTU_253 | size=2

PM3_o_OTU_309 | size=1

SALA_o_OTU_224 | size=1

Cyanobacteria==Chloroplast==Phaeocystis_antarctica #JN117275

Proteobacteria==Alphaproteobacteria==Rhizobium_sp._Leaf311 #GCA_001423445

SALA_o_OTU_45 | size=2

SALA_o_OTU_52 | size=9

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Colwellbacteria_bacterium_RIFCSPHIGHO2_02_FULL_43_15 #2710264686

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wildermuthbacteria_bacterium_RIFOXYD1_FULL_50_12 #GCA_001825035

SALA_o_OTU_53 | size=21

PM3_o_OTU_330 | size=1

PM3_o_OTU_276 | size=6

P19_o_OTU_63 | size=3

Terrabacteria_group==Firmicutes==Clostridia_bacterium_DTU014 #GCA_001512605

SALA_o_OTU_462 | size=1

Bacteroidetes==Cytophagia==Algoriphagus_sp._M8-2 #CP012836

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFOXYD1_FULL_40_21 #GCA_001782755

SALA_o_OTU_347 | size=1

SALA_o_OTU_472 | size=1

PM3_o_OTU_204 | size=5

SALA_o_OTU_171 | size=7

PM3_o_OTU_386 | size=1

SALA_o_OTU_157 | size=1

Bacteroidetes==Sphingobacteriia==Sphingobacterium_sp._Ag1 #LBGU01000004

SALA_o_OTU_463 | size=1

SALA_o_OTU_431 | size=1

Terrabacteria_group==Actinobacteria==uncultured_Collinsella_sp. #GCA_900066465

PM3_o_OTU_351 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nealsonbacteria_bacterium_RBG_13_42_11 #2721755373

PM3_o_OTU_206 | size=1

464_OD1_TAA_AGA #2547132480

PM3_o_OTU_327 | size=1

Proteobacteria==delta_epsilon_subdivisions==Deferrisoma_camini_S3R1 #GCA_000526155

SALA_o_OTU_50 | size=1

PM3_o_OTU_336 | size=1

SALA_o_OTU_422 | size=1

Bacteroidetes==Bacteroidia==Candidatus_Azobacteroides_pseudotrichonymphae_genomovar._CFP2 #AP010656

PVC_group==Planctomycetes==Fuerstia_marisgermanicae #GCA_001983935

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_RBG_13_54_9 #2721755302

PM3_o_OTU_400 | size=1

PM3_o_OTU_300 | size=4

P19_o_OTU_1 | size=583

FCB_group==Bacteroidetes_Chlorobi_group==Parabacteroides_sp._YL27 #2718218191

SALA_o_OTU_312 | size=1

Terrabacteria_group==Actinobacteria==actinobacterium_SCGC_AAA015-M09 #GCA_000384515

P19_o_OTU_72 | size=20

FCB_group==Bacteroidetes_Chlorobi_group==Candidatus_Sulcia_muelleri_BGSS #2599185120

P19_o_OTU_9 | size=143

SALA_o_OTU_208 | size=1

Chloroflexi==Caldilineae==Litorilinea_aerophila #JQ733906

SALA_o_OTU_66 | size=3

SALA_o_OTU_225 | size=6

PM3_o_OTU_281 | size=1

PM3_o_OTU_120 | size=4

SALA_o_OTU_147 | size=3

Cyanobacteria==Chloroplast==Pycnococcus_provasolii #FJ493498

464_OD1_AGG_ACT #2547132501

PM3_o_OTU_326 | size=2

SALA_o_OTU_118 | size=2

Bacteroidetes==Flavobacteriia==hydrothermal_vent_metagenome #LWDU01034907

PM3_o_OTU_251 | size=6

P19_o_OTU_2 | size=237

PM3_o_OTU_192 | size=6

Proteobacteria==Alphaproteobacteria==Candidatus_Hodgkinia_cicadicola #GCA_001273995

P19_o_OTU_50 | size=3

P19_o_OTU_99 | size=2

Terrabacteria_group==Firmicutes==Veillonella_denticariosi_JCM_15641 #GCA_001312465

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPHIGHO2_02_FULL_45_35 #2710264695

SALA_o_OTU_389 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Abawacabacteria_bacterium_RBG_16_42_10 #2708742708

PM3_o_OTU_218 | size=1

PM3_o_OTU_211 | size=1

SALA_o_OTU_76 | size=3

PM3_o_OTU_268 | size=2

Proteobacteria==Betaproteobacteria==Betaproteobacteria_bacterium_AqS2 #GCA_001750625

SALA_o_OTU_4 | size=249

SALA_o_OTU_12 | size=27

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWB1_48_13 #2626541854

SALA_o_OTU_146 | size=9

SALA_o_OTU_87 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWC2_49_9 #2626542205

Proteobacteria==Alphaproteobacteria==Candidatus_Pelagibacter_sp._IMCC9063 #CP002511

PM3_o_OTU_385 | size=1

SALA_o_OTU_305 | size=1

P19_o_OTU_13 | size=99

PM3_o_OTU_69 | size=5

P19_o_OTU_112 | size=1

Terrabacteria_group==Firmicutes==Clostridium_lentocellum_DSM_5427 #GCA_000178835

PVC_group==Chlamydiae==Chlamydia_psittaci_HJ #2630968943

Proteobacteria==Betaproteobacteria==Dechloromonas_sp._EBPR_Bin_104 #2619618917

PM3_o_OTU_216 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_41_8 #2626541970

SALA_o_OTU_7 | size=13

SALA_o_OTU_350 | size=1

SALA_o_OTU_105 | size=1

SALA_o_OTU_318 | size=1

PM3_o_OTU_370 | size=1

PM3_o_OTU_259 | size=4

PM3_o_OTU_68 | size=1

464_Nitratifractor_CGT_AGA #2547132497

SALA_o_OTU_386 | size=1

PM3_o_OTU_182 | size=5

SALA_o_OTU_198 | size=1

PM3_o_OTU_310 | size=1

SALA_o_OTU_120 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_37_9 #2711768214

PM3_o_OTU_253 | size=3

PM3_o_OTU_188 | size=3

PM3_o_OTU_37 | size=60

PM3_o_OTU_338 | size=1

Terrabacteria_group==Firmicutes==Acetivibrio_ethanolgignens #GCA_001461035

PM3_o_OTU_58 | size=11

SALA_o_OTU_391 | size=1

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_OLB14 #GCA_001567105

PVC_group==Planctomycetes==Planctomycetes_bacterium_SM23_32 #2654588057

Omnitrophica==groundwater_metagenome #CXWL01009729

Bacteroidetes==microbial_mat_metagenome #JFJP01015159

SALA_o_OTU_352 | size=2

PM3_o_OTU_171 | size=6

SALA_o_OTU_170 | size=4

P19_o_OTU_69 | size=2

PM3_o_OTU_376 | size=1

Acidobacteria==unclassified_Acidobacteria==Thermoanaerobaculum_aquaticum #GCA_000687145

SALA_o_OTU_206 | size=3

SALA_o_OTU_134 | size=7

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_01_FULL_40_98 #2708743017

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWC2_33_13 #2626542066

Opisthokonta==Metazoa==Thermosipho_sp._1063 #2617270840

SALA_o_OTU_16 | size=2

SALA_o_OTU_286 | size=1

Terrabacteria_group==Firmicutes==Thermoanaerobacterium_thermosaccharolyticum_DSM_571 #GCA_000145615

SALA_o_OTU_427 | size=1

PM3_o_OTU_228 | size=8

PVC_group==unclassified_PVC_group==PVC_group_bacterium #GCA_001730085

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Rokubacteria_bacterium_CSP1-6 #GCA_001443385

SALA_o_OTU_145 | size=3

P19_o_OTU_32 | size=32

Firmicutes==Erysipelotrichia==gut_metagenome #AMCI01006774

Thermodesulfobacteria==Thermodesulfobacteria==Caldimicrobium_thiodismutans #AP014945

P19_o_OTU_88 | size=2

PM3_o_OTU_91 | size=5

Cyanobacteria==Chloroplast==Japonolirion_osense #KF454712

SALA_o_OTU_135 | size=10

PM3_o_OTU_299 | size=1

PM3_o_OTU_331 | size=1

SALA_o_OTU_383 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPLOWO2_02_FULL_45_10b #2711768262

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jorgensenbacteria_bacterium_RIFCSPLOWO2_12_FULL_42_11 #2711768389

Terrabacteria_group==Firmicutes==Clostridiales_bacterium_PH28_bin88 #2627853997

P19_o_OTU_115 | size=1

SALA_o_OTU_475 | size=1

SALA_o_OTU_373 | size=1

Terrabacteria_group==Chloroflexi==uncultured_Dehalococcoidia_GIF3_190_D3_annotation #2626541544

SALA_o_OTU_196 | size=1

SALA_o_OTU_306 | size=1

SALA_o_OTU_337 | size=1

SALA_o_OTU_404 | size=1

P19_o_OTU_116 | size=1

Cyanobacteria==Chloroplast==Solanum_pennelli i #HG975449

SALA_o_OTU_79 | size=7

PM3_o_OTU_221 | size=3

PM3_o_OTU_130 | size=10

PM3_o_OTU_51 | size=2

PM3_o_OTU_38 | size=9
PM3_o_OTU_30 | size=5

SALA_o_OTU_80 | size=6

Nitrospirae==unclassified_Nitrospirae==Nitrospirae_bacterium_RIFCSPLOWO2_01_FULL_62_17 #2710723891

PM3_o_OTU_107 | size=5

SALA_o_OTU_72 | size=1

PM3_o_OTU_209 | size=1

P19_o_OTU_70 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Microscilla_marina_ATCC_23134_re-annotation #2636416090

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RIFOXYC2_FULL_36_12 #GCA_001778235

Proteobacteria==Gammaproteobacteria==hydrothermal_vent_metagenome #JYMV01053789

SALA_o_OTU_173 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_40_9 #2626542245

SALA_o_OTU_182 | size=1

SALA_o_OTU_39 | size=40

Verrucomicrobia==Verrucomicrobia_Incertae_Sedis==Verrucomicrobia_subdivision_6_bacterium_BACL9_MAG-120507-bin52 #LIBO01000080

Terrabacteria_group==Firmicutes==Sulfobacillus_acidophilus_TPY #2510917010

PM3_o_OTU_315 | size=1

SALA_o_OTU_372 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_43_87 #2626542188

Proteobacteria==Gammaproteobacteria==Pasteurella_multocida_subsp._multocida #JQAH01000035

FCB_group==Fibrobacteres==Chitinivibrio_alkaliphilus_ACht1 #GCA_000474745

Terrabacteria_group==Armatimonadetes==Chthonomonas_calidirosea_T49 #2524614646

PM3_o_OTU_172 | size=6

Proteobacteria==Gammaproteobacteria==Achromatium_bin_6_2_Ga0101401 #2642422599

Spirochaetae==Spirochaetes==Spirochaeta_thermophila_DSM_6192 #CP001698

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Daviesbacteria_bacterium_RIFCSPHIGHO2_02_FULL_39_41 #2710264641

PM3_o_OTU_163 | size=1

Terrabacteria_group==Firmicutes==Syntrophobotulus_glycolicus_DSM_8271 #GCA_000190635

Terrabacteria_group==Firmicutes==Ezakiella_massiliensis #GCA_900120165

PM3_o_OTU_341 | size=2

SALA_o_OTU_456 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_39_12 #2626542407

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroidales_bacterium_Bact_24 #GCA_001603695

PM3_o_OTU_210 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RIFOXYB1_FULL_47_11 #2711768672

SALA_o_OTU_434 | size=1

Terrabacteria_group==Deinococcus-Thermus==Truepera_radiovictrix_DSM_17093 #GCA_000092425

SALA_o_OTU_268 | size=3

PM3_o_OTU_195 | size=3

SALA_o_OTU_223 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GBS-2 #GCA_001443025

SALA_o_OTU_199 | size=1

Caldiserica==Caldisericia==Caldisericum_exile_AZM16c01 #AP012051

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPHIGHO2_01_FULL_43_9 #2708742947

SALA_o_OTU_270 | size=1

Cyanobacteria==Chloroplast==Mychonastes_homosphaera #KT199249

SALA_o_OTU_282 | size=2

PM3_o_OTU_28 | size=6

PM3_o_OTU_121 | size=7

unclassified_Bacteria==unclassified_Bacteria==bacterium_MS4 #2651869854

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Terrybacteria_bacterium_RIFCSPHIGHO2_01_FULL_58_15 #2708742920

Cyanobacteria==Chloroplast==Monomastix_sp._OKE-1 #FJ493497

SALA_o_OTU_194 | size=1

SALA_o_OTU_158 | size=1

PM3_o_OTU_388 | size=1

P19_o_OTU_94 | size=1

Candidate_division_JS1_190_C5c_annotation #2626541591

PM3_o_OTU_399 | size=1

SALA_o_OTU_112 | size=6

SALA_o_OTU_290 | size=1

Firmicutes==Bacilli==Cohnella_panacarvi_Gsoil_349 #AZXQ01000006

Chlamydiae==Chlamydiae==Waddlia_chondrophila #AF042496

Proteobacteria==Gammaproteobacteria==Candidatus_Evansia_muelleri_CEM1 #2684623181

PM3_o_OTU_186 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_NC10_bacterium_RIFCSPLOWO2_02_FULL_66_22 #2710724002

PM3_o_OTU_262 | size=3

SALA_o_OTU_313 | size=1

Nitrospinae_Tectomicrobia_group==Nitrospinae==Nitrospina_sp._SCGC_AAA288-L16 #GCA_000372225

SALA_o_OTU_262 | size=1

PM3_o_OTU_365 | size=1

SALA_o_OTU_176 | size=1

SALA_o_OTU_405 | size=1

SALA_o_OTU_265 | size=1

P19_o_OTU_100 | size=1

P19_o_OTU_26 | size=66

Firmicutes==Clostridia==gut_metagenome #CDZB01072114

SALA_o_OTU_402 | size=1

P19_o_OTU_113 | size=1

SALA_o_OTU_11 | size=19

P19_o_OTU_35 | size=8

Terrabacteria_group==Firmicutes==Halanaerobium_saccharolyticum_saccharolyticum_DSM_6643 #2600255242

PM3_o_OTU_303 | size=1

PM3_o_OTU_248 | size=2

PM3_o_OTU_100 | size=2

SALA_o_OTU_83 | size=15

Cyanobacteria==Chloroplast==Bangia_fuscopurpurea #KP714733

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wildermuthbacteria_bacterium_RIFCSPHIGHO2_01_FULL_47_27 #2708742905

SALA_o_OTU_220 | size=1

SALA_o_OTU_480 | size=1

PM3_o_OTU_306 | size=1

SALA_o_OTU_91 | size=1

P19_o_OTU_4 | size=411

P19_o_OTU_38 | size=8

PM3_o_OTU_116 | size=10

PM3_o_OTU_337 | size=1

PM3_o_OTU_384 | size=1

Firmicutes==Clostridia==Clostridium_perfringens_CPE_str._F4969 #ABDX01000038

P19_o_OTU_42 | size=2

SALA_o_OTU_247 | size=1

SALA_o_OTU_300 | size=1

PM3_o_OTU_138 | size=8

PM3_o_OTU_42 | size=8

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_OLB22 #GCA_001567515

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA1_44_24 #2626542333

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Pacebacteria_bacterium_CG2_30_36_39 #GCA_001873435

SALA_o_OTU_432 | size=1

Spirochaetae==Spirochaetes==Treponema_sp._OMZ_838 #CP009227

PM3_o_OTU_335 | size=1

Fusobacteria==Fusobacteriia==Leptotrichia_goodfellowii_DSM_19756 #GCA_000516535

SALA_o_OTU_379 | size=1

Proteobacteria==Gammaproteobacteria==Thiothrix_sp._EBPR_Bin_364 #2619618925

PM3_o_OTU_358 | size=1

Proteobacteria==Alphaproteobacteria==Holospora_elegans #2603879700

Terrabacteria_group==Firmicutes==Orenia_sp._Z6_updated #2687453649

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RBG_16_42_24 #2708742724

PM3_o_OTU_77 | size=4

TNS08_o_OTU_36 | size=1

FCB_group==Candidatus_Hydrogenedentes==Hydrogenedentes_bacterium_JGI_0000039-J10 #GCA_000380785

FCB_group==Candidatus_Marinimicrobia==Marinimicrobia_bacterium_TCS58 #GCA_001577045

Terrabacteria_group==Firmicutes==Massiliomicrobiota_timonensis #GCA_900120365

SALA_o_OTU_442 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Blochmannia_vafer_str._BVAF #GCA_000185985

SALA_o_OTU_293 | size=1

Proteobacteria==Alphaproteobacteria==Rickettsiales_bacterium #GCA_001730065

PM3_o_OTU_176 | size=6

PM3_o_OTU_316 | size=1

SALA_o_OTU_42 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_01_FULL_54_22 #2708743027

Spirochaetes==Spirochaetia==Leptospira_alstonii_serovar_Pingchang_str._80-412 #GCA_000332555

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Vogelbacteria_bacterium_GWA1_51_14 #2708742575

SALA_o_OTU_403 | size=1

Proteobacteria==Epsilonproteobacteria==Helicobacter_pylori_Hp_H-3 #AKOX01000011

SALA_o_OTU_97 | size=5

SALA_o_OTU_243 | size=1

SALA_o_OTU_89 | size=1

Proteobacteria==Zetaproteobacteria==Zetaproteobacteria_bacterium_TAG-1 #GCA_000744415

SALA_o_OTU_464 | size=1

SALA_o_OTU_429 | size=1

SALA_o_OTU_23 | size=1

SALA_o_OTU_478 | size=1

Nitrospirae==Nitrospira==hydrothermal_vent_metagenome #LWDU01037104

PM3_o_OTU_355 | size=1

Terrabacteria_group==Firmicutes==Clostridium_aceticum #2609459698

SALA_o_OTU_298 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_35_13 #2710723877

PM3_o_OTU_247 | size=1

Firmicutes==Clostridia==Eubacterium_sulci_ATCC_35585 #CP012068

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_34_13 #2626542397

SALA_o_OTU_374 | size=2

PM3_o_OTU_392 | size=1

SALA_o_OTU_438 | size=2

Firmicutes==Clostridia==Romboutsia_sp._MT17 #FJTZ01000012

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWE2_38_30 #2626541951

PM3_o_OTU_222 | size=7

SALA_o_OTU_41 | size=12

PM3_o_OTU_108 | size=18

TNS08_o_OTU_64 | size=1

Terrabacteria_group==Tenericutes==Mycoplasmataceae_bacterium_sp._RC_NB112A_MRE-RC #2698536577

SALA_o_OTU_479 | size=1

Proteobacteria==Alphaproteobacteria==Rhodospirillum_sp._UNK.MGS-17 #GCA_000980655

P19_o_OTU_121 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Yonathbacteria_bacterium_RIFCSPHIGHO2_01_FULL_44_41 #2708742985

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RBG_13_39_14 #2721755325

PVC_group==Candidatus_Omnitrophica==Candidatus_Omnitrophus_sp._SKK-01_re-annotation #2636416185

PM3_o_OTU_35 | size=5

SALA_o_OTU_33 | size=7

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_44_12 #2711768327

PM3_o_OTU_232 | size=1

PM3_o_OTU_81 | size=7

SALA_o_OTU_186 | size=1

Proteobacteria==Deltaproteobacteria==Bdellovibrio_bacteriovorus #LUKE01000007

P19_o_OTU_104 | size=1

PM3_o_OTU_99 | size=24

PM3_o_OTU_86 | size=8

Proteobacteria==Gammaproteobacteria==Pseudomonas_stutzeri #GCA_001064225

Terrabacteria_group==Firmicutes==Caldicoprobacter_faecalis #GCA_900115765

TNS08_o_OTU_18 | size=18

SALA_o_OTU_57 | size=6

Spirochaetae==Spirochaetes==Borrelia_miyamotoi_FR64b #CP004217

PM3_o_OTU_139 | size=1

Terrabacteria_group==Firmicutes==Caldicellulosiruptor_obsidiansis_OB47 #GCA_000145215

PM3_o_OTU_56 | size=12

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWB1_47_6b #2626542180

Terrabacteria_group==Firmicutes==Paenibacillus_sp._P46E #GCA_001909095

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-D06 #GCA_000428445

Elusimicrobia==Elusimicrobia==uncultured_Termite_group_1_bacterium_phylotype_Rs-D17 #AP009510

PM3_o_OTU_328 | size=1

Bacteroidetes==Flavobacteriia==Capnocytophaga_sp._oral_taxon_335_str._F0486 #AKFR01000009

Verrucomicrobia==Arctic97B-4_marine_group==uncultured_verrucomicrobium_HF0070_15G23 #GU567957

SALA_o_OTU_106 | size=55

SALA_o_OTU_43 | size=10

Proteobacteria==Alphaproteobacteria==Magnetococcus_marinus_MC-1 #GCA_000014865

PM3_o_OTU_238 | size=3

SALA_o_OTU_35 | size=50

PM3_o_OTU_136 | size=25

SALA_o_OTU_245 | size=1

SALA_o_OTU_154 | size=2

SALA_o_OTU_364 | size=1

PM3_o_OTU_98 | size=14

SALA_o_OTU_423 | size=1

P19_o_OTU_17 | size=6

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYA2_FULL_45_12 #2711768538

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_38_7 #2626542403

SALA_o_OTU_129 | size=2

PM3_o_OTU_321 | size=2

SALA_o_OTU_277 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWF2_37_20 #2626541959

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFOXYA2_FULL_39_19 #2711768574

PM3_o_OTU_84 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Uhrbacteria_bacterium_RIFOXYC12_FULL_57_11 #2711768770

SALA_o_OTU_273 | size=1

Proteobacteria==delta_epsilon_subdivisions==Enhygromyxa_salina_DSM_15201_re-annotation #2636416168

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_CAG_822 #GCA_000432855

Terrabacteria_group==Actinobacteria==Rubrobacter_xylanophilus_DSM_9941 #GCA_000014185

Verrucomicrobia==Verrucomicrobiae==hydrothermal_vent_metagenome #LWDU01043029

FCB_group==Bacteroidetes_Chlorobi_group==Dysgonomonas_hofstadii_JCM_17038 #GCA_001312525

SALA_o_OTU_85 | size=28

SALA_o_OTU_443 | size=1

PM3_o_OTU_354 | size=1

SALA_o_OTU_465 | size=1

SALA_o_OTU_424 | size=1

Proteobacteria==Alphaproteobacteria==Erythrobacter_sp._REDSEA-S28_B2 #LUNQ01000001

Proteobacteria==Gammaproteobacteria==Alteromonas_australica #GCA_000730385

PM3_o_OTU_134 | size=3

Proteobacteria==Alphaproteobacteria==Candidatus_Midichloria_mitochondrii_IricVA #GCA_000219355

PM3_o_OTU_294 | size=1

SALA_o_OTU_217 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nealsonbacteria_bacterium_RIFOXYD1_FULL_39_11 #GCA_001821585

PM3_o_OTU_145 | size=9

PM3_o_OTU_45 | size=6

PM3_o_OTU_391 | size=1

SALA_o_OTU_378 | size=1

PM3_o_OTU_279 | size=7

PVC_group==Planctomycetes==Planctomycetaceae_bacterium_BBD_1991-11 #GCA_001657375

SALA_o_OTU_128 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Aminicenantes_bacterium_SCGC_AAA252-G21 #GCA_000398205

Cyanobacteria==Chloroplast==Prasinophyceae_sp._MBIC10622 #KJ746602

PM3_o_OTU_295 | size=1

SALA_o_OTU_136 | size=9

TNS08_o_OTU_89 | size=1

SALA_o_OTU_187 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Spechtbacteria_bacterium_RIFCSPLOWO2_01_FULL_43_12 #2710723725

Proteobacteria==Gammaproteobacteria==Shigella_sonnei #GCA_900159265

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_37_12 #2626541862

PM3_o_OTU_239 | size=1

Terrabacteria_group==Firmicutes==Lactococcus_lactis_cremoris_A17 #2627853840

SALA_o_OTU_255 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Calescamantes_bacterium_SCGC_AAA471-M6 #GCA_000403075

SALA_o_OTU_234 | size=1

Armatimonadetes==uncultured==Armatimonadetes_bacterium_DC #FAOU01000014

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Margulisbacteria_bacterium_GWF2_38_17 #2708742682

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_30_66 #2626542181

Bacteroidetes==Sphingobacteriia==Flavisolibacter_sp._LCS9 #CP011390

Proteobacteria==Deltaproteobacteria==uncultured_bacterium_HF0010_08B07 #EU795177

PM3_o_OTU_44 | size=3

SALA_o_OTU_455 | size=1

SALA_o_OTU_324 | size=2

Elusimicrobia==Elusimicrobia==Elusimicrobium_minutum_Pei191 #GCA_000020145

SALA_o_OTU_410 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_SCGC_AAA011-N16 #GCA_000405185

Bacteroidetes==Cytophagia==Dyadobacter_sp._Leaf189 #LMPS01000001

SALA_o_OTU_138 | size=9

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWE1_47_12 #2626541949

SALA_o_OTU_219 | size=1

P19_o_OTU_98 | size=1

SALA_o_OTU_327 | size=1

Spirochaetes==unclassified_Spirochaetes==Spirochaetes_bacterium_GWE2_31_10 #2708742650

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Vampirovibrio_chlorellavorus #2600254900

Planctomycetes==OM190==wastewater_metagenome #CXWK01000134

SALA_o_OTU_98 | size=1

Tenericutes==Mollicutes==gut_metagenome #CECA01009240

Proteobacteria==Gammaproteobacteria==Diplorickettsia_massiliensis_20B #GCA_000257395

P19_o_OTU_58 | size=2

P19_o_OTU_36 | size=9

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPLOWO2_01_FULL_36_10 #2710723711

SALA_o_OTU_474 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPHIGHO2_01_FULL_43_27 #2708742979

SALA_o_OTU_127 | size=3

Candidatus_Moduliflexus_flocculans #GCA_000739515

SALA_o_OTU_326 | size=1

Spirochaetes==Spirochaetia==Spirochaetales_bacterium_Spiro_06 #GCA_001604335

SALA_o_OTU_397 | size=1

SALA_o_OTU_398 | size=1

PVC_group==Candidatus_Omnitrophica_bacterium_CG1_02_44_16 #GCA_001873995

PM3_o_OTU_208 | size=1

TNS08_o_OTU_73 | size=1

SALA_o_OTU_400 | size=1

SALA_o_OTU_439 | size=1

PM3_o_OTU_226 | size=7

SALA_o_OTU_297 | size=1

SALA_o_OTU_2 | size=5

Proteobacteria==Deltaproteobacteria==uncultured_delta_proteobacterium_HF0070_10I02 #GU474857

SALA_o_OTU_272 | size=2

Terrabacteria_group==Chloroflexi==Herpetosiphon_aurantiacus_DSM_785 #GCA_000018565

SALA_o_OTU_426 | size=1

SALA_o_OTU_31 | size=3

SALA_o_OTU_68 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_38_11 #2710723762

TNS08_o_OTU_102 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Colwellbacteria_bacterium_RBG_13_48_8 #2721755326

PM3_o_OTU_258 | size=2

SALA_o_OTU_307 | size=2

PM3_o_OTU_54 | size=33

SALA_o_OTU_181 | size=1

Thermotogae==Thermotogae==Mesoaciditoga_lauensis_cd-1655R___DSM_25116 #GCA_000745455

PM3_o_OTU_286 | size=4

SALA_o_OTU_71 | size=12

SALA_o_OTU_308 | size=1

SALA_o_OTU_481 | size=1

Proteobacteria==Gammaproteobacteria==Solimonas_variicoloris_DSM_15731 #GCA_000382285

Terrabacteria_group==Chloroflexi==Thermomicrobiales_sp._SCGC_AB-790-L07 #2630968207

PM3_o_OTU_10 | size=7

SALA_o_OTU_433 | size=1

P19_o_OTU_33 | size=3

SALA_o_OTU_284 | size=1

SALA_o_OTU_189 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWA2_44_7 #2626541874

SALA_o_OTU_331 | size=2

Synergistetes==Synergistia==anaerobic_digester_metagenome #CZCA01000865

SALA_o_OTU_141 | size=1

PM3_o_OTU_202 | size=7

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RBG_16_43_7 #2721755393

SALA_o_OTU_409 | size=2

SALA_o_OTU_406 | size=1

PM3_o_OTU_144 | size=13

SALA_o_OTU_213 | size=7

PM3_o_OTU_361 | size=2

SALA_o_OTU_230 | size=1

Cyanobacteria==Chloroplast==Nicotiana_tabacum #AYMY01012889

P19_o_OTU_110 | size=1

FCB_group==Candidatus_Kryptonia==Kryptonium_sp._JGI-1_Ga0063176 #2599185253

Bacteroidetes==Flavobacteriia==uncultured_marine_bacterium_Ant39E11 #DQ295241

PM3_o_OTU_357 | size=1

PM3_o_OTU_62 | size=1

PM3_o_OTU_85 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Berkelbacteria_bacterium_RIFCSPHIGHO2_12_FULL_50_11 #2710723655

Cyanobacteria==Chloroplast==Cercis_gigantea #GAOK01049511

Proteobacteria==Alphaproteobacteria==Rickettsiales_bacterium_Ac37b #2599185121

PM3_o_OTU_333 | size=1

SALA_o_OTU_250 | size=1

PM3_o_OTU_261 | size=3

SALA_o_OTU_291 | size=1

PM3_o_OTU_367 | size=1

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-L05 #GCA_000428225

TNS08_o_OTU_79 | size=1

PM3_o_OTU_266 | size=3

PM3_o_OTU_329 | size=1

PM3_o_OTU_416 | size=1

SALA_o_OTU_163 | size=1

PM3_o_OTU_217 | size=3

SALA_o_OTU_205 | size=2

SALA_o_OTU_20 | size=3

SALA_o_OTU_317 | size=2

PM3_o_OTU_23 | size=2

Proteobacteria==delta_epsilon_subdivisions==Arcobacter_sp._LPB0137 #GCA_001956695

Thermotogae==Thermotogae==Marinitoga_sp._1155 #AZAX01000031

PM3_o_OTU_405 | size=1

SALA_o_OTU_77 | size=11

PM3_o_OTU_177 | size=1

Proteobacteria==Deltaproteobacteria==Desulfovibrio_sp._J2 #CP014206

PM3_o_OTU_298 | size=1

SALA_o_OTU_214 | size=1

PVC_group==Kiritimatiellaeota==Kiritimatiella_glycovorans #GCA_001017655

Aquificae==Aquificae==Aquifex_aeolicus_VF5 #2623620887

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG2_30_48_51 #GCA_001873525

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Raymondbacteria_bacterium_RifOxyA12_full_50_37 #2711768511

SALA_o_OTU_264 | size=1

SALA_o_OTU_468 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Spirosoma_radiotolerans #2599185360

PM3_o_OTU_187 | size=8

SALA_o_OTU_201 | size=3

PM3_o_OTU_301 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA2_47_26 #2626542090

P19_o_OTU_40 | size=74

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYA2_FULL_38_17 #2711768565

Terrabacteria_group==Deinococcus-Thermus==Deinococcus_humi_MK03 #2597489808

FCB_group==Bacteroidetes_Chlorobi_group==Sanguibacteroides_justesenii_OUH_308042 #2627853676

PVC_group==Planctomycetes==Pirellula_sp._Pr1d #2517572010

Terrabacteria_group==Firmicutes==Alicyclobacillus_kakegawensis_NBRC_103104 #GCA_001552655

PM3_o_OTU_57 | size=1

Calditrichaeota==Calditrichae==Caldithrix_abyssi_LF13 #2718218154

PM3_o_OTU_89 | size=16

Proteobacteria==Gammaproteobacteria==Vibrio_parahaemolyticus_3259 #GCA_000454245

PM3_o_OTU_356 | size=2

SALA_o_OTU_169 | size=1

PM3_o_OTU_359 | size=1

PM3_o_OTU_34 | size=9

P19_o_OTU_77 | size=1

SALA_o_OTU_125 | size=5

SALA_o_OTU_421 | size=1

Terrabacteria_group==Firmicutes==Erysipelotrichaceae_bacterium_6_1_45 #GCA_000242175

SALA_o_OTU_237 | size=1

SALA_o_OTU_470 | size=1

P19_o_OTU_25 | size=16

PM3_o_OTU_20 | size=46

Terrabacteria_group==Firmicutes==Coprothermobacter_proteolyticus_DSM_5265 #GCA_000020945

Terrabacteria_group==Firmicutes==Caldanaerobius_polysaccharolyticus_DSM_13641 #GCA_000427425

Terrabacteria_group==Tenericutes==Mycoplasma_suis_str._Illinois #GCA_000179035

SALA_o_OTU_353 | size=2

SALA_o_OTU_155 | size=3

PM3_o_OTU_164 | size=10

Proteobacteria==Alphaproteobacteria==Sphingopyxis_sp._Root214 #LMIG01000004

SALA_o_OTU_416 | size=1

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_28 #2710264584

PM3_o_OTU_425 | size=1

Proteobacteria==Alphaproteobacteria==Sulfitobacter_sp._NAS-14.1 #AALZ01000006

unclassified_Bacteria==unclassified_Bacteria==bacterium_GBS-1 #GCA_001443005

PM3_o_OTU_424 | size=1

SALA_o_OTU_375 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kuenenbacteria_bacterium_CG1_02_38_13 #GCA_001871365

PM3_o_OTU_291 | size=4

SALA_o_OTU_101 | size=2

Terrabacteria_group==Firmicutes==Butyricicoccus_sp._N54.MGS-46 #GCA_001643435

SALA_o_OTU_159 | size=1

P19_o_OTU_7 | size=3

PM3_o_OTU_52 | size=3

PM3_o_OTU_106 | size=17

Chlorobi==Chlorobia==Chlorobium_luteolum #LVWG01000034

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_SG8_24 #2654587969

SALA_o_OTU_288 | size=1

Proteobacteria==Gammaproteobacteria==SAR86_cluster_bacterium_BACL1_MAG-120820-bin45 #LICS01000025

SALA_o_OTU_164 | size=4

SALA_o_OTU_29 | size=17

FCB_group==Candidatus_Marinimicrobia==Marinimicrobia_bacterium_JGI_0000039-E15 #GCA_000403015

PM3_o_OTU_162 | size=2

P19_o_OTU_75 | size=2

SALA_o_OTU_419 | size=1

Chloroflexi==Chloroflexia==freshwater_metagenome #JNSL01000092

Proteobacteria==Gammaproteobacteria==Coxiella_endosymbiont_of_Amblyomma_americanum #CP007541

Terrabacteria_group==Actinobacteria==Actinobacteria_bacterium_CG2_30_50_142 #GCA_001871795

494_227_OD1_GCT_CTC #2548877148

SALA_o_OTU_241 | size=1

PM3_o_OTU_111 | size=1

Spirochaetes==Spirochaetia==Treponema_succinifaciens_DSM_2489 #GCA_000195275

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Lindowbacteria_bacterium_RIFCSPLOWO2_02_FULL_62_12 #2710724069

PM3_o_OTU_350 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Uhrbacteria_bacterium_RIFCSPHIGHO2_02_FULL_53_13 #2710264556

SALA_o_OTU_67 | size=17

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPHIGHO2_01_FULL_48_15 #2708743035

SALA_o_OTU_34 | size=59

SALA_o_OTU_228 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jorgensenbacteria_bacterium_GWA1_54_12 #2708742571

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_01_FULL_39_24 #2708743037

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWA2_38_9 #2626542019

SALA_o_OTU_248 | size=2

SALA_o_OTU_396 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Acetothermum_autotrophicum_MDM_project_reference #2264813001

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Staskawiczbacteria_bacterium_RIFOXYA2_FULL_32_7 #2711768578

PM3_o_OTU_349 | size=1

SALA_o_OTU_15 | size=60

Terrabacteria_group==Tenericutes==Tenericutes_bacterium_GWC2_39_45 #2721755211

PM3_o_OTU_112 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFOXYB1_FULL_41_27 #2711768686

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPLOWO2_01_FULL_42_11 #2710723873

Spirochaetes==Spirochaetia==Sphaerochaeta_globosa_str._Buddy #GCA_000190435

Proteobacteria==Alphaproteobacteria==Panax_ginseng #KF735063

P19_o_OTU_18 | size=61

PM3_o_OTU_314 | size=1
FCB_group==Candidatus_Latescibacteria==Latescibacteria_bacterium_SCGC_AAA252-D10 #GCA_000398625

SALA_o_OTU_407 | size=1

PM3_o_OTU_103 | size=18

SALA_o_OTU_165 | size=1

Terrabacteria_group==Firmicutes==Listeria_monocytogenes #GCA_001999025

SALA_o_OTU_357 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA2_41_22 #2626541947

PM3_o_OTU_141 | size=1

Proteobacteria==Alphaproteobacteria==Rhizomicrobium_sp._SCGC_AG-212-E05 #GCA_001644385

PM3_o_OTU_289 | size=5

Actinobacteria==Actinobacteria==Streptomyces_albidoflavus #AL939114

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_43_11 #2626542238

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_GWA2_63_20 #2721755124

P19_o_OTU_6 | size=10

PM3_o_OTU_252 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Chisholmbacteria_bacterium_RIFCSPLOWO2_01_FULL_50_28 #2710723706

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Yonathbacteria_bacterium_RIFOXYC1_FULL_52_10 #2711768720

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG1_02_40_25 #GCA_001872305

SALA_o_OTU_279 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_CPR2_bacterium_GW2011_GWD2_39_7 #2626541830

PM3_o_OTU_75 | size=2

Proteobacteria==delta_epsilon_subdivisions==Desulfonatronospira_thiodismutans_ASO3-1 #GCA_000174435

PVC_group==Planctomycetes==Schlesneria_paludicola_DSM_18645 #GCA_000255655

SALA_o_OTU_19 | size=1

SALA_o_OTU_309 | size=2

SALA_o_OTU_430 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_bacterium_OLB16 #GCA_001567115

Terrabacteria_group==Firmicutes==Desulfotomaculum_kuznetsovii_DSM_6115 #GCA_000214705

SALA_o_OTU_75 | size=1

P19_o_OTU_66 | size=1

SALA_o_OTU_143 | size=1

PM3_o_OTU_387 | size=1

464_OD1_AGG_TAT #2547132500

Terrabacteria_group==Firmicutes==Halarsenatibacter_silvermanii #GCA_900103135

PVC_group==Chlamydiae==Chlamydiae_bacterium_SM23_39 #2654587930

P19_o_OTU_49 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WS6_bacterium_OLB20 #GCA_001567355

SALA_o_OTU_210 | size=1

P19_o_OTU_28 | size=42

Spirochaetes==Spirochaetia==Brevinema_andersonii #GCA_900112165

SALA_o_OTU_408 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Brennerbacteria_bacterium_RIFOXYC1_FULL_41_11 #2711768730

SALA_o_OTU_221 | size=16

SALA_o_OTU_200 | size=1

P19_o_OTU_73 | size=1

PM3_o_OTU_169 | size=11

Terrabacteria_group==Chloroflexi==Thermomicrobium_sp._HL1 #2263196004

SALA_o_OTU_212 | size=2

PM3_o_OTU_375 | size=1

SALA_o_OTU_242 | size=1

SALA_o_OTU_108 | size=1

SALA_o_OTU_257 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWA2_35_9 #2626541828

PM3_o_OTU_64 | size=1

PM3_o_OTU_325 | size=1

Spirochaetes==Spirochaetia==Turneriella_parva_DSM_21527 #GCA_000266885

P19_o_OTU_90 | size=1

SALA_o_OTU_207 | size=1

PM3_o_OTU_260 | size=1

Proteobacteria==Alphaproteobacteria==Candidatus_Xenolissoclinum_pacificiensis_L6 #GCA_000512675

SALA_o_OTU_238 | size=2

Terrabacteria_group==Chloroflexi==Chloroflexus_sp._Y-396-1 #GCA_000516515

Terrabacteria_group==Tenericutes==Mycoplasma_sp. #GCA_001484045

PM3_o_OTU_220 | size=5

SALA_o_OTU_162 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Berkelbacteria_bacterium_CG2_30_43_20 #GCA_001872655

PM3_o_OTU_93 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWC2_42_27 #2626541757

PM3_o_OTU_129 | size=3

SALA_o_OTU_448 | size=1

SALA_o_OTU_144 | size=1

SALA_o_OTU_22 | size=8

PM3_o_OTU_390 | size=1

PM3_o_OTU_78 | size=3

Firmicutes==Clostridia==Desulfotomaculum_acetoxidans_DSM_771 #CP001720

SALA_o_OTU_417 | size=1

Bacteroidetes==Flavobacteriia==Aquimarina_agarilytica_ZC1 #AHHE02000109

PVC_group==Verrucomicrobia==Akkermansia_glycaniphila #GCA_900097105

SALA_o_OTU_137 | size=4

PM3_o_OTU_395 | size=1

PM3_o_OTU_415 | size=1

SALA_o_OTU_64 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_42_9 #2626541902

Proteobacteria==Gammaproteobacteria==Legionella_pneumophila_EUL93 #2703718657

SALA_o_OTU_415 | size=1

TNS08_o_OTU_50 | size=6

PM3_o_OTU_50 | size=8

PM3_o_OTU_148 | size=4

Bacteroidetes==Bacteroidia==Bacteroidales_bacterium_CF #CP006772

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_Nonnen-W8red #GCA_001907975

Clostridium_clariflavum_4-2a #GCA_000519985

SALA_o_OTU_471 | size=1

SALA_o_OTU_178 | size=1

FCB_group==Candidatus_Marinimicrobia_bacterium_CG1_02_48_14 #GCA_001872685

SALA_o_OTU_74 | size=3

SALA_o_OTU_17 | size=1

PM3_o_OTU_227 | size=1

PM3_o_OTU_223 | size=2

P19_o_OTU_43 | size=1

PM3_o_OTU_154 | size=3

SALA_o_OTU_349 | size=1

SALA_o_OTU_218 | size=14

Terrabacteria_group==Firmicutes==Selenomonas_ruminantium_AC2024 #GCA_000687995

PVC_group==Verrucomicrobia==Candidatus_Xiphinematobacter_sp._Idaho_Grape #2718217752

SALA_o_OTU_32 | size=1

PM3_o_OTU_131 | size=1

Terrabacteria_group==unclassified_Terrabacteria_group==Thermobaculum_terrenum_ATCC_BAA-798 #GCA_000025005

SALA_o_OTU_428 | size=1

P19_o_OTU_119 | size=1

candidate_division_BRC1_V174F5 #2236347061

PM3_o_OTU_235 | size=2

Terrabacteria_group==Firmicutes==Desulfitobacterium_dichloroeliminans_LMG_P-21439 #GCA_000243135

Cyanobacteria==Chloroplast==Xylochloris_irregularis #KM462872

SALA_o_OTU_336 | size=1

Aquificae==Aquificae==Persephonella_sp._IF05-L8 #GCA_000703045

PM3_o_OTU_397 | size=1

SALA_o_OTU_358 | size=3

SALA_o_OTU_276 | size=1

Nitrospinae_Tectomicrobia_group==Nitrospinae==Nitrospinae_bacterium_RIFCSPLOWO2_12_FULL_45_22 #2711768431

Firmicutes==Clostridia==Clostridium_botulinum_Bf #ABDP01000043

Terrabacteria_group==Actinobacteria==Bifidobacterium_longum_longum_NCIMB8809 #2687453409

SALA_o_OTU_444 | size=1

PM3_o_OTU_79 | size=6

SALA_o_OTU_55 | size=25

P19_o_OTU_31 | size=1

P19_o_OTU_109 | size=1

SALA_o_OTU_65 | size=32

SALA_o_OTU_339 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_43_32 #2626541974

Acidobacteria==Solibacteres==uncultured_bacterium_AD370-D1 #EU686606

PM3_o_OTU_49 | size=5

SALA_o_OTU_28 | size=12

PM3_o_OTU_308 | size=2

candidate_division_TM7_genomosp._GTL1 #2654587682

SALA_o_OTU_412 | size=1

SALA_o_OTU_216 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYD2_FULL_36_9 #GCA_001784455

FCB_group==Bacteroidetes_Chlorobi_group==Bernardetia_litoralis_DSM_6794 #GCA_000265505

SALA_o_OTU_453 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RIFCSPHIGHO2_01_FULL_39_32 #2708742953

SALA_o_OTU_269 | size=1

SALA_o_OTU_121 | size=1

PM3_o_OTU_146 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPHIGHO2_12_FULL_56_13 #2710723581

SALA_o_OTU_6 | size=43

SALA_o_OTU_457 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_bin_V90401B8_Ga0074591 #2622736561

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Fischerbacteria_bacterium_RBG_13_37_8 #2721755304

Terrabacteria_group==Firmicutes==Tepidanaerobacter_syntrophicus_JL #2636415979

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_C7867-005 #GCA_001189165

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nomurabacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_24 #2710264532

PM3_o_OTU_160 | size=3

SALA_o_OTU_436 | size=1

FCB_group==Candidatus_Cloacimonetes==Cloacimonetes_bacterium_JGI_0000039-G13 #GCA_000380765

SALA_o_OTU_25 | size=1

SALA_o_OTU_395 | size=1

PM3_o_OTU_94 | size=1

FCB_group==Candidatus_Cloacimonetes==Cloacimonetes_bacterium_SCGC_AAA252-F02 #GCA_000397825

SALA_o_OTU_388 | size=1

PM3_o_OTU_236 | size=2

PM3_o_OTU_407 | size=1

PM3_o_OTU_267 | size=1

SALA_o_OTU_256 | size=1

PM3_o_OTU_178 | size=1

SALA_o_OTU_476 | size=1

Acidobacteria==Blastocatellia==Pyrinomonas_methylaliphatogenes_K22 #2545824503

PM3_o_OTU_18 | size=82

Candidate_division_OP3_bacterium_EBPR_Bin_182 #2619618904

PM3_o_OTU_256 | size=1

Aquificae==Aquificae==Thermovibrio_ammonificans_HB-1 #GCA_000185805

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFCSPLOWO2_02_FULL_39_32 #2710724074

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Collierbacteria_bacterium_RIFOXYA2_FULL_46_20 #2713897350

PVC_group==Lentisphaerae==Victivallales_bacterium_Lenti_02 #GCA_001603055

PM3_o_OTU_319 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPHIGHO2_12_FULL_39_39 #2710723584

PM3_o_OTU_255 | size=1

Acidobacteria==unclassified_Acidobacteria==Acidobacteria_bacterium_OLB17 #GCA_001567505

SALA_o_OTU_153 | size=1

PM3_o_OTU_313 | size=1

SALA_o_OTU_335 | size=1

Thermotogae==Thermotogae==Kosmotoga_olearia_TBF_19.5.1 #GCA_000023325

SALA_o_OTU_61 | size=19

PM3_o_OTU_304 | size=2

P19_o_OTU_97 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWB1_36_5 #2626541811

SALA_o_OTU_211 | size=2

SALA_o_OTU_283 | size=1

PVC_group==Lentisphaerae==Lentisphaera_araneosa_HTCC2155 #2623620286

SALA_o_OTU_174 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWD2_40_19 #2626542315

SALA_o_OTU_203 | size=1

Firmicutes==Clostridia==Symbiobacterium_thermophilum_IAM_14863 #AP006840

SALA_o_OTU_394 | size=1

P19_o_OTU_67 | size=6

SALA_o_OTU_240 | size=1

Terrabacteria_group==Firmicutes==Acetobacterium_woodii_DSM_1030 #GCA_000247605

PM3_o_OTU_123 | size=2

Proteobacteria==Deltaproteobacteria==marine_metagenome #CEQY01003175

PM3_o_OTU_95 | size=24

Terrabacteria_group==Firmicutes==Thermoanaerobacter_ethanolicus_JW_200 #GCA_000192295

PM3_o_OTU_147 | size=7

Proteobacteria==Alphaproteobacteria==Ehrlichia_chaffeensis_str._Jax #CP007475

SALA_o_OTU_227 | size=1

P19_o_OTU_79 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_37_8 #2626542402

Terrabacteria_group==Deinococcus-Thermus==Oceanithermus_profundus_DSM_14977 #GCA_000183745

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWB1_45_10 #2626542170

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RBG_13_44_8 #2708742698

Terrabacteria_group==Actinobacteria==Solirubrobacterales_bacterium_67-14 #GCA_001897355

Proteobacteria==Alphaproteobacteria==Acetobacter_tropicalis_B1.3 #2512047014

P19_o_OTU_8 | size=87

SALA_o_OTU_289 | size=1

PM3_o_OTU_411 | size=1

SALA_o_OTU_37 | size=1

PVC_group==Verrucomicrobia==Prosthecobacter_debontii #GCA_900167535

SALA_o_OTU_354 | size=1

PM3_o_OTU_419 | size=1

PM3_o_OTU_296 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RBG_16_52_11 #2708742800

SALA_o_OTU_193 | size=1

SALA_o_OTU_295 | size=1

SALA_o_OTU_301 | size=1

SALA_o_OTU_179 | size=3

PM3_o_OTU_378 | size=1

Terrabacteria_group==Actinobacteria==Atopobium_minutum_DSM_20586 #2667527893

P19_o_OTU_84 | size=1

SALA_o_OTU_413 | size=1

SALA_o_OTU_246 | size=1

PM3_o_OTU_297 | size=3

PM3_o_OTU_293 | size=6

PM3_o_OTU_55 | size=1

PM3_o_OTU_273 | size=1

SALA_o_OTU_110 | size=10

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae #LGJZ01000005

PM3_o_OTU_109 | size=10

P19_o_OTU_117 | size=1

PM3_o_OTU_180 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Portiera_aleyrodidarum #AY268081

FCB_group==Bacteroidetes_Chlorobi_group==Saprospira_grandis_DSM_2844 #GCA_000275825

SALA_o_OTU_356 | size=1

PM3_o_OTU_366 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE2_46_68 #2626541881

SALA_o_OTU_160 | size=1

PM3_o_OTU_197 | size=1

SALA_o_OTU_266 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Sungbacteria_bacterium_RIFCSPLOWO2_02_FULL_54_10 #2711768274

Acidobacteria==Subgroup_6==uncultured_Acidobacteria_bacterium #AY281352

PM3_o_OTU_73 | size=14

SALA_o_OTU_418 | size=1

Firmicutes==Bacilli==Oenococcus_oeni #LCTP01000002

SALA_o_OTU_259 | size=1

SALA_o_OTU_63 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_40_10 #2710723951

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae #LEYW01000012

SALA_o_OTU_86 | size=1

SALA_o_OTU_485 | size=1

PM3_o_OTU_133 | size=9

P19_o_OTU_16 | size=159

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPLOWO2_01_FULL_43_44 #2710723911

Ignavibacteriae==Ignavibacteria==hydrocarbon_metagenome #LNQE01000459

Terrabacteria_group==Firmicutes==Erysipelotrichaceae_bacterium_MTC7 #GCA_001695645

Firmicutes==Bacilli==Staphylococcus_aureus_LCT-SAO #JANM01000001

SALA_o_OTU_459 | size=1

SALA_o_OTU_239 | size=1

SALA_o_OTU_82 | size=2

SALA_o_OTU_440 | size=1

Proteobacteria==Deltaproteobacteria==hydrothermal_vent_metagenome #LWDU01039425

SALA_o_OTU_197 | size=2

PAUC34f==marine_metagenome #CEUU01008595

PVC_group==Verrucomicrobia==Opitutaceae_bacterium_TAV5 #GCA_000242935

PM3_o_OTU_63 | size=2

FCB_group==Fibrobacteres==Haloalkaliphilic_bacterium_ACht6-1 #2636415956

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroidetes_bacterium_GWF2_29_10 #2708742675

Actinobacteria==Actinobacteria==Corynebacterium_resistens_DSM_45100 #CP002857

SALA_o_OTU_175 | size=2

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Prochlorococcus_sp._MIT0603 #2606217686

Terrabacteria_group==Chloroflexi==Anaerolinea_sp._SCGC_AC-711-B22 #2630968212

Firmicutes==Clostridia==Mageeibacillus_indolicus_0009-5 #JPIC01000015

unclassified_Bacteria==Bacteria_candidate_phyla==bacterium_GW2011_GWB1_52_7 #2626542015

SALA_o_OTU_342 | size=2

SALA_o_OTU_104 | size=22

Terrabacteria_group==Firmicutes==Clostridium_sp._CAG_306 #GCA_000431555

SALA_o_OTU_285 | size=1

SALA_o_OTU_115 | size=2

Dictyoglomi==Dictyoglomia==Dictyoglomus_thermophilum_H-6-12 #GCA_000020965

SALA_o_OTU_304 | size=2

PVC_group==Candidatus_Omnitrophica_bacterium_CG1_02_41_171 #GCA_001871865

PM3_o_OTU_265 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RIFOXYA2_FULL_38_12 #2711768579

Bacteroidetes==Bacteroidia==wallaby_gut_metagenome #ADGC01007440

Proteobacteria==Betaproteobacteria==Burkholderia_pseudomallei_MSHR4375 #2630968754

SALA_o_OTU_92 | size=1

Bacteroidetes==Bacteroidetes_Incertae_Sedis==Salinibacter_ruber_M8 #FP565814

SALA_o_OTU_299 | size=1

SALA_o_OTU_149 | size=2

SALA_o_OTU_377 | size=1

PM3_o_OTU_363 | size=1

PM3_o_OTU_243 | size=2

SALA_o_OTU_90 | size=10

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peregrinibacteria_bacterium_CG2_30_44_17 #GCA_001873565

Proteobacteria==Betaproteobacteria==Ralstonia_sp._1-6 #JX219388

SALA_o_OTU_140 | size=1

SALA_o_OTU_100 | size=3

Proteobacteria==Alphaproteobacteria==Candidatus_Hepatobacter_penaei #2609460328

SALA_o_OTU_195 | size=5

SALA_o_OTU_172 | size=1

Firmicutes==Negativicutes==Thermosinus_carboxydivorans_Nor1 #AAWL01000016

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG1_02_42_13 #GCA_001872405

SALA_o_OTU_314 | size=2

PM3_o_OTU_406 | size=1

SALA_o_OTU_151 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wolfebacteria_bacterium_RIFOXYB1_FULL_54_12 #2711768681

AC1==candidate_division_TA06_bacterium_SM1_40 #LJVA01000165

FCB_group==Bacteroidetes_Chlorobi_group==Phocaeicola_abscessus_CCUG_55929 #GCA_000312445

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nomurabacteria_bacterium_RIFCSPLOWO2_01_FULL_33_24 #2710723798

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae_KLP24 #2657245510

PM3_o_OTU_219 | size=2

Nitrospirae==unclassified_Nitrospirae==Nitrospirae_bacterium_JdFR-88 #GCA_002011795

TNS08_o_OTU_45 | size=1

P19_o_OTU_27 | size=6

SALA_o_OTU_343 | size=1

SALA_o_OTU_271 | size=1

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFOXYD12_FULL_66_9 #2711768776

Actinobacteria==Acidimicrobiia==Acidimicrobiia_bacterium_BACL6_MAG-120322-bin79 #LIBH01000070

SALA_o_OTU_316 | size=1

SALA_o_OTU_168 | size=1

PM3_o_OTU_105 | size=16

SALA_o_OTU_180 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_42_14 #2710723905

PM3_o_OTU_124 | size=10

PM3_o_OTU_46 | size=8

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Komeilibacteria_bacterium_RIFOXYC1_FULL_37_11 #2711768718

Terrabacteria_group==Chloroflexi==uncultured_Dehalococcoidia_GIF9_190_F3_annotation #2626541550

SALA_o_OTU_363 | size=1

Parcubacterium_bin_V92810B4_Ga0074597 #2622736567

SALA_o_OTU_360 | size=4

SALA_o_OTU_452 | size=1

SALA_o_OTU_380 | size=1

SALA_o_OTU_177 | size=10

PM3_o_OTU_305 | size=2

PM3_o_OTU_152 | size=6

SALA_o_OTU_113 | size=3

PM3_o_OTU_288 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC2_39_8 #2626542481

PM3_o_OTU_318 | size=2

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-P07 #GCA_000438945

SALA_o_OTU_371 | size=1

PM3_o_OTU_224 | size=2

Tenericutes==Moll icutes==gut_metagenome #CDZI01021303

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_44-23 #GCA_001899005

Spirochaetae==Spirochaetes==Borrelia_afzelii_K78 #CP009058

SALA_o_OTU_40 | size=9

SALA_o_OTU_116 | size=1

SALA_o_OTU_69 | size=20

Proteobacteria==Alphaproteobacteria==Alphaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_34 #2710264654

SALA_o_OTU_148 | size=2

Proteobacteria==Alphaproteobacteria==Candidatus_Liberibacter_asiaticus #JWHA01000001

TNS08_o_OTU_94 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYB2_FULL_38_10 #2713897376

P19_o_OTU_101 | size=1

SALA_o_OTU_38 | size=10

Nitrospirae==Nitrospira==Leptospirillum_ferrooxidans_C2-3 #GCA_000284315

PM3_o_OTU_213 | size=1

P19_o_OTU_20 | size=389

PM3_o_OTU_348 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPHIGHO2_01_FULL_36_15 #2708743095

SALA_o_OTU_48 | size=20

PM3_o_OTU_264 | size=1

Fusobacteria==Fusobacteriia==marine_metagenome #CEUG01045546

SALA_o_OTU_484 | size=1

SALA_o_OTU_130 | size=11

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPHIGHO2_12_FULL_38_37 #2710723548

SALA_o_OTU_263 | size=2

TNS08_o_OTU_103 | size=1

SALA_o_OTU_231 | size=1

SALA_o_OTU_261 | size=1

SALA_o_OTU_322 | size=1

PM3_o_OTU_368 | size=1

PVC_group==Lentisphaerae==Lentisphaerae_bacterium_RIFOXYC12_FULL_60_16 #2711768767

PM3_o_OTU_373 | size=1

Proteobacteria==Alphaproteobacteria==Candidatus_Hodgkinia_cicadicola_Dsem #GCA_000021505

PM3_o_OTU_254 | size=4

PM3_o_OTU_393 | size=1

SALA_o_OTU_359 | size=3

SBR1093==marine_metagenome #CEVE01023920

SALA_o_OTU_338 | size=1

SALA_o_OTU_93 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Firestonebacteria_bacterium_RifOxyC12_full_39_7 #2711768766

SALA_o_OTU_392 | size=1

Bacteroidetes==Cytophagia==Saccharina_japonica #JXRI01003429

SALA_o_OTU_384 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Endoecteinascidia_frumentensis_ETD4_Ga0072939 #2616645016

Proteobacteria==Deltaproteobacteria==Myxococcus_xanthus_DK_1622 #CP000113

SALA_o_OTU_458 | size=1

Proteobacteria==Gammaproteobacteria==Moraxella_caprae_DSM_19149 #GCA_000426885

SALA_o_OTU_376 | size=1

SALA_o_OTU_9 | size=43

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_DG_74_3 #2654587948

PM3_o_OTU_61 | size=70

Spirochaetae==Spirochaetes==Spirochaeta_aurantia #AY599019

Cyanobacteria==ML635J-21==Hyaloperonospora_arabidopsidis #LLKM01002137

SALA_o_OTU_411 | size=3

SALA_o_OTU_192 | size=1

SALA_o_OTU_281 | size=1

PVC_group==Planctomycetes==Gemmata_sp._SH-PL17 #2671180531

SALA_o_OTU_183 | size=1

Terrabacteria_group==Firmicutes==Selenomonas_sp._oral_taxon_137_str._F0430 #GCA_000183625

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Dadabacteria_bacterium_CSP1-2 #GCA_001443445

Deltaproteobacterium_EBPR_Bin_274 #2619618919

SALA_o_OTU_232 | size=1

PM3_o_OTU_158 | size=1

TNS08_o_OTU_92 | size=1

SALA_o_OTU_21 | size=32

PM3_o_OTU_345 | size=1

PVC_group==Planctomycetes==Candidatus_Brocadia_fulgida_Brocadia_fulgida_enrichment_bioreactor #2671180552

SALA_o_OTU_166 | size=1

SALA_o_OTU_341 | size=2

Proteobacteria==Gammaproteobacteria==Salmonella_enterica_subsp._enterica_serovar_Typhimurium #LECC01000011

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPLOWO2_12_FULL_50_10 #2711768401

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWF2_38_9 #2626541962

SALA_o_OTU_362 | size=1

Proteobacteria==Gammaproteobacteria==Thiomicrospira_sp._WB1 #LQBN01000005

PM3_o_OTU_67 | size=21

PM3_o_OTU_307 | size=1

Bacteroidetes==Bacteroidia==Prevotella_enoeca #CP013195

SALA_o_OTU_54 | size=24

SALA_o_OTU_152 | size=1

SALA_o_OTU_296 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_SR1_bacterium_RAAC1_SR1_1 #GCA_000503875

SALA_o_OTU_36 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_plebeius_DSM_17135 #GCA_000187895

Proteobacteria==Gammaproteobacteria==Legionella_pneumophila_subsp._pneumophila_str._Thunder_Bay #CP003730

SALA_o_OTU_150 | size=1

SALA_o_OTU_73 | size=1

PM3_o_OTU_377 | size=1

PM3_o_OTU_190 | size=1

SM1_D11 #2554235000

Proteobacteria==Gammaproteobacteria==Candidatus_Carsonella_ruddii_PV #2623620360

SALA_o_OTU_329 | size=1

SALA_o_OTU_294 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_43_10 #2626542248

Proteobacteria==Betaproteobacteria==Candidatus_Zinderia_insecticola_CARI #GCA_000147015

Proteobacteria==delta_epsilon_subdivisions==Halobacteriovorax_marinus_SJ #GCA_000210915

Actinobacteria==Actinobacteria==Corynebacterium_diphtheriae_BH8 #CP003209

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_JGI_0002000-F10 #GCA_000485455

PM3_o_OTU_66 | size=4

Cyanobacteria==Chloroplast==Nannochloropsis_oceanica #KC598086

Terrabacteria_group==Firmicutes==Caldanaerobacter_subterraneus_tengcongensis_MB4T #2623620677

PVC_group==Planctomycetes==Planctomicrobium_piriforme #GCA_900113665

TNS08_o_OTU_33 | size=3

SALA_o_OTU_111 | size=3

SALA_o_OTU_437 | size=2

SALA_o_OTU_467 | size=1

PM3_o_OTU_230 | size=1

SALA_o_OTU_56 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPHIGHO2_01_FULL_51_33 #2708742999

SALA_o_OTU_334 | size=1

PM3_o_OTU_166 | size=7

Proteobacteria==Gammaproteobacteria==Vibrio_parahaemolyticus_NIHCB0757 #GCA_000477475

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Obscuribacter_phosphatis #2556921048

Chrysiogenetes==Chrysiogenetes==Desulfurispirillum_indicum_S5 #GCA_000177635

SALA_o_OTU_345 | size=1

SALA_o_OTU_425 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_39_21b #2626542234

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWE1_39_12 #GCA_001029735

SALA_o_OTU_367 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Chlorobi_bacterium_OLB4 #GCA_001567325

PM3_o_OTU_275 | size=1

SALA_o_OTU_62 | size=3

Terrabacteria_group==Chloroflexi==Ktedonobacter_racemifer_DSM_44963 #GCA_000178855

SALA_o_OTU_99 | size=2

Proteobacteria==Betaproteobacteria==Candidatus_Nasuia_deltocephalinicola_PUNC #2684623131

TNS08_o_OTU_34 | size=7

SALA_o_OTU_274 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_37_49 #2626542186

Bacteroidetes==Sphingobacteriia==wastewater_metagenome #CXWJ01000322

Terrabacteria_group==Actinobacteria==Mycobacterium_bovis_MbURU-001 #2645727999

PM3_o_OTU_119 | size=3

PM3_o_OTU_401 | size=1

PVC_group==Planctomycetes==Pirellula_sp._SH-Sr6A #2687453341

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Leptolyngbya_sp._2LT21S03 #2509601021

SALA_o_OTU_78 | size=1

SALA_o_OTU_252 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Aerophobetes_bacterium_AeroCD12-1 #GCA_001302425

SALA_o_OTU_382 | size=1

PM3_o_OTU_161 | size=4

Terrabacteria_group==Firmicutes==Listeria_monocytogenes #GCA_001999045

P19_o_OTU_62 | size=6

SALA_o_OTU_235 | size=1

Terrabacteria_group==Chloroflexi_genomosp._P1_Chl2 #2517572071

Candidatus_Walczuchella_monophlebidarum #GCA_000709555

SALA_o_OTU_482 | size=1

SALA_o_OTU_18 | size=1

SALA_o_OTU_156 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_50_9b #2710264554

Terrabacteria_group==Firmicutes==Bacillus_marmarensis_DSM_21297 #GCA_000474275

PM3_o_OTU_205 | size=1

PM3_o_OTU_110 | size=15

SALA_o_OTU_58 | size=1

PM3_o_OTU_420 | size=1

Proteobacteria==delta_epsilon_subdivisions==SAR324_cluster_bacterium_SCGC_AAA240-J09 #GCA_000213355

P19_o_OTU_87 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Candidatus_Cardinium_hertigii_cEper1 #2636415932

P19_o_OTU_46 | size=11

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_group_bacterium_RBG_16_45_19 #2708742751

Proteobacteria==Alphaproteobacteria==uncultured_alpha_proteobacterium #AP011749

PM3_o_OTU_102 | size=1

PM3_o_OTU_82 | size=4

Proteobacteria==delta_epsilon_subdivisions==Desulfotignum_phosphitoxidans_FiPS-3 #2523231053

PM3_o_OTU_302 | size=1

PM3_o_OTU_229 | size=1

SALA_o_OTU_109 | size=1

SALA_o_OTU_84 | size=3

PM3_o_OTU_59 | size=4

SALA_o_OTU_251 | size=1

PM3_o_OTU_132 | size=1

P19_o_OTU_24 | size=265

SALA_o_OTU_461 | size=1

PM3_o_OTU_225 | size=4

PM3_o_OTU_323 | size=1

SALA_o_OTU_311 | size=1

Opisthokonta==Metazoa==Bacil lus_anthracis_2002013094 #2634166487

PM3_o_OTU_324 | size=1

Deferribacteres==Deferribacteres==Deferribacter_desulfuricans_SSM1 #AP011529

PM3_o_OTU_153 | size=3

P19_o_OTU_5 | size=688

PVC_group==Planctomycetes==Planctomycetes_bacterium_DG_20 #2654588069

SALA_o_OTU_70 | size=4

SALA_o_OTU_420 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Azambacteria_bacterium_RIFCSPLOWO2_01_FULL_46_25 #2710723791

SALA_o_OTU_450 | size=1

PM3_o_OTU_278 | size=1

PM3_o_OTU_353 | size=1

PM3_o_OTU_70 | size=39

PM3_o_OTU_320 | size=1

SALA_o_OTU_325 | size=1

SALA_o_OTU_333 | size=2

PM3_o_OTU_270 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA1_45_7 #2626542338

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Curtissbacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_58 #2710264572

Arsenophhonus_pediculi_ArP #2510065001

Balneolaeota==Balneolia==Aliifodinibius_roseus #GCA_900129315

Terrabacteria_group==Armatimonadetes==Armatimonadetes_bacterium_CG2_30_66_41 #GCA_001871675

PM3_o_OTU_339 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Poribacteria_bacterium_WGA-4E #GCA_000372285

unclassified_Bacteria==unclassified_Bacteria==bacterium_F082 #GCA_001543395

Thermotogae==Thermotogae==Defluviitoga_tunisiensis_L3 #2648501800

PM3_o_OTU_6 | size=4

PM3_o_OTU_181 | size=2

P19_o_OTU_89 | size=1

SALA_o_OTU_477 | size=1

SALA_o_OTU_351 | size=1

Aquificae==Aquificae==Hydrogenobaculum_sp._HO #GCA_000341855

PM3_o_OTU_285 | size=1

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_CAG_345 #GCA_000433315

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFOXYA1_FULL_37_12 #2711768505

PM3_o_OTU_185 | size=4

P19_o_OTU_86 | size=1

PM3_o_OTU_193 | size=1

Proteobacteria==Gammaproteobacteria==Acinetobacter_baumannii_BIDMC_57 #JMUI01000001

P19_o_OTU_37 | size=1

SALA_o_OTU_95 | size=5

PM3_o_OTU_284 | size=1

SALA_o_OTU_254 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kerfeldbacteria_bacterium_RIFOXYA2_FULL_38_24 #2711768555

SALA_o_OTU_44 | size=25

Terrabacteria_group==Firmicutes==Carboxydothermus_hydrogenoformans_Z-2901 #2623620911

Acidobacteria==Acidobacteria==uncultured_bacterium_282 #GU260699

PM3_o_OTU_250 | size=3

SALA_o_OTU_441 | size=1

Terrabacteria_group==Tenericutes==Candidatus_Mycoplasma_haemobos #GCA_001645765

FCB_group==Bacteroidetes_Chlorobi_group==Alloprevotella_tannerae_ATCC_51259 #GCA_000159995

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jacksonbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_25 #2710264539

PVC_group==Verrucomicrobia==Verrucomicrobia_bacterium_SCGC_AAA300-K03 #GCA_000382665

Proteobacteria==Gammaproteobacteria==Acinetobacter_baumannii #GCA_000784715

SALA_o_OTU_355 | size=4

Terrabacteria_group==Firmicutes==Streptococcus_pneumoniae_sv._19A_06-01-003MEF #2671180010

PM3_o_OTU_383 | size=1

PVC_group==Verrucomicrobia==Pedosphaera_parvula_Ellin514 #GCA_000172555

SALA_o_OTU_346 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_DG_74_2 #2654587949

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jacksonbacteria_bacterium_RIFCSPLOWO2_02_FULL_43_9 #2710724022

SALA_o_OTU_131 | size=1

Proteobacteria==Gammaproteobacteria==uncultured_gamma_proteobacterium #AP011649

PM3_o_OTU_15 | size=1

Proteobacteria==delta_epsilon_subdivisions==delta_proteobacterium_HotSeep1 #2687453524

Proteobacteria==Betaproteobacteria==Neisseria_gonorrhoeae #CQNQ01000004

SALA_o_OTU_190 | size=1

PM3_o_OTU_389 | size=1

SALA_o_OTU_244 | size=1

SALA_o_OTU_320 | size=1

SALA_o_OTU_88 | size=1

PM3_o_OTU_231 | size=1

Terrabacteria_group==Firmicutes==Faecalibaculum_rodentium #GCA_001564455

Candidatus_Caldatribacterium_californiense_OP9-cSCG #2527291510

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peregrinibacteria_bacterium_RIFCSPLOWO2_02_FULL_39_10 #2711768222

PM3_o_OTU_47 | size=20

P19_o_OTU_78 | size=3

SALA_o_OTU_102 | size=9

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWC2_39_14 #2626542067

PVC_group==Candidatus_Omnitrophica==Candidatus_Omnitrophus_fodinae_SCGC_AAA011-A17 #GCA_000405945

PM3_o_OTU_263 | size=1

SALA_o_OTU_292 | size=1

PM3_o_OTU_322 | size=1

Omnitrophica==uncultured_bacterium #FP245540

SALA_o_OTU_8 | size=1

PM3_o_OTU_233 | size=1

PM3_o_OTU_183 | size=3

PM3_o_OTU_155 | size=3

SALA_o_OTU_361 | size=1

SALA_o_OTU_236 | size=1

SALA_o_OTU_267 | size=1

Proteobacteria==Alphaproteobacteria==Bartonella_vinsonii_subsp._berkhoffii_str._Tweed #GCA_000385415

Acidobacteria==Blastocatellia==Chloracidobacterium_thermophilum_OC1 #2690315793

PVC_group==Lentisphaerae==Lentisphaerales_bacterium_Lenti_01 #GCA_001604235

SALA_o_OTU_381 | size=1

PM3_o_OTU_214 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_CPR3_bacterium_GW2011_GWF2_35_18 #2626542063

Bacteroidetes==Cytophagia==Hymenobacter_sp._PAMC_26628 #CP014304

SALA_o_OTU_222 | size=1

Tenericutes==Mollicutes==Candidatus_Hepatoplasma_crinochetorum #CWGI01000001

SALA_o_OTU_369 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_40_13 #2710723768

FCB_group==Candidatus_Aegiribacteria_bacterium_MLS_C #GCA_002030045

P19_o_OTU_51 | size=3

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_RBG_13_65_8 #2721755338

PM3_o_OTU_32 | size=47

TNS08_o_OTU_61 | size=1

SALA_o_OTU_368 | size=1

SALA_o_OTU_185 | size=1

SALA_o_OTU_473 | size=1

SALA_o_OTU_26 | size=4

SALA_o_OTU_202 | size=1

SALA_o_OTU_27 | size=1

SALA_o_OTU_332 | size=1

PM3_o_OTU_159 | size=2

Chlorobi==Chlorobia==uncultured_Chlorobi_bacterium #AP011715

Firmicutes==Negativicutes==Sporomusa_ovata_DSM_2662 #ASXP01000001

SALA_o_OTU_287 | size=2

Bacteroidetes==Sphingobacteriia==uncultured_Sphingobacteriia_bacterium #FQ032818

unclassified_Bacteria==unclassified_Bacteria==bacterium_JKG1 #GCA_000526415

Proteobacteria==Alphaproteobacteria==Sphingobium_sp._C100 #AYOY01000055

Terrabacteria_group==Firmicutes==Candidatus_Arthromitus_sp._SFB-4 #GCA_000252725

PM3_o_OTU_362 | size=1

P19_o_OTU_118 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_13 #2710264613

SALA_o_OTU_390 | size=1

FCB_group==candidate_division_Zixibacteria==candidate_division_Zixibacteria_bacterium_RBG-1 #GCA_000447245

P19_o_OTU_39 | size=42

SALA_o_OTU_249 | size=8

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_group_bacterium_RIFCSPHIGHO2_01_FULL_45_11 #2708743021

SALA_o_OTU_122 | size=11

PM3_o_OTU_88 | size=14

Firmicutes==Clostridia==gut_metagenome #CDZB01044293

PVC_group==Planctomycetes==Phycisphaerae_bacterium_SM-Chi-D1 #GCA_001999965

PVC_group==Planctomycetes==Planctomycetes_bacterium_SM23_65 #2654587944

Bacteroidetes==Sphingobacteriia==Bacteroidetes_bacterium_UKL13-3 #CP012155

PM3_o_OTU_423 | size=1

SALA_o_OTU_278 | size=1

Terrabacteria_group==Chloroflexi==Thermogemmatispora_carboxidivorans #GCA_000702505

PM3_o_OTU_201 | size=1

Cyanobacteria==Chloroplast==Chlamydomonas_applanata #KT625417

FCB_group==Bacteroidetes_Chlorobi_group==Porphyromonas_sp._HMSC065F10 #GCA_001808555

SALA_o_OTU_330 | size=2

Terrabacteria_group==Firmicutes==Clostridioides_difficile #GCA_900165565

SALA_o_OTU_393 | size=1

SALA_o_OTU_96 | size=3

Proteobacteria==Gammaproteobacteria==Idiomarinaceae_bacterium_HL-53 #LN899469

Terrabacteria_group==Actinobacteria==Actinomyces_naeslundii #GCA_001956365

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE2_46_45 #2626541880

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE1_49_15 #2626541841

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Edwardsbacteria_bacterium_GWE2_54_12 #2708742655

PM3_o_OTU_374 | size=1

SALA_o_OTU_385 | size=1

SALA_o_OTU_119 | size=1

Verrucomicrobia==Spartobacteria==uncultured_Verrucomicrobia_bacterium #FJ872372

SALA_o_OTU_139 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WOR-1_bacterium_RIFOXYA12_FULL_36_13 #2711768525

SALA_o_OTU_321 | size=1

PM3_o_OTU_332 | size=1

SALA_o_OTU_340 | size=1

SALA_o_OTU_103 | size=1

Proteobacteria==Gammaproteobacteria==Alteromonas_macleodii_str._REDSEA-S12_B5_Ga0113946 #2651870153

PM3_o_OTU_379 | size=1

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFCSPLOWO2_01_FULL_59_12 #2710723795

P19_o_OTU_71 | size=11

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_38_12 #2626541806

SALA_o_OTU_348 | size=1

FCB_group==Fibrobacteres==Fibrobacter_sp._UWOS #GCA_900142455

SALA_o_OTU_49 | size=1

SALA_o_OTU_46 | size=1

PM3_o_OTU_240 | size=4

Proteobacteria==Alphaproteobacteria==Rhodospirillales_bacterium_RIFCSPLOWO2_12_FULL_58_28 #2711768358

TNS08_o_OTU_42 | size=1

Proteobacteria==Alphaproteobacteria==Mesorhizobium_sp._LNJC374B00 #AYWM01000003

Proteobacteria==delta_epsilon_subdivisions==Hippea_maritima_DSM_10411 #GCA_000194135

SALA_o_OTU_81 | size=1

SALA_o_OTU_451 | size=1

PM3_o_OTU_200 | size=1

SALA_o_OTU_30 | size=17

SALA_o_OTU_184 | size=1

SALA_o_OTU_260 | size=2

SALA_o_OTU_258 | size=1

P19_o_OTU_65 | size=13

SALA_o_OTU_124 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_Kazan_bacterium_RBG_13_50_9 #2721755293

SALA_o_OTU_188 | size=1

SALA_o_OTU_215 | size=2

PM3_o_OTU_72 | size=5

P19_o_OTU_83 | size=5

SALA_o_OTU_328 | size=3

PM3_o_OTU_257 | size=1

P19_o_OTU_80 | size=1

SALA_o_OTU_401 | size=1

SALA_o_OTU_344 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYD1_FULL_40_23 #GCA_001783215

Mollicutes-related_endobacteria_phylotype_2_Genome_Extracted_from_a_Metagenome #2700988691

Terrabacteria_group==Firmicutes==Thermodesulfobium_narugense_DSM_14796 #GCA_000212395

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woykebacteria_bacterium_RBG_13_40_15 #2721755370

Terrabacteria_group==Firmicutes==Filifactor_alocis_ATCC_35896 #GCA_000163895

PVC_group==Planctomycetes==Planctomyces_sp._SH-PL62 #2687453257

unclassified_Bacteria==Bacteria_candidate_phyla==Fervidibacteria_bacterium_SCGC_AAA471-D06 #GCA_000380725

PM3_o_OTU_246 | size=2

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_sp._CAG_1060_57_27 #GCA_001915575

Spirochaetes==unclassified_Spirochaetes==Spirochaetes_bacterium_RBG_16_49_21 #2708742746

Spirochaetes==Spirochaetia==Leptonema_illini_DSM_21528 #GCA_000243335

PM3_o_OTU_43 | size=6

Firmicutes==Clostridia==gut_metagenome #CDYR01047590

FCB_group==Gemmatimonadetes==Gemmatimonadetes_bacterium_SCGC_AAA240-J22 #GCA_000482625

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Beckwithbacteria_bacterium_RBG_13_42_9 #2721755358

PM3_o_OTU_280 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Anaerophaga_thermohalophila_Fru22 #2515154051

Acidobacteria==Holophagae==Geothrix_fermentans_DSM_14018 #GCA_000428885

P19_o_OTU_114 | size=1

Planctomycetes==Phycisphaerae==Phycisphaera_mikurensis_NBRC_102666 #AP012338

Verrucomicrobia==Arctic97B-4_marine_group==uncultured_bacterium_AD243-C9 #EU686604

PM3_o_OTU_215 | size=1

SALA_o_OTU_435 | size=1

P19_o_OTU_93 | size=1

P19_o_OTU_44 | size=10

TNS08_o_OTU_51 | size=1

PM3_o_OTU_343 | size=2

SALA_o_OTU_466 | size=1

TNS08_o_OTU_16 | size=108

Proteobacteria==delta_epsilon_subdivisions==Nitratiruptor_sp._SB155-2 #2623620292

Cyanobacteria==Chloroplast==Ankyra_judayi #KT199255

SALA_o_OTU_446 | size=2

Proteobacteria==Alphaproteobacteria==Candidatus_Paracaedibacter_symbiosus #2609460321

SALA_o_OTU_114 | size=1

PM3_o_OTU_76 | size=13

P19_o_OTU_54 | size=4

PM3_o_OTU_398 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_38_76 #2626541779

SALA_o_OTU_365 | size=1

unclassified_Bacteria==unclassified_Bacteria==bacterium_UW_659-2-F09 #GCA_000376465

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_OLB15 #GCA_001567085

PM3_o_OTU_60 | size=13

SALA_o_OTU_454 | size=2

PM3_o_OTU_142 | size=8

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_43_10 #2626541903

SALA_o_OTU_107 | size=1

P19_o_OTU_10 | size=125

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RIFCSPHIGHO2_12_FULL_46_16 #2710723562

Cyanobacteria==Chloroplast==Crustomastix_stigmatica #FN563093

PM3_o_OTU_191 | size=5

PM3_o_OTU_413 | size=1

SALA_o_OTU_319 | size=1

Proteobacteria==Betaproteobacteria==Candidatus_Tremblaya_phenacola_PAVE #GCA_000412755

Terrabacteria_group==Firmicutes==Anaerococcus_hydrogenalis_DSM_7454 #GCA_000173355

Terrabacteria_group==Firmicutes==Candidatus_Desulforudis_audaxviator_MP104C #GCA_000018425

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_01_FULL_49_38 #2708743118

PM3_o_OTU_277 | size=1

PM3_o_OTU_371 | size=1

Firmicutes==Clostridia==uncultured_bacterium_Contig11 #KC246835

SALA_o_OTU_469 | size=1

PM3_o_OTU_114 | size=2

SALA_o_OTU_447 | size=1

SALA_o_OTU_460 | size=1

SALA_o_OTU_387 | size=1

PM3_o_OTU_3 | size=1292

FCB_group==Bacteroidetes_Chlorobi_group==Pseudozobellia_thermophila #GCA_900141855

SALA_o_OTU_94 | size=5

SALA_o_OTU_191 | size=2

Bacteroidetes==Sphingobacteriia==Daphnia_magna #GDIQ01015769

SALA_o_OTU_303 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Curtissbacteria_bacterium_RIFCSPLOWO2_02_41_11 #2710723979

SALA_o_OTU_275 | size=1

SALA_o_OTU_123 | size=5

Bacteroidetes==Cytophagia==Flammeovirga_sp._SJP92 #LQAQ01000099

Terrabacteria_group==Firmicutes==Lactobacillus_acidophilus_JV3179 #2509276050

SALA_o_OTU_13 | size=1

Cyanobacteria==Chloroplast==Carteria_crucifera #KT624880

PM3_o_OTU_174 | size=5

PM3_o_OTU_126 | size=2

Proteobacteria==delta_epsilon_subdivisions==Desulfatiglans_anilini_DSM_4660 #GCA_000422285

Proteobacteria==Betaproteobacteria==Candidatus_Tremblaya_princeps_TPTPER1 #2687453213

Proteobacteria==Deltaproteobacteria==Sorangium_cellulosum_So_ce56 #AM746676

P19_o_OTU_81 | size=1

SALA_o_OTU_280 | size=1

PM3_o_OTU_344 | size=2

PM3_o_OTU_128 | size=1

SALA_o_OTU_323 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Niyogibacteria_bacterium_RIFCSPLOWO2_01_FULL_45_48 #2710723737

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Saccharibacteria_bacterium_RAAC3_TM7_1 #GCA_000503915

PM3_o_OTU_409 | size=1

SALA_o_OTU_24 | size=4

PM3_o_OTU_83 | size=6

P19_o_OTU_57 | size=1

SALA_o_OTU_302 | size=1

FCB_group==Gemmatimonadetes==Gemmatimonas_aurantiaca_T-27 #GCA_000010305

PM3_o_OTU_283 | size=1

PM3_o_OTU_394 | size=1

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_GWA2_38_16 #2721755123

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPLOWO2_12_FULL_39_16 #2711768385

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Liptonbacteria_bacterium_RIFCSPHIGHO2_12_FULL_60_13 #2710723526

SALA_o_OTU_51 | size=3

Proteobacteria==Deltaproteobacteria==Deltaproteobacteria_bacterium_GWC2_55_46 #LVEI02000001

P19_o_OTU_22 | size=128

PM3_o_OTU_194 | size=2

PM3_o_OTU_369 | size=1

P19_o_OTU_85 | size=2

SALA_o_OTU_132 | size=4

FCB_group==Candidatus_Hydrogenedentes_bacterium_CG1_02_42_14 #GCA_001871695

SALA_o_OTU_133 | size=1

PM3_o_OTU_396 | size=1

SALA_o_OTU_126 | size=1

SALA_o_OTU_142 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WS6_bacterium_GW2011_GWC2_36_7 #2626541833

SALA_o_OTU_204 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Adlerbacteria_bacterium_RIFOXYC1_FULL_48_26 #2711768731

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_thetaiotaomicron #GCA_001055755

PM3_o_OTU_347 | size=2

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_RBG_13_46_9 #2721755351

Terrabacteria_group==Firmicutes==Coprothermobacter_sp._Bin_8_Ga0115069 #2657245170

Terrabacteria_group==Firmicutes==Eggerthia_catenaformis_OT_569___DSM_20559 #GCA_000340375

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wolfebacteria_bacterium_RIFCSPHIGHO2_01_FULL_48_22 #2708742993

PM3_o_OTU_87 | size=5

SALA_o_OTU_445 | size=1

TNS08_o_OTU_88 | size=1

PM3_o_OTU_143 | size=5

SALA_o_OTU_161 | size=1
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Bacteria 
16S

IQTREE
GTR+F+R10 (ModelFinder)
Non-parametric bootstraps

0.3 subsitutions per site

Terrabacteria_group==Firmicutes==Clostridioides_difficile #GCA_900165565

SALA_o_OTU_95 | size=5

SALA_o_OTU_275 | size=1

SALA_o_OTU_403 | size=1

PVC_group==Planctomycetes==Planctomycetes_bacterium_SM23_32 #2654588057

Proteobacteria==Gammaproteobacteria==uncultured_gamma_proteobacterium #AP011649

SALA_o_OTU_401 | size=1

Proteobacteria==Alphaproteobacteria==Bartonella_vinsonii_subsp._berkhoffii_str._Tweed #GCA_000385415

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jacksonbacteria_bacterium_RIFCSPLOWO2_02_FULL_43_9 #2710724022

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPLOWO2_02_FULL_45_10b #2711768262

SALA_o_OTU_194 | size=1

PM3_o_OTU_252 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWE1_39_12 #GCA_001029735

P19_o_OTU_71 | size=11

SALA_o_OTU_479 | size=1

PVC_group==Lentisphaerae==Lentisphaerae_bacterium_RIFOXYC12_FULL_60_16 #2711768767

PM3_o_OTU_37 | size=60

Proteobacteria==Alphaproteobacteria==Rickettsiales_bacterium_Ac37b #2599185121

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_38_12 #2626541806

Calditrichaeota==Calditrichae==Caldithrix_abyssi_LF13 #2718218154

Cyanobacteria==Chloroplast==Solanum_pennelli i #HG975449

SALA_o_OTU_362 | size=1

SALA_o_OTU_265 | size=1

Bacteroidetes==Bacteroidetes_Incertae_Sedis==Salinibacter_ruber_M8 #FP565814

PM3_o_OTU_298 | size=1

SALA_o_OTU_289 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Blochmannia_vafer_str._BVAF #GCA_000185985

PM3_o_OTU_144 | size=13

SALA_o_OTU_333 | size=2

PM3_o_OTU_188 | size=3

PM3_o_OTU_70 | size=39

P19_o_OTU_98 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wildermuthbacteria_bacterium_RIFCSPHIGHO2_01_FULL_47_27 #2708742905

PM3_o_OTU_217 | size=3

P19_o_OTU_73 | size=1

Firmicutes==Negativicutes==Sporomusa_ovata_DSM_2662 #ASXP01000001

P19_o_OTU_49 | size=1

PM3_o_OTU_375 | size=1

Proteobacteria==Deltaproteobacteria==uncultured_bacterium_HF0010_08B07 #EU795177

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Rokubacteria_bacterium_CSP1-6 #GCA_001443385

SALA_o_OTU_21 | size=32

SALA_o_OTU_197 | size=2

SALA_o_OTU_170 | size=4

PM3_o_OTU_194 | size=2

Terrabacteria_group==Actinobacteria==uncultured_Collinsella_sp. #GCA_900066465

464_OD1_AGG_ACT #2547132501

Firmicutes==Bacilli==Staphylococcus_aureus_LCT-SAO #JANM01000001

Cyanobacteria==Chloroplast==Phaeocystis_antarctica #JN117275

PM3_o_OTU_302 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC2_39_8 #2626542481

TNS08_o_OTU_73 | size=1

SALA_o_OTU_163 | size=1

SALA_o_OTU_462 | size=1

Opisthokonta==Metazoa==Thermosipho_sp._1063 #2617270840

Terrabacteria_group==Chloroflexi==uncultured_Dehalococcoidia_GIF3_190_D3_annotation #2626541544

PM3_o_OTU_258 | size=2

SALA_o_OTU_129 | size=2

PM3_o_OTU_20 | size=46

Arsenophhonus_pediculi_ArP #2510065001

Terrabacteria_group==Tenericutes==Mycoplasma_sp. #GCA_001484045

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWA2_44_7 #2626541874

SALA_o_OTU_285 | size=1

Bacteroidetes==Sphingobacteriia==Flavisolibacter_sp._LCS9 #CP011390

PM3_o_OTU_295 | size=1

PM3_o_OTU_120 | size=4

Terrabacteria_group==Actinobacteria==Mycobacterium_bovis_MbURU-001 #2645727999

SALA_o_OTU_75 | size=1

PM3_o_OTU_214 | size=4

Firmicutes==Clostridia==Symbiobacterium_thermophilum_IAM_14863 #AP006840

SALA_o_OTU_323 | size=1

SALA_o_OTU_35 | size=50

Proteobacteria==delta_epsilon_subdivisions==Nitratiruptor_sp._SB155-2 #2623620292

PM3_o_OTU_367 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWC2_39_14 #2626542067

SALA_o_OTU_260 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Saccharibacteria_bacterium_RAAC3_TM7_1 #GCA_000503915

PM3_o_OTU_164 | size=10

Proteobacteria==Alphaproteobacteria==Candidatus_Liberibacter_asiaticus #JWHA01000001

SALA_o_OTU_400 | size=1

PM3_o_OTU_15 | size=1

FCB_group==Candidatus_Hydrogenedentes_bacterium_CG1_02_42_14 #GCA_001871695

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPHIGHO2_01_FULL_43_27 #2708742979

PM3_o_OTU_185 | size=4

PM3_o_OTU_28 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Fischerbacteria_bacterium_RBG_13_37_8 #2721755304

Proteobacteria==Gammaproteobacteria==Candidatus_Carsonella_ruddii_PV #2623620360

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_37_9 #2711768214

PM3_o_OTU_32 | size=47

Terrabacteria_group==Firmicutes==Listeria_monocytogenes #GCA_001999025

SALA_o_OTU_271 | size=1

TNS08_o_OTU_88 | size=1

SALA_o_OTU_123 | size=5

SALA_o_OTU_329 | size=1

P19_o_OTU_7 | size=3

SALA_o_OTU_142 | size=1

SALA_o_OTU_45 | size=2

P19_o_OTU_72 | size=20

Opisthokonta==Metazoa==Bacil lus_anthracis_2002013094 #2634166487

FCB_group==Candidatus_Hydrogenedentes==Hydrogenedentes_bacterium_JGI_0000039-J10 #GCA_000380785

Proteobacteria==Alphaproteobacteria==Candidatus_Pelagibacter_sp._IMCC9063 #CP002511

Nitrospirae==Nitrospira==hydrothermal_vent_metagenome #LWDU01037104

PM3_o_OTU_72 | size=5

Cyanobacteria==Chloroplast==Prasinophyceae_sp._MBIC10622 #KJ746602

SALA_o_OTU_387 | size=1

Candidatus_Walczuchella_monophlebidarum #GCA_000709555

TNS08_o_OTU_51 | size=1

Aquificae==Aquificae==Thermovibrio_ammonificans_HB-1 #GCA_000185805

SALA_o_OTU_281 | size=1

PM3_o_OTU_344 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPHIGHO2_02_FULL_45_35 #2710264695

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_37_12 #2626541862

FCB_group==Bacteroidetes_Chlorobi_group==Pseudozobellia_thermophila #GCA_900141855

PM3_o_OTU_365 | size=1

PM3_o_OTU_49 | size=5

SALA_o_OTU_455 | size=1

SALA_o_OTU_463 | size=1

SALA_o_OTU_346 | size=1

Candidate_division_JS1_190_C5c_annotation #2626541591

P19_o_OTU_63 | size=3

SALA_o_OTU_89 | size=1

PM3_o_OTU_306 | size=1

SALA_o_OTU_441 | size=1

SALA_o_OTU_97 | size=5

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_Nonnen-W8red #GCA_001907975

SALA_o_OTU_140 | size=1

Proteobacteria==Betaproteobacteria==Candidatus_Tremblaya_princeps_TPTPER1 #2687453213

SALA_o_OTU_402 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYD2_FULL_36_9 #GCA_001784455

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_01_FULL_54_22 #2708743027

SALA_o_OTU_326 | size=1

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFOXYA2_FULL_39_19 #2711768574

SALA_o_OTU_287 | size=2

SALA_o_OTU_76 | size=3

PM3_o_OTU_305 | size=2

SALA_o_OTU_451 | size=1

Proteobacteria==Gammaproteobacteria==Pasteurella_multocida_subsp._multocida #JQAH01000035

PM3_o_OTU_420 | size=1

Terrabacteria_group==Actinobacteria==Rubrobacter_xylanophilus_DSM_9941 #GCA_000014185

SALA_o_OTU_58 | size=1

SALA_o_OTU_34 | size=59

unclassified_Bacteria==Bacteria_candidate_phyla==Aminicenantes_bacterium_SCGC_AAA252-G21 #GCA_000398205

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-L05 #GCA_000428225

PM3_o_OTU_376 | size=1

P19_o_OTU_65 | size=13

Proteobacteria==delta_epsilon_subdivisions==delta_proteobacterium_HotSeep1 #2687453524

SALA_o_OTU_327 | size=1

Proteobacteria==Gammaproteobacteria==Pseudomonas_stutzeri #GCA_001064225

PM3_o_OTU_273 | size=1

Terrabacteria_group==Firmicutes==Sulfobacillus_acidophilus_TPY #2510917010

PM3_o_OTU_216 | size=4

SALA_o_OTU_83 | size=15

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_RBG_13_65_8 #2721755338

P19_o_OTU_83 | size=5

SALA_o_OTU_465 | size=1

SALA_o_OTU_61 | size=19

SALA_o_OTU_154 | size=2

P19_o_OTU_4 | size=411

PM3_o_OTU_333 | size=1

SALA_o_OTU_239 | size=1

PM3_o_OTU_86 | size=8

P19_o_OTU_5 | size=688

SALA_o_OTU_347 | size=1

Proteobacteria==Gammaproteobacteria==Moraxella_caprae_DSM_19149 #GCA_000426885

PM3_o_OTU_390 | size=1

PM3_o_OTU_407 | size=1

unclassified_Bacteria==unclassified_Bacteria==bacterium_UW_659-2-F09 #GCA_000376465

SALA_o_OTU_53 | size=21

Bacteroidetes==microbial_mat_metagenome #JFJP01015159

FCB_group==Bacteroidetes_Chlorobi_group==Candidatus_Cardinium_hertigii_cEper1 #2636415932

SALA_o_OTU_205 | size=2

PM3_o_OTU_93 | size=1

PM3_o_OTU_108 | size=18

SALA_o_OTU_373 | size=1

P19_o_OTU_116 | size=1

Proteobacteria==Gammaproteobacteria==Vibrio_parahaemolyticus_3259 #GCA_000454245

Proteobacteria==Gammaproteobacteria==Candidatus_Evansia_muelleri_CEM1 #2684623181

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWB1_47_6b #2626542180

Terrabacteria_group==Chloroflexi==uncultured_Dehalococcoidia_GIF9_190_F3_annotation #2626541550

SALA_o_OTU_42 | size=1

PM3_o_OTU_353 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wolfebacteria_bacterium_RIFOXYB1_FULL_54_12 #2711768681

PM3_o_OTU_162 | size=2

P19_o_OTU_54 | size=4

Proteobacteria==Alphaproteobacteria==Ehrlichia_chaffeensis_str._Jax #CP007475

PM3_o_OTU_345 | size=1

Firmicutes==Clostridia==gut_metagenome #CDZB01072114

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Uhrbacteria_bacterium_RIFCSPHIGHO2_02_FULL_53_13 #2710264556

P19_o_OTU_8 | size=87

PVC_group==Kiritimatiellaeota==Kiritimatiella_glycovorans #GCA_001017655

SALA_o_OTU_228 | size=1

SALA_o_OTU_130 | size=11

Spirochaetes==Spirochaetia==Brevinema_andersonii #GCA_900112165

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_GWA2_38_16 #2721755123

SALA_o_OTU_448 | size=1

unclassified_Bacteria==unclassified_Bacteria==bacterium_MS4 #2651869854

SALA_o_OTU_134 | size=7

FCB_group==Candidatus_Cloacimonetes==Cloacimonetes_bacterium_JGI_0000039-G13 #GCA_000380765

Actinobacteria==Actinobacteria==Streptomyces_albidoflavus #AL939114

PM3_o_OTU_221 | size=3

SALA_o_OTU_472 | size=1

SALA_o_OTU_28 | size=12

SALA_o_OTU_87 | size=2

PM3_o_OTU_227 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Staskawiczbacteria_bacterium_RIFOXYA2_FULL_32_7 #2711768578

PM3_o_OTU_18 | size=82

SALA_o_OTU_93 | size=1

SALA_o_OTU_379 | size=1

PM3_o_OTU_76 | size=13

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Yonathbacteria_bacterium_RIFCSPHIGHO2_01_FULL_44_41 #2708742985

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_DG_74_2 #2654587949

Bacteroidetes==Bacteroidia==wallaby_gut_metagenome #ADGC01007440

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWB1_48_13 #2626541854

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_43_10 #2626541903

Bacteroidetes==Cytophagia==Algoriphagus_sp._M8-2 #CP012836

Proteobacteria==Gammaproteobacteria==Salmonella_enterica_subsp._enterica_serovar_Typhimurium #LECC01000011

SALA_o_OTU_293 | size=1

Proteobacteria==Betaproteobacteria==Dechloromonas_sp._EBPR_Bin_104 #2619618917

Proteobacteria==Gammaproteobacteria==Thiomicrospira_sp._WB1 #LQBN01000005

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Curtissbacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_58 #2710264572

Terrabacteria_group==Firmicutes==Lactobacillus_acidophilus_JV3179 #2509276050

PM3_o_OTU_75 | size=2

Terrabacteria_group==Actinobacteria==Actinomyces_naeslundii #GCA_001956365

P19_o_OTU_110 | size=1

PM3_o_OTU_259 | size=4

unclassified_Bacteria==unclassified_Bacteria==bacterium_F082 #GCA_001543395

SALA_o_OTU_94 | size=5

Firmicutes==Clostridia==Mageeibacillus_indolicus_0009-5 #JPIC01000015

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Daviesbacteria_bacterium_RIFCSPHIGHO2_02_FULL_39_41 #2710264641

SALA_o_OTU_151 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Eisenbacteria_bacterium_RBG_16_71_46 #2708742727

PVC_group==Lentisphaerae==Lentisphaera_araneosa_HTCC2155 #2623620286

SALA_o_OTU_423 | size=1

SALA_o_OTU_159 | size=1

PM3_o_OTU_107 | size=5

SALA_o_OTU_371 | size=1

PM3_o_OTU_109 | size=10

SALA_o_OTU_213 | size=7

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peregrinibacteria_bacterium_RIFCSPLOWO2_02_FULL_39_10 #2711768222

SALA_o_OTU_482 | size=1

SALA_o_OTU_249 | size=8

SALA_o_OTU_304 | size=2

SALA_o_OTU_301 | size=1

494_227_OD1_GCT_CTC #2548877148

SALA_o_OTU_276 | size=1

SALA_o_OTU_150 | size=1

SALA_o_OTU_459 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Pacebacteria_bacterium_CG2_30_36_39 #GCA_001873435

PM3_o_OTU_338 | size=1

P19_o_OTU_86 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Poribacteria_bacterium_WGA-4E #GCA_000372285

Terrabacteria_group==Firmicutes==Erysipelotrichaceae_bacterium_MTC7 #GCA_001695645

PM3_o_OTU_195 | size=3

SALA_o_OTU_296 | size=2

TNS08_o_OTU_50 | size=6

Bacteroidetes==Bacteroidia==Prevotella_enoeca #CP013195

SALA_o_OTU_432 | size=1

PM3_o_OTU_60 | size=13

SALA_o_OTU_353 | size=2

Acidobacteria==Holophagae==Geothrix_fermentans_DSM_14018 #GCA_000428885

SALA_o_OTU_244 | size=1

Firmicutes==Clostridia==Clostridium_botulinum_Bf #ABDP01000043

Cyanobacteria==Chloroplast==Nannochloropsis_oceanica #KC598086

P19_o_OTU_22 | size=128

SALA_o_OTU_92 | size=1

Proteobacteria==delta_epsilon_subdivisions==Hippea_maritima_DSM_10411 #GCA_000194135

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nomurabacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_24 #2710264532

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kerfeldbacteria_bacterium_RIFOXYA2_FULL_38_24 #2711768555

Spirochaetae==Spirochaetes==Spirochaeta_aurantia #AY599019

PM3_o_OTU_397 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Portiera_aleyrodidarum #AY268081

SALA_o_OTU_36 | size=1

SALA_o_OTU_65 | size=32

Proteobacteria==Deltaproteobacteria==Desulfovibrio_sp._J2 #CP014206

SALA_o_OTU_210 | size=1

PM3_o_OTU_309 | size=1

SALA_o_OTU_172 | size=1

SALA_o_OTU_321 | size=1

Acidobacteria==Blastocatellia==Pyrinomonas_methylaliphatogenes_K22 #2545824503

SALA_o_OTU_279 | size=1

PM3_o_OTU_303 | size=1

SALA_o_OTU_269 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFOXYD1_FULL_40_21 #GCA_001782755

SALA_o_OTU_187 | size=1

SALA_o_OTU_442 | size=1

SALA_o_OTU_341 | size=2

Proteobacteria==Betaproteobacteria==Candidatus_Zinderia_insecticola_CARI #GCA_000147015

PVC_group==Candidatus_Omnitrophica==Candidatus_Omnitrophus_fodinae_SCGC_AAA011-A17 #GCA_000405945

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Vampirovibrio_chlorellavorus #2600254900

PM3_o_OTU_280 | size=1

SALA_o_OTU_178 | size=1

PM3_o_OTU_159 | size=2

Terrabacteria_group==Firmicutes==Orenia_sp._Z6_updated #2687453649

SALA_o_OTU_206 | size=3

Proteobacteria==Deltaproteobacteria==Sorangium_cellulosum_So_ce56 #AM746676

SALA_o_OTU_259 | size=1

SALA_o_OTU_464 | size=1

SALA_o_OTU_409 | size=2

SALA_o_OTU_37 | size=1

Thermodesulfobacteria==Thermodesulfobacteria==Caldimicrobium_thiodismutans #AP014945

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYA2_FULL_38_17 #2711768565

Spirochaetes==Spirochaetia==Leptospira_alstonii_serovar_Pingchang_str._80-412 #GCA_000332555

SALA_o_OTU_369 | size=1

SALA_o_OTU_25 | size=1

SALA_o_OTU_171 | size=7

PM3_o_OTU_105 | size=16

Clostridium_clariflavum_4-2a #GCA_000519985

SALA_o_OTU_68 | size=5

PM3_o_OTU_416 | size=1

PM3_o_OTU_392 | size=1

P19_o_OTU_84 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_OLB22 #GCA_001567515

P19_o_OTU_114 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Sungbacteria_bacterium_RIFCSPLOWO2_02_FULL_54_10 #2711768274

SALA_o_OTU_434 | size=1

Bacteroidetes==Cytophagia==Hymenobacter_sp._PAMC_26628 #CP014304

P19_o_OTU_81 | size=1

P19_o_OTU_121 | size=1

PM3_o_OTU_231 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA1_45_7 #2626542338

P19_o_OTU_35 | size=8

SALA_o_OTU_363 | size=1

Acidobacteria==Solibacteres==uncultured_bacterium_AD370-D1 #EU686606

SALA_o_OTU_360 | size=4

P19_o_OTU_46 | size=11

Actinobacteria==Acidimicrobiia==Acidimicrobiia_bacterium_BACL6_MAG-120322-bin79 #LIBH01000070

Terrabacteria_group==Firmicutes==Caldicoprobacter_faecalis #GCA_900115765

PM3_o_OTU_411 | size=1

SALA_o_OTU_313 | size=1

PM3_o_OTU_270 | size=2

SALA_o_OTU_230 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==bacterium_GW2011_GWB1_52_7 #2626542015

PM3_o_OTU_385 | size=1

SALA_o_OTU_43 | size=10

Spirochaetes==Spirochaetia==Leptonema_illini_DSM_21528 #GCA_000243335

PM3_o_OTU_106 | size=17

Fusobacteria==Fusobacteriia==marine_metagenome #CEUG01045546

P19_o_OTU_36 | size=9

PM3_o_OTU_171 | size=6

Candidatus_Caldatribacterium_californiense_OP9-cSCG #2527291510

PM3_o_OTU_370 | size=1

PM3_o_OTU_337 | size=1

SALA_o_OTU_186 | size=1

PM3_o_OTU_192 | size=6

PM3_o_OTU_368 | size=1

PM3_o_OTU_67 | size=21

TNS08_o_OTU_42 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Firestonebacteria_bacterium_RifOxyC12_full_39_7 #2711768766

FCB_group==Candidatus_Marinimicrobia==Marinimicrobia_bacterium_TCS58 #GCA_001577045

PM3_o_OTU_69 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peregrinibacteria_bacterium_CG2_30_44_17 #GCA_001873565

P19_o_OTU_13 | size=99

SALA_o_OTU_66 | size=3

Terrabacteria_group==Firmicutes==Clostridium_lentocellum_DSM_5427 #GCA_000178835

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_01_FULL_40_98 #2708743017

SALA_o_OTU_431 | size=1

PM3_o_OTU_44 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWE1_47_12 #2626541949

SALA_o_OTU_96 | size=3

SALA_o_OTU_407 | size=1

SALA_o_OTU_136 | size=9

SALA_o_OTU_222 | size=1

Proteobacteria==Betaproteobacteria==Neisseria_gonorrhoeae #CQNQ01000004

PVC_group==Candidatus_Omnitrophica_bacterium_CG1_02_44_16 #GCA_001873995

PM3_o_OTU_176 | size=6

P19_o_OTU_28 | size=42

SALA_o_OTU_393 | size=1

SALA_o_OTU_359 | size=3

SALA_o_OTU_263 | size=2

Balneolaeota==Balneolia==Aliifodinibius_roseus #GCA_900129315

FCB_group==Candidatus_Latescibacteria==Latescibacteria_bacterium_SCGC_AAA252-D10 #GCA_000398625

Parcubacterium_bin_V92810B4_Ga0074597 #2622736567

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWF2_37_20 #2626541959

SALA_o_OTU_344 | size=1

PM3_o_OTU_361 | size=2

SALA_o_OTU_238 | size=2

P19_o_OTU_26 | size=66

SALA_o_OTU_267 | size=1

candidate_division_TM7_genomosp._GTL1 #2654587682

SALA_o_OTU_19 | size=1

SALA_o_OTU_149 | size=2

SALA_o_OTU_426 | size=1

SALA_o_OTU_104 | size=22

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_42_9 #2626541902

Spirochaetes==Spirochaetia==Treponema_succinifaciens_DSM_2489 #GCA_000195275

PVC_group==Verrucomicrobia==Akkermansia_glycaniphila #GCA_900097105

SALA_o_OTU_468 | size=1

Verrucomicrobia==Spartobacteria==uncultured_Verrucomicrobia_bacterium #FJ872372

SALA_o_OTU_319 | size=1

PVC_group==Verrucomicrobia==Prosthecobacter_debontii #GCA_900167535

PM3_o_OTU_409 | size=1

Terrabacteria_group==Firmicutes==Acetobacterium_woodii_DSM_1030 #GCA_000247605

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYA2_FULL_45_12 #2711768538

P19_o_OTU_18 | size=61

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Collierbacteria_bacterium_RIFOXYA2_FULL_46_20 #2713897350

TNS08_o_OTU_94 | size=3

PM3_o_OTU_141 | size=1

PM3_o_OTU_204 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nomurabacteria_bacterium_RIFCSPLOWO2_01_FULL_33_24 #2710723798

Proteobacteria==delta_epsilon_subdivisions==Halobacteriovorax_marinus_SJ #GCA_000210915

SALA_o_OTU_303 | size=1

Proteobacteria==Gammaproteobacteria==Legionella_pneumophila_subsp._pneumophila_str._Thunder_Bay #CP003730

SALA_o_OTU_458 | size=1

PM3_o_OTU_293 | size=6

SALA_o_OTU_258 | size=1

SALA_o_OTU_348 | size=1

TNS08_o_OTU_79 | size=1

Terrabacteria_group==Firmicutes==Caldanaerobius_polysaccharolyticus_DSM_13641 #GCA_000427425

Proteobacteria==Alphaproteobacteria==Candidatus_Hodgkinia_cicadicola #GCA_001273995

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-P07 #GCA_000438945

Terrabacteria_group==Firmicutes==Syntrophobotulus_glycolicus_DSM_8271 #GCA_000190635

Proteobacteria==Gammaproteobacteria==Acinetobacter_baumannii #GCA_000784715

SALA_o_OTU_62 | size=3

PVC_group==unclassified_PVC_group==PVC_group_bacterium #GCA_001730085

SALA_o_OTU_274 | size=2

SALA_o_OTU_447 | size=1

PM3_o_OTU_318 | size=2

PM3_o_OTU_201 | size=1

SALA_o_OTU_117 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_DG_74_3 #2654587948

PM3_o_OTU_310 | size=1

Actinobacteria==Actinobacteria==Corynebacterium_resistens_DSM_45100 #CP002857

Chlorobi==Chlorobia==uncultured_Chlorobi_bacterium #AP011715

SALA_o_OTU_422 | size=1

Spirochaetes==unclassified_Spirochaetes==Spirochaetes_bacterium_GWE2_31_10 #2708742650

PVC_group==Candidatus_Omnitrophica==Candidatus_Omnitrophus_sp._SKK-01_re-annotation #2636416185

PM3_o_OTU_278 | size=1

Terrabacteria_group==Firmicutes==Acetivibrio_ethanolgignens #GCA_001461035

PM3_o_OTU_398 | size=1

SALA_o_OTU_424 | size=1

SALA_o_OTU_80 | size=6

PM3_o_OTU_66 | size=4

SALA_o_OTU_4 | size=249

SALA_o_OTU_193 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWB1_45_10 #2626542170

PM3_o_OTU_56 | size=12

PM3_o_OTU_238 | size=3

464_OD1_TAA_AGA #2547132480

SALA_o_OTU_397 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE1_49_15 #2626541841

TNS08_o_OTU_33 | size=3

P19_o_OTU_50 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPLOWO2_01_FULL_42_11 #2710723873

PM3_o_OTU_50 | size=8

Proteobacteria==Gammaproteobacteria==Diplorickettsia_massiliensis_20B #GCA_000257395

FCB_group==Bacteroidetes_Chlorobi_group==Parabacteroides_sp._YL27 #2718218191

SALA_o_OTU_16 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jorgensenbacteria_bacterium_GWA1_54_12 #2708742571

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_43_11 #2626542238

Bacteroidetes==Cytophagia==Flammeovirga_sp._SJP92 #LQAQ01000099

Spirochaetae==Spirochaetes==Borrelia_miyamotoi_FR64b #CP004217

Proteobacteria==delta_epsilon_subdivisions==Desulfatiglans_anilini_DSM_4660 #GCA_000422285

PM3_o_OTU_325 | size=1

Proteobacteria==Zetaproteobacteria==Zetaproteobacteria_bacterium_TAG-1 #GCA_000744415

SALA_o_OTU_13 | size=1

PM3_o_OTU_51 | size=2

SALA_o_OTU_450 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_50_9b #2710264554

PM3_o_OTU_84 | size=6

PM3_o_OTU_319 | size=1

P19_o_OTU_94 | size=1

PM3_o_OTU_55 | size=1

P19_o_OTU_33 | size=3

P19_o_OTU_70 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWF2_38_9 #2626541962

SALA_o_OTU_18 | size=1

PM3_o_OTU_218 | size=1

Terrabacteria_group==Firmicutes==Clostridia_bacterium_DTU014 #GCA_001512605

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_OLB14 #GCA_001567105

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Yonathbacteria_bacterium_RIFOXYC1_FULL_52_10 #2711768720

Tenericutes==Moll icutes==gut_metagenome #CDZI01021303

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_37_8 #2626542402

Terrabacteria_group==Actinobacteria==Actinobacteria_bacterium_CG2_30_50_142 #GCA_001871795

SALA_o_OTU_433 | size=1

PM3_o_OTU_359 | size=1

P19_o_OTU_17 | size=6

Proteobacteria==Gammaproteobacteria==Idiomarinaceae_bacterium_HL-53 #LN899469

unclassified_Bacteria==Bacteria_candidate_phyla==Aerophobetes_bacterium_AeroCD12-1 #GCA_001302425

SALA_o_OTU_252 | size=2

SALA_o_OTU_284 | size=1

Aquificae==Aquificae==Aquifex_aeolicus_VF5 #2623620887

Terrabacteria_group==Firmicutes==Halanaerobium_saccharolyticum_saccharolyticum_DSM_6643 #2600255242

Cyanobacteria==Chloroplast==Bangia_fuscopurpurea #KP714733

SALA_o_OTU_390 | size=1

SALA_o_OTU_50 | size=1

SALA_o_OTU_438 | size=2

FCB_group==Bacteroidetes_Chlorobi_group==Spirosoma_radiotolerans #2599185360

PM3_o_OTU_114 | size=2

PM3_o_OTU_145 | size=9

Terrabacteria_group==Firmicutes==Streptococcus_pneumoniae_sv._19A_06-01-003MEF #2671180010

Terrabacteria_group==Chloroflexi==Thermomicrobiales_sp._SCGC_AB-790-L07 #2630968207

SALA_o_OTU_124 | size=2

Proteobacteria==Gammaproteobacteria==Solimonas_variicoloris_DSM_15731 #GCA_000382285

PM3_o_OTU_62 | size=1

PM3_o_OTU_98 | size=14

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_43_32 #2626541974

SALA_o_OTU_307 | size=2

PM3_o_OTU_52 | size=3

Proteobacteria==Gammaproteobacteria==Achromatium_bin_6_2_Ga0101401 #2642422599

PM3_o_OTU_340 | size=1

SALA_o_OTU_98 | size=1

SALA_o_OTU_190 | size=1

SALA_o_OTU_272 | size=2

Proteobacteria==Deltaproteobacteria==Myxococcus_xanthus_DK_1622 #CP000113

PM3_o_OTU_47 | size=20

SALA_o_OTU_440 | size=1

PM3_o_OTU_61 | size=70

PM3_o_OTU_54 | size=33

Terrabacteria_group==Tenericutes==Mycoplasma_suis_str._Illinois #GCA_000179035

PM3_o_OTU_343 | size=2

SALA_o_OTU_245 | size=1

PM3_o_OTU_277 | size=1

Bacteroidetes==Bacteroidia==Bacteroidales_bacterium_CF #CP006772

P19_o_OTU_79 | size=2

PM3_o_OTU_83 | size=6

SALA_o_OTU_306 | size=1

SALA_o_OTU_20 | size=3

Proteobacteria==Gammaproteobacteria==Legionella_pneumophila_EUL93 #2703718657

PM3_o_OTU_419 | size=1

PM3_o_OTU_200 | size=1

SALA_o_OTU_374 | size=2

PM3_o_OTU_236 | size=2

PVC_group==Planctomycetes==Candidatus_Brocadia_fulgida_Brocadia_fulgida_enrichment_bioreactor #2671180552

SALA_o_OTU_270 | size=1

Terrabacteria_group==Chloroflexi==Thermomicrobium_sp._HL1 #2263196004

SALA_o_OTU_251 | size=1

Firmicutes==Clostridia==Romboutsia_sp._MT17 #FJTZ01000012

SALA_o_OTU_335 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYB2_FULL_38_10 #2713897376

unclassified_Bacteria==unclassified_Bacteria==bacterium_GBS-1 #GCA_001443005

SALA_o_OTU_484 | size=1

SALA_o_OTU_108 | size=1

SALA_o_OTU_318 | size=1

PM3_o_OTU_208 | size=1

PM3_o_OTU_254 | size=4

Terrabacteria_group==unclassified_Terrabacteria_group==Thermobaculum_terrenum_ATCC_BAA-798 #GCA_000025005

PM3_o_OTU_323 | size=1

SALA_o_OTU_74 | size=3

PM3_o_OTU_59 | size=4

PM3_o_OTU_222 | size=7

FCB_group==Bacteroidetes_Chlorobi_group==Bernardetia_litoralis_DSM_6794 #GCA_000265505

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_43_87 #2626542188

PVC_group==Planctomycetes==Planctomycetes_bacterium_DG_20 #2654588069

PM3_o_OTU_329 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_30_66 #2626542181

SALA_o_OTU_248 | size=2

PM3_o_OTU_186 | size=1

Proteobacteria==Betaproteobacteria==Candidatus_Tremblaya_phenacola_PAVE #GCA_000412755

SALA_o_OTU_86 | size=1

PM3_o_OTU_161 | size=4

PM3_o_OTU_112 | size=5

PVC_group==Planctomycetes==Planctomycetes_bacterium_SM23_65 #2654587944

SALA_o_OTU_417 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWA2_35_9 #2626541828

Terrabacteria_group==Firmicutes==Carboxydothermus_hydrogenoformans_Z-2901 #2623620911

Terrabacteria_group==Actinobacteria==actinobacterium_SCGC_AAA015-M09 #GCA_000384515

SALA_o_OTU_51 | size=3

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae #LEYW01000012

PM3_o_OTU_257 | size=1

Proteobacteria==Alphaproteobacteria==Acetobacter_tropicalis_B1.3 #2512047014

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_41_8 #2626541970

SALA_o_OTU_356 | size=1

Bacteroidetes==Sphingobacteriia==uncultured_Sphingobacteriia_bacterium #FQ032818

SALA_o_OTU_120 | size=4

Terrabacteria_group==Firmicutes==Ezakiella_massiliensis #GCA_900120165

PVC_group==Lentisphaerae==Victivallales_bacterium_Lenti_02 #GCA_001603055

SALA_o_OTU_114 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_GWA2_63_20 #2721755124

Chlamydiae==Chlamydiae==Waddlia_chondrophila #AF042496

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Berkelbacteria_bacterium_CG2_30_43_20 #GCA_001872655

SALA_o_OTU_166 | size=1

Tenericutes==Mollicutes==gut_metagenome #CECA01009240

SALA_o_OTU_367 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_40_9 #2626542245

Firmicutes==Clostridia==Clostridium_perfringens_CPE_str._F4969 #ABDX01000038

SALA_o_OTU_234 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWA2_38_9 #2626542019

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_sp._CAG_1060_57_27 #GCA_001915575

SALA_o_OTU_288 | size=1

SALA_o_OTU_127 | size=3

Proteobacteria==delta_epsilon_subdivisions==Campylobacter_curvus_DSM_6644 #GCA_000376325

Proteobacteria==delta_epsilon_subdivisions==Enhygromyxa_salina_DSM_15201_re-annotation #2636416168

Chloroflexi==Caldilineae==Litorilinea_aerophila #JQ733906

Firmicutes==Clostridia==Eubacterium_sulci_ATCC_35585 #CP012068

SALA_o_OTU_278 | size=1

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_RBG_13_46_9 #2721755351

Terrabacteria_group==Firmicutes==Desulfitobacterium_dichloroeliminans_LMG_P-21439 #GCA_000243135

P19_o_OTU_43 | size=1

P19_o_OTU_77 | size=1

Proteobacteria==Epsilonproteobacteria==Helicobacter_pylori_Hp_H-3 #AKOX01000011

SALA_o_OTU_32 | size=1

SALA_o_OTU_57 | size=6

PM3_o_OTU_284 | size=1

Terrabacteria_group==Firmicutes==Filifactor_alocis_ATCC_35896 #GCA_000163895

Firmicutes==Erysipelotrichia==gut_metagenome #AMCI01006774

PM3_o_OTU_119 | size=3

Firmicutes==Bacilli==Cohnella_panacarvi_Gsoil_349 #AZXQ01000006

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_SCGC_AAA011-N16 #GCA_000405185

SALA_o_OTU_121 | size=1

Proteobacteria==Betaproteobacteria==Betaproteobacteria_bacterium_AqS2 #GCA_001750625

Terrabacteria_group==Tenericutes==Candidatus_Mycoplasma_haemobos #GCA_001645765

PVC_group==Chlamydiae==Chlamydiae_bacterium_SM23_39 #2654587930

PM3_o_OTU_89 | size=16

PM3_o_OTU_301 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Raymondbacteria_bacterium_RifOxyA12_full_50_37 #2711768511

PVC_group==Planctomycetes==Planctomyces_sp._SH-PL62 #2687453257

PM3_o_OTU_91 | size=5

SALA_o_OTU_79 | size=7

SALA_o_OTU_164 | size=4

PM3_o_OTU_132 | size=1

PM3_o_OTU_348 | size=1

Nitrospinae_Tectomicrobia_group==Nitrospinae==Nitrospinae_bacterium_RIFCSPLOWO2_12_FULL_45_22 #2711768431

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG1_02_40_25 #GCA_001872305

PM3_o_OTU_320 | size=1

Terrabacteria_group==Chloroflexi_genomosp._P1_Chl2 #2517572071

SALA_o_OTU_404 | size=1

PM3_o_OTU_406 | size=1

SALA_o_OTU_419 | size=1

SALA_o_OTU_337 | size=1

SALA_o_OTU_122 | size=11

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_CPR3_bacterium_GW2011_GWF2_35_18 #2626542063

SALA_o_OTU_256 | size=1

Terrabacteria_group==Firmicutes==Coprothermobacter_sp._Bin_8_Ga0115069 #2657245170

SALA_o_OTU_466 | size=1

PM3_o_OTU_166 | size=7

Proteobacteria==delta_epsilon_subdivisions==Desulfonatronospira_thiodismutans_ASO3-1 #GCA_000174435

PM3_o_OTU_181 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Calescamantes_bacterium_SCGC_AAA471-M6 #GCA_000403075

SALA_o_OTU_196 | size=1

PM3_o_OTU_224 | size=2

SALA_o_OTU_173 | size=2

SALA_o_OTU_298 | size=1

PM3_o_OTU_396 | size=1

PM3_o_OTU_425 | size=1

SALA_o_OTU_428 | size=1

Proteobacteria==Betaproteobacteria==Ralstonia_sp._1-6 #JX219388

Nitrospirae==unclassified_Nitrospirae==Nitrospirae_bacterium_RIFCSPLOWO2_01_FULL_62_17 #2710723891

SALA_o_OTU_460 | size=1

PM3_o_OTU_294 | size=1

Terrabacteria_group==Actinobacteria==Streptomyces_vitaminophilus #GCA_001445835

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPHIGHO2_01_FULL_48_15 #2708743035

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RBG_16_43_7 #2721755393

SALA_o_OTU_176 | size=1

PM3_o_OTU_377 | size=1

SALA_o_OTU_148 | size=2

Cyanobacteria==Chloroplast==Monomastix_sp._OKE-1 #FJ493497

SALA_o_OTU_81 | size=1

SALA_o_OTU_240 | size=1

PVC_group==Candidatus_Omnitrophica_bacterium_CG1_02_41_171 #GCA_001871865

Terrabacteria_group==Actinobacteria==Solirubrobacterales_bacterium_67-14 #GCA_001897355

SALA_o_OTU_246 | size=1

P19_o_OTU_16 | size=159

Terrabacteria_group==Firmicutes==Selenomonas_ruminantium_AC2024 #GCA_000687995

Proteobacteria==delta_epsilon_subdivisions==Desulfotignum_phosphitoxidans_FiPS-3 #2523231053

SALA_o_OTU_420 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_Kazan_bacterium_RBG_13_50_9 #2721755293

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jorgensenbacteria_bacterium_RIFCSPLOWO2_12_FULL_42_11 #2711768389

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wildermuthbacteria_bacterium_RIFOXYD1_FULL_50_12 #GCA_001825035

SALA_o_OTU_126 | size=1

PVC_group==Planctomycetes==Pirellula_sp._Pr1d #2517572010

SALA_o_OTU_266 | size=2

Cyanobacteria==Chloroplast==Nicotiana_tabacum #AYMY01012889

SALA_o_OTU_208 | size=1

PM3_o_OTU_300 | size=4

SALA_o_OTU_391 | size=1

SALA_o_OTU_365 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woykebacteria_bacterium_RBG_13_40_15 #2721755370

PM3_o_OTU_243 | size=2

P19_o_OTU_85 | size=2

SALA_o_OTU_241 | size=1

SALA_o_OTU_425 | size=1

PM3_o_OTU_142 | size=8

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RIFOXYB1_FULL_47_11 #2711768672

PM3_o_OTU_116 | size=10

PM3_o_OTU_276 | size=6

Terrabacteria_group==Firmicutes==Tepidanaerobacter_syntrophicus_JL #2636415979

SALA_o_OTU_40 | size=9

SALA_o_OTU_24 | size=4

SALA_o_OTU_220 | size=1

PM3_o_OTU_79 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA2_47_26 #2626542090

Terrabacteria_group==Firmicutes==Selenomonas_sp._oral_taxon_137_str._F0430 #GCA_000183625

SALA_o_OTU_429 | size=1

Terrabacteria_group==Firmicutes==Lactococcus_lactis_cremoris_A17 #2627853840

SALA_o_OTU_443 | size=1

Terrabacteria_group==Chloroflexi==Herpetosiphon_aurantiacus_DSM_785 #GCA_000018565

PM3_o_OTU_296 | size=1

PM3_o_OTU_347 | size=2

SALA_o_OTU_131 | size=1

Proteobacteria==Deltaproteobacteria==Deltaproteobacteria_bacterium_GWC2_55_46 #LVEI02000001

SALA_o_OTU_29 | size=17

SALA_o_OTU_135 | size=10

Terrabacteria_group==Firmicutes==Thermodesulfobium_narugense_DSM_14796 #GCA_000212395

SALA_o_OTU_439 | size=1

SALA_o_OTU_456 | size=1

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-D06 #GCA_000428445

SALA_o_OTU_477 | size=1

SALA_o_OTU_364 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_42_14 #2710723905

FCB_group==candidate_division_Zixibacteria==candidate_division_Zixibacteria_bacterium_RBG-1 #GCA_000447245

Synergistetes==Synergistia==anaerobic_digester_metagenome #CZCA01000865

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWC2_42_27 #2626541757

SALA_o_OTU_398 | size=1

SBR1093==marine_metagenome #CEVE01023920

P19_o_OTU_39 | size=42

SALA_o_OTU_354 | size=1

PM3_o_OTU_413 | size=1

P19_o_OTU_112 | size=1

PM3_o_OTU_326 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RBG_13_39_14 #2721755325

SALA_o_OTU_31 | size=3

SALA_o_OTU_257 | size=1

Proteobacteria==Alphaproteobacteria==Rhizomicrobium_sp._SCGC_AG-212-E05 #GCA_001644385

PM3_o_OTU_158 | size=1

SALA_o_OTU_295 | size=1

SALA_o_OTU_152 | size=1

SALA_o_OTU_291 | size=1

PM3_o_OTU_211 | size=1

FCB_group==Fibrobacteres==Chitinivibrio_alkaliphilus_ACht1 #GCA_000474745

SALA_o_OTU_82 | size=2

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_RBG_13_54_9 #2721755302

PM3_o_OTU_169 | size=11

SALA_o_OTU_141 | size=1

SALA_o_OTU_38 | size=10

PM3_o_OTU_206 | size=1

Terrabacteria_group==Firmicutes==Clostridium_aceticum #2609459698

SALA_o_OTU_99 | size=2

Thermotogae==Thermotogae==Defluviitoga_tunisiensis_L3 #2648501800

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_bin_V90401B8_Ga0074591 #2622736561

PVC_group==Planctomycetes==Pirellula_sp._SH-Sr6A #2687453341

Armatimonadetes==uncultured==Armatimonadetes_bacterium_DC #FAOU01000014

P19_o_OTU_9 | size=143

Nitrospirae==unclassified_Nitrospirae==Nitrospirae_bacterium_JdFR-88 #GCA_002011795

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Curtissbacteria_bacterium_RIFCSPLOWO2_02_41_11 #2710723979

SALA_o_OTU_132 | size=4

Terrabacteria_group==Chloroflexi==Thermogemmatispora_carboxidivorans #GCA_000702505

Acidobacteria==Acidobacteria==uncultured_bacterium_282 #GU260699

Cyanobacteria==ML635J-21==Hyaloperonospora_arabidopsidis #LLKM01002137

SALA_o_OTU_162 | size=2

PM3_o_OTU_215 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_39_12 #2626542407

PM3_o_OTU_286 | size=4

PVC_group==Planctomycetes==Phycisphaerae_bacterium_SM-Chi-D1 #GCA_001999965

SALA_o_OTU_478 | size=1

PM3_o_OTU_357 | size=1

Terrabacteria_group==Firmicutes==Coprothermobacter_proteolyticus_DSM_5265 #GCA_000020945

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae #LGJZ01000005

SALA_o_OTU_435 | size=1

SALA_o_OTU_411 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Lindowbacteria_bacterium_RIFCSPLOWO2_02_FULL_62_12 #2710724069

PM3_o_OTU_85 | size=4

PM3_o_OTU_247 | size=1

Deferribacteres==Deferribacteres==Deferribacter_desulfuricans_SSM1 #AP011529

PM3_o_OTU_400 | size=1

PM3_o_OTU_230 | size=1

Terrabacteria_group==Chloroflexi==Ktedonobacter_racemifer_DSM_44963 #GCA_000178855

PM3_o_OTU_321 | size=2

SALA_o_OTU_378 | size=1

SALA_o_OTU_156 | size=3

PM3_o_OTU_393 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Vogelbacteria_bacterium_GWA1_51_14 #2708742575

SALA_o_OTU_437 | size=2

SALA_o_OTU_70 | size=4

Proteobacteria==Alphaproteobacteria==Candidatus_Hodgkinia_cicadicola_Dsem #GCA_000021505

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPLOWO2_12_FULL_39_16 #2711768385

SALA_o_OTU_207 | size=1

PM3_o_OTU_388 | size=1

SALA_o_OTU_475 | size=1

PM3_o_OTU_248 | size=2

TNS08_o_OTU_103 | size=1

PM3_o_OTU_35 | size=5

SALA_o_OTU_218 | size=14

SALA_o_OTU_330 | size=2

SALA_o_OTU_339 | size=1

PM3_o_OTU_131 | size=1

SALA_o_OTU_342 | size=2

TNS08_o_OTU_89 | size=1

PM3_o_OTU_209 | size=1

P19_o_OTU_38 | size=8

SALA_o_OTU_217 | size=1

SALA_o_OTU_461 | size=1

SALA_o_OTU_445 | size=1

PM3_o_OTU_178 | size=1

SALA_o_OTU_168 | size=1

PM3_o_OTU_30 | size=5

FCB_group==Candidatus_Cloacimonetes==Cloacimonetes_bacterium_SCGC_AAA252-F02 #GCA_000397825

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Komeilibacteria_bacterium_RIFOXYC1_FULL_37_11 #2711768718

PM3_o_OTU_220 | size=5

SALA_o_OTU_128 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_38_7 #2626542403

Proteobacteria==Alphaproteobacteria==Candidatus_Paracaedibacter_symbiosus #2609460321

PM3_o_OTU_225 | size=4

Proteobacteria==Alphaproteobacteria==Alphaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_34 #2710264654

PM3_o_OTU_153 | size=3

PM3_o_OTU_384 | size=1

PM3_o_OTU_10 | size=7

PM3_o_OTU_313 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_13 #2710264613

SALA_o_OTU_110 | size=10
SALA_o_OTU_105 | size=1

SALA_o_OTU_161 | size=1

PVC_group==Planctomycetes==Fuerstia_marisgermanicae #GCA_001983935

SALA_o_OTU_204 | size=1

PM3_o_OTU_423 | size=1

SALA_o_OTU_88 | size=1

PM3_o_OTU_129 | size=3

SALA_o_OTU_392 | size=1

SALA_o_OTU_242 | size=1

SALA_o_OTU_225 | size=6

PM3_o_OTU_394 | size=1

PM3_o_OTU_172 | size=6

Nitrospinae_Tectomicrobia_group==Nitrospinae==Nitrospina_sp._SCGC_AAA288-L16 #GCA_000372225

Omnitrophica==groundwater_metagenome #CXWL01009729

Acidobacteria==unclassified_Acidobacteria==Acidobacteria_bacterium_OLB17 #GCA_001567505

SALA_o_OTU_316 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_38_76 #2626541779

SALA_o_OTU_8 | size=1

SALA_o_OTU_73 | size=1

P19_o_OTU_99 | size=2

P19_o_OTU_97 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RBG_13_44_8 #2708742698

Terrabacteria_group==Firmicutes==Erysipelotrichaceae_bacterium_6_1_45 #GCA_000242175

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jacksonbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_25 #2710264539

FCB_group==Candidatus_Marinimicrobia==Marinimicrobia_bacterium_JGI_0000039-E15 #GCA_000403015

PAUC34f==marine_metagenome #CEUU01008595

PM3_o_OTU_235 | size=2

PM3_o_OTU_265 | size=1

PM3_o_OTU_264 | size=1

SALA_o_OTU_7 | size=13

SALA_o_OTU_243 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Brennerbacteria_bacterium_RIFOXYC1_FULL_41_11 #2711768730

SALA_o_OTU_192 | size=1

Bacteroidetes==Flavobacteriia==uncultured_marine_bacterium_Ant39E11 #DQ295241

PM3_o_OTU_268 | size=2

P19_o_OTU_101 | size=1

PM3_o_OTU_103 | size=18

SALA_o_OTU_334 | size=1

Proteobacteria==Alphaproteobacteria==Rhodospirillales_bacterium_RIFCSPLOWO2_12_FULL_58_28 #2711768358

SALA_o_OTU_480 | size=1

PM3_o_OTU_283 | size=1

SALA_o_OTU_46 | size=1

PM3_o_OTU_389 | size=1

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_44-23 #GCA_001899005

FCB_group==Bacteroidetes_Chlorobi_group==Alloprevotella_tannerae_ATCC_51259 #GCA_000159995

Proteobacteria==Gammaproteobacteria==SAR86_cluster_bacterium_BACL1_MAG-120820-bin45 #LICS01000025

PM3_o_OTU_332 | size=1

SALA_o_OTU_349 | size=1

SALA_o_OTU_453 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Candidatus_Sulcia_muelleri_BGSS #2599185120

Proteobacteria==Alphaproteobacteria==Erythrobacter_sp._REDSEA-S28_B2 #LUNQ01000001

SALA_o_OTU_23 | size=1

SALA_o_OTU_17 | size=1

SALA_o_OTU_430 | size=1

SALA_o_OTU_383 | size=1

SALA_o_OTU_255 | size=2

PM3_o_OTU_226 | size=7

Terrabacteria_group==Firmicutes==Alicyclobacillus_kakegawensis_NBRC_103104 #GCA_001552655

SALA_o_OTU_469 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_38_11 #2710723762

PM3_o_OTU_43 | size=6

Firmicutes==Bacilli==Oenococcus_oeni #LCTP01000002

SALA_o_OTU_286 | size=1

SALA_o_OTU_338 | size=1

PM3_o_OTU_330 | size=1

Cyanobacteria==Chloroplast==Mychonastes_homosphaera #KT199249

P19_o_OTU_20 | size=389

PM3_o_OTU_299 | size=1

Planctomycetes==Phycisphaerae==Phycisphaera_mikurensis_NBRC_102666 #AP012338

SALA_o_OTU_413 | size=1

SALA_o_OTU_317 | size=2

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_44_12 #2711768327

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nealsonbacteria_bacterium_RBG_13_42_11 #2721755373

SALA_o_OTU_427 | size=1

SALA_o_OTU_67 | size=17

SALA_o_OTU_254 | size=1

SALA_o_OTU_215 | size=2

SALA_o_OTU_185 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_39_21b #2626542234

SALA_o_OTU_264 | size=1

Cyanobacteria==Chloroplast==Carteria_crucifera #KT624880

Bacteroidetes==Sphingobacteriia==Bacteroidetes_bacterium_UKL13-3 #CP012155

TNS08_o_OTU_64 | size=1

SALA_o_OTU_292 | size=1

Spirochaetes==Spirochaetia==Sphaerochaeta_globosa_str._Buddy #GCA_000190435

Cyanobacteria==Chloroplast==Crustomastix_stigmatica #FN563093

SALA_o_OTU_382 | size=1

SALA_o_OTU_473 | size=1

Bacteroidetes==Cytophagia==Dyadobacter_sp._Leaf189 #LMPS01000001

FCB_group==Bacteroidetes_Chlorobi_group==Dysgonomonas_hofstadii_JCM_17038 #GCA_001312525

PM3_o_OTU_415 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_group_bacterium_RIFCSPHIGHO2_01_FULL_45_11 #2708743021

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Edwardsbacteria_bacterium_GWE2_54_12 #2708742655

SALA_o_OTU_182 | size=1

SALA_o_OTU_200 | size=1

Proteobacteria==Alphaproteobacteria==uncultured_alpha_proteobacterium #AP011749

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_01_FULL_39_24 #2708743037

PM3_o_OTU_322 | size=1

SALA_o_OTU_261 | size=1

PM3_o_OTU_354 | size=1

PM3_o_OTU_285 | size=1

SALA_o_OTU_15 | size=60

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_CPR2_bacterium_GW2011_GWD2_39_7 #2626541830

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_40_10 #2710723951

Bacteroidetes==Sphingobacteriia==Daphnia_magna #GDIQ01015769

PVC_group==Lentisphaerae==Lentisphaerales_bacterium_Lenti_01 #GCA_001604235

Fusobacteria==Fusobacteriia==Leptotrichia_goodfellowii_DSM_19756 #GCA_000516535

SALA_o_OTU_308 | size=1

P19_o_OTU_109 | size=1

Bacteroidetes==Flavobacteriia==Aquimarina_agarilytica_ZC1 #AHHE02000109

PM3_o_OTU_73 | size=14

Aquificae==Aquificae==Persephonella_sp._IF05-L8 #GCA_000703045

PM3_o_OTU_133 | size=9

Verrucomicrobia==Arctic97B-4_marine_group==uncultured_verrucomicrobium_HF0070_15G23 #GU567957

Proteobacteria==delta_epsilon_subdivisions==Arcobacter_sp._LPB0137 #GCA_001956695

PM3_o_OTU_182 | size=5

Bacteroidetes==Bacteroidia==Candidatus_Azobacteroides_pseudotrichonymphae_genomovar._CFP2 #AP010656

SALA_o_OTU_352 | size=2

P19_o_OTU_57 | size=1

PM3_o_OTU_369 | size=1

PM3_o_OTU_261 | size=3

PM3_o_OTU_124 | size=10

Proteobacteria==Betaproteobacteria==Burkholderia_pseudomallei_MSHR4375 #2630968754

Verrucomicrobia==Verrucomicrobia_Incertae_Sedis==Verrucomicrobia_subdivision_6_bacterium_BACL9_MAG-120507-bin52 #LIBO01000080

SALA_o_OTU_2 | size=5

SALA_o_OTU_375 | size=1

PM3_o_OTU_350 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wolfebacteria_bacterium_RIFCSPHIGHO2_01_FULL_48_22 #2708742993

SALA_o_OTU_11 | size=19

P19_o_OTU_42 | size=2

Proteobacteria==delta_epsilon_subdivisions==SAR324_cluster_bacterium_SCGC_AAA240-J09 #GCA_000213355

Candidatus_Moduliflexus_flocculans #GCA_000739515

P19_o_OTU_10 | size=125

SALA_o_OTU_133 | size=1

SALA_o_OTU_221 | size=16

P19_o_OTU_104 | size=1

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Leptolyngbya_sp._2LT21S03 #2509601021

SALA_o_OTU_22 | size=8

SALA_o_OTU_280 | size=1

PM3_o_OTU_267 | size=1

PM3_o_OTU_128 | size=1

Terrabacteria_group==Firmicutes==Thermoanaerobacterium_thermosaccharolyticum_DSM_571 #GCA_000145615

PM3_o_OTU_210 | size=1

SALA_o_OTU_343 | size=1

Firmicutes==Clostridia==gut_metagenome #CDZB01044293

SALA_o_OTU_351 | size=1

FCB_group==Candidatus_Aegiribacteria_bacterium_MLS_C #GCA_002030045

SALA_o_OTU_78 | size=1

SALA_o_OTU_91 | size=1

SALA_o_OTU_54 | size=24

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPLOWO2_01_FULL_43_44 #2710723911

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Azambacteria_bacterium_RIFCSPLOWO2_01_FULL_46_25 #2710723791

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kuenenbacteria_bacterium_CG1_02_38_13 #GCA_001871365

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_40_13 #2710723768

SALA_o_OTU_115 | size=2

SALA_o_OTU_48 | size=20

SALA_o_OTU_358 | size=3

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_plebeius_DSM_17135 #GCA_000187895

SALA_o_OTU_112 | size=6

SALA_o_OTU_389 | size=2

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYC2_FULL_38_12 #GCA_001806045

Thermotogae==Thermotogae==Kosmotoga_olearia_TBF_19.5.1 #GCA_000023325

SALA_o_OTU_158 | size=1

464_Nitratifractor_CGT_AGA #2547132497

SALA_o_OTU_452 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RIFCSPHIGHO2_01_FULL_39_32 #2708742953

PM3_o_OTU_424 | size=1

PM3_o_OTU_130 | size=10

SALA_o_OTU_262 | size=1

PM3_o_OTU_399 | size=1

SALA_o_OTU_188 | size=1

SALA_o_OTU_471 | size=1

PVC_group==Planctomycetes==Planctomicrobium_piriforme #GCA_900113665

SALA_o_OTU_421 | size=1

Cyanobacteria==Chloroplast==Cercis_gigantea #GAOK01049511

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPHIGHO2_01_FULL_43_9 #2708742947

SALA_o_OTU_361 | size=1

FCB_group==Fibrobacteres==Haloalkaliphilic_bacterium_ACht6-1 #2636415956

PM3_o_OTU_205 | size=1

Planctomycetes==OM190==wastewater_metagenome #CXWK01000134

SALA_o_OTU_199 | size=1

PM3_o_OTU_378 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_bacterium_OLB16 #GCA_001567115

Proteobacteria==Alphaproteobacteria==Rhizobium_sp._Leaf311 #GCA_001423445

FCB_group==Bacteroidetes_Chlorobi_group==Anaerophaga_thermohalophila_Fru22 #2515154051

PM3_o_OTU_63 | size=2

PM3_o_OTU_371 | size=1

SALA_o_OTU_331 | size=2

Proteobacteria==Deltaproteobacteria==hydrothermal_vent_metagenome #LWDU01039425

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_JGI_0002000-F10 #GCA_000485455

PM3_o_OTU_255 | size=1

PM3_o_OTU_358 | size=1

Terrabacteria_group==Firmicutes==Candidatus_Desulforudis_audaxviator_MP104C #GCA_000018425

SALA_o_OTU_406 | size=1

PM3_o_OTU_246 | size=2

Ignavibacteriae==Ignavibacteria==hydrocarbon_metagenome #LNQE01000459

Proteobacteria==Gammaproteobacteria==Coxiella_endosymbiont_of_Amblyomma_americanum #CP007541

PVC_group==Planctomycetes==Schlesneria_paludicola_DSM_18645 #GCA_000255655

Elusimicrobia==Elusimicrobia==Elusimicrobium_minutum_Pei191 #GCA_000020145

SALA_o_OTU_146 | size=9

SALA_o_OTU_139 | size=5

FCB_group==Bacteroidetes_Chlorobi_group==Phocaeicola_abscessus_CCUG_55929 #GCA_000312445

P19_o_OTU_75 | size=2

SALA_o_OTU_177 | size=10

PM3_o_OTU_23 | size=2

SALA_o_OTU_169 | size=1

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_CAG_345 #GCA_000433315

FCB_group==Fibrobacteres==Fibrobacter_sp._UWOS #GCA_900142455

P19_o_OTU_37 | size=1

Proteobacteria==Alphaproteobacteria==Magnetococcus_marinus_MC-1 #GCA_000014865

SALA_o_OTU_203 | size=1

SALA_o_OTU_355 | size=4

PM3_o_OTU_232 | size=1

SALA_o_OTU_118 | size=2

PM3_o_OTU_177 | size=1

SALA_o_OTU_332 | size=1

SALA_o_OTU_107 | size=1

SALA_o_OTU_183 | size=1

Terrabacteria_group==Firmicutes==Eggerthia_catenaformis_OT_569___DSM_20559 #GCA_000340375

PM3_o_OTU_304 | size=2

PM3_o_OTU_148 | size=4

SALA_o_OTU_250 | size=1

P19_o_OTU_80 | size=1

SALA_o_OTU_231 | size=1

Deltaproteobacterium_EBPR_Bin_274 #2619618919

SALA_o_OTU_101 | size=2

TNS08_o_OTU_16 | size=108

SALA_o_OTU_184 | size=1

SALA_o_OTU_224 | size=1

PM3_o_OTU_256 | size=1

SALA_o_OTU_56 | size=5

PM3_o_OTU_193 | size=1

SALA_o_OTU_320 | size=1

P19_o_OTU_32 | size=32

PM3_o_OTU_95 | size=24

SALA_o_OTU_227 | size=1

PM3_o_OTU_82 | size=4

Spirochaetae==Spirochaetes==Spirochaeta_thermophila_DSM_6192 #CP001698

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_28 #2710264584

PM3_o_OTU_356 | size=2

Terrabacteria_group==Firmicutes==Clostridium_sp._CAG_306 #GCA_000431555

SALA_o_OTU_396 | size=1

Cyanobacteria==Chloroplast==Japonolirion_osense #KF454712

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Colwellbacteria_bacterium_RIFCSPHIGHO2_02_FULL_43_15 #2710264686

Terrabacteria_group==Firmicutes==Listeria_monocytogenes #GCA_001999045

SALA_o_OTU_119 | size=1

SALA_o_OTU_72 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RIFCSPHIGHO2_12_FULL_46_16 #2710723562

Spirochaetes==Spirochaetia==Spirochaetales_bacterium_Spiro_06 #GCA_001604335

SALA_o_OTU_103 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA1_44_24 #2626542333

SALA_o_OTU_109 | size=1

SALA_o_OTU_216 | size=2

Terrabacteria_group==Firmicutes==Massiliomicrobiota_timonensis #GCA_900120365

SALA_o_OTU_12 | size=27

Proteobacteria==Alphaproteobacteria==Rickettsiales_bacterium #GCA_001730065

SALA_o_OTU_41 | size=12

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GBS-2 #GCA_001443025

Proteobacteria==Alphaproteobacteria==Holospora_elegans #2603879700

TNS08_o_OTU_102 | size=1

Cyanobacteria==Chloroplast==Pycnococcus_provasolii #FJ493498

SALA_o_OTU_377 | size=1

SALA_o_OTU_77 | size=11

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Abawacabacteria_bacterium_RBG_16_42_10 #2708742708

SALA_o_OTU_309 | size=2

PM3_o_OTU_291 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG2_30_48_51 #GCA_001873525

PVC_group==Verrucomicrobia==Pedosphaera_parvula_Ellin514 #GCA_000172555

PM3_o_OTU_240 | size=4

SALA_o_OTU_144 | size=1

Verrucomicrobia==Arctic97B-4_marine_group==uncultured_bacterium_AD243-C9 #EU686604

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Obscuribacter_phosphatis #2556921048

PM3_o_OTU_123 | size=2

Proteobacteria==Gammaproteobacteria==hydrothermal_vent_metagenome #JYMV01053789

PM3_o_OTU_315 | size=1

SALA_o_OTU_195 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_35_13 #2710723877

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WS6_bacterium_OLB20 #GCA_001567355

SALA_o_OTU_395 | size=1
SALA_o_OTU_69 | size=20

Terrabacteria_group==Firmicutes==Faecalibaculum_rodentium #GCA_001564455

Aquificae==Aquificae==Hydrogenobaculum_sp._HO #GCA_000341855

SALA_o_OTU_160 | size=1

SALA_o_OTU_27 | size=1

SALA_o_OTU_237 | size=1

Terrabacteria_group==Tenericutes==Mycoplasmataceae_bacterium_sp._RC_NB112A_MRE-RC #2698536577

Terrabacteria_group==Firmicutes==Butyricicoccus_sp._N54.MGS-46 #GCA_001643435

SALA_o_OTU_416 | size=1

SALA_o_OTU_165 | size=1

SALA_o_OTU_113 | size=3

SALA_o_OTU_145 | size=3

Elusimicrobia==Elusimicrobia==uncultured_Termite_group_1_bacterium_phylotype_Rs-D17 #AP009510

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WOR-1_bacterium_RIFOXYA12_FULL_36_13 #2711768525

PM3_o_OTU_160 | size=3

PM3_o_OTU_233 | size=1

FCB_group==Candidatus_Kryptonia==Kryptonium_sp._JGI-1_Ga0063176 #2599185253

Cyanobacteria==Chloroplast==Xylochloris_irregularis #KM462872

PM3_o_OTU_363 | size=1

Firmicutes==Clostridia==Desulfotomaculum_acetoxidans_DSM_771 #CP001720

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_43_10 #2626542248

SALA_o_OTU_412 | size=1

PM3_o_OTU_94 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_C7867-005 #GCA_001189165

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE2_46_68 #2626541881

SALA_o_OTU_380 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Chisholmbacteria_bacterium_RIFCSPLOWO2_01_FULL_50_28 #2710723706

Proteobacteria==Gammaproteobacteria==Shigella_sonnei #GCA_900159265

Terrabacteria_group==Actinobacteria==Bifidobacterium_longum_longum_NCIMB8809 #2687453409

Proteobacteria==Alphaproteobacteria==Candidatus_Hepatobacter_penaei #2609460328

SALA_o_OTU_100 | size=3

Terrabacteria_group==Chloroflexi==Chloroflexus_sp._Y-396-1 #GCA_000516515

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_thetaiotaomicron #GCA_001055755

Terrabacteria_group==Firmicutes==Thermoanaerobacter_ethanolicus_JW_200 #GCA_000192295

Thermotogae==Thermotogae==Marinitoga_sp._1155 #AZAX01000031

SALA_o_OTU_212 | size=2

SALA_o_OTU_381 | size=1

PM3_o_OTU_99 | size=24

PM3_o_OTU_401 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFOXYA1_FULL_37_12 #2711768505

P19_o_OTU_100 | size=1

PM3_o_OTU_314 | size=1

TNS08_o_OTU_34 | size=7

SALA_o_OTU_137 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Acetothermum_autotrophicum_MDM_project_reference #2264813001

464_OD1_AGG_TAT #2547132500

Terrabacteria_group==Firmicutes==Veillonella_denticariosi_JCM_15641 #GCA_001312465

PM3_o_OTU_110 | size=15

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPHIGHO2_12_FULL_39_39 #2710723584

P19_o_OTU_113 | size=1

TNS08_o_OTU_92 | size=1

SALA_o_OTU_232 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPHIGHO2_12_FULL_56_13 #2710723581

PM3_o_OTU_324 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Liptonbacteria_bacterium_RIFCSPHIGHO2_12_FULL_60_13 #2710723526

P19_o_OTU_69 | size=2

SALA_o_OTU_384 | size=1

SALA_o_OTU_44 | size=25

SALA_o_OTU_294 | size=1

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_CAG_822 #GCA_000432855

PM3_o_OTU_405 | size=1

PM3_o_OTU_266 | size=3

SALA_o_OTU_90 | size=10

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE2_46_45 #2626541880

P19_o_OTU_44 | size=10

PM3_o_OTU_155 | size=3

Dictyoglomi==Dictyoglomia==Dictyoglomus_thermophilum_H-6-12 #GCA_000020965

SALA_o_OTU_59 | size=6

SALA_o_OTU_198 | size=1

PM3_o_OTU_143 | size=5

PM3_o_OTU_58 | size=11

SALA_o_OTU_436 | size=1

Proteobacteria==Alphaproteobacteria==Panax_ginseng #KF735063

PM3_o_OTU_136 | size=25

Terrabacteria_group==Firmicutes==Halarsenatibacter_silvermanii #GCA_900103135

P19_o_OTU_27 | size=6

SALA_o_OTU_299 | size=1

PM3_o_OTU_351 | size=1

SALA_o_OTU_322 | size=1

PM3_o_OTU_331 | size=1

PM3_o_OTU_362 | size=1

SALA_o_OTU_52 | size=9

PM3_o_OTU_336 | size=1

SALA_o_OTU_247 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_34_13 #2626542397

P19_o_OTU_6 | size=10

PM3_o_OTU_395 | size=1

TNS08_o_OTU_18 | size=18

Proteobacteria==Betaproteobacteria==Candidatus_Nasuia_deltocephalinicola_PUNC #2684623131

PM3_o_OTU_288 | size=1

Proteobacteria==Alphaproteobacteria==Candidatus_Midichloria_mitochondrii_IricVA #GCA_000219355

SALA_o_OTU_350 | size=1

PM3_o_OTU_45 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPHIGHO2_12_FULL_38_37 #2710723548

Mollicutes-related_endobacteria_phylotype_2_Genome_Extracted_from_a_Metagenome #2700988691

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFCSPLOWO2_02_FULL_39_32 #2710724074

SALA_o_OTU_345 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Dadabacteria_bacterium_CSP1-2 #GCA_001443445

Spirochaetes==unclassified_Spirochaetes==Spirochaetes_bacterium_RBG_16_49_21 #2708742746

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFOXYB1_FULL_41_27 #2711768686

PM3_o_OTU_3 | size=1292

Proteobacteria==Gammaproteobacteria==Acinetobacter_baumannii_BIDMC_57 #JMUI01000001

P19_o_OTU_87 | size=1

PM3_o_OTU_328 | size=1

PM3_o_OTU_42 | size=8

SALA_o_OTU_454 | size=2

Spirochaetae==Spirochaetes==Treponema_sp._OMZ_838 #CP009227

PM3_o_OTU_307 | size=1

PM3_o_OTU_68 | size=1

Proteobacteria==Deltaproteobacteria==uncultured_delta_proteobacterium_HF0070_10I02 #GU474857

P19_o_OTU_119 | size=1

SALA_o_OTU_467 | size=1

SALA_o_OTU_179 | size=3

SALA_o_OTU_283 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RIFOXYC2_FULL_36_12 #GCA_001778235

SALA_o_OTU_297 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPHIGHO2_01_FULL_51_33 #2708742999

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Spechtbacteria_bacterium_RIFCSPLOWO2_01_FULL_43_12 #2710723725

P19_o_OTU_40 | size=74

FCB_group==Candidatus_Marinimicrobia_bacterium_CG1_02_48_14 #GCA_001872685

PVC_group==Verrucomicrobia==Candidatus_Xiphinematobacter_sp._Idaho_Grape #2718217752

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroidales_bacterium_Bact_24 #GCA_001603695

SALA_o_OTU_312 | size=1

Cyanobacteria==Chloroplast==Chlamydomonas_applanata #KT625417

Proteobacteria==Alphaproteobacteria==Mesorhizobium_sp._LNJC374B00 #AYWM01000003

SALA_o_OTU_277 | size=2

SALA_o_OTU_476 | size=1

PM3_o_OTU_111 | size=1

SALA_o_OTU_336 | size=1

P19_o_OTU_31 | size=1

Terrabacteria_group==Firmicutes==Clostridiales_bacterium_PH28_bin88 #2627853997

P19_o_OTU_67 | size=6

Terrabacteria_group==Deinococcus-Thermus==Deinococcus_humi_MK03 #2597489808

FCB_group==Bacteroidetes_Chlorobi_group==Microscilla_marina_ATCC_23134_re-annotation #2636416090

SALA_o_OTU_106 | size=55

Proteobacteria==Gammaproteobacteria==Thiothrix_sp._EBPR_Bin_364 #2619618925

PM3_o_OTU_64 | size=1

PM3_o_OTU_100 | size=2

PM3_o_OTU_335 | size=1

SALA_o_OTU_84 | size=3

PM3_o_OTU_202 | size=7

SALA_o_OTU_328 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG1_02_42_13 #GCA_001872405

Proteobacteria==Gammaproteobacteria==Alteromonas_macleodii_str._REDSEA-S12_B5_Ga0113946 #2651870153

PVC_group==Planctomycetes==Gemmata_sp._SH-PL17 #2671180531

Terrabacteria_group==Chloroflexi==Anaerolinea_sp._SCGC_AC-711-B22 #2630968212

PM3_o_OTU_355 | size=1

PVC_group==Planctomycetes==Planctomycetaceae_bacterium_BBD_1991-11 #GCA_001657375

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPLOWO2_01_FULL_36_10 #2710723711

PM3_o_OTU_88 | size=14

P19_o_OTU_78 | size=3

PM3_o_OTU_152 | size=6

PM3_o_OTU_387 | size=1

SALA_o_OTU_388 | size=1

SALA_o_OTU_55 | size=25

Verrucomicrobia==Verrucomicrobiae==hydrothermal_vent_metagenome #LWDU01043029

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA2_41_22 #2626541947

P19_o_OTU_2 | size=237

SALA_o_OTU_49 | size=1

unclassified_Bacteria==unclassified_Bacteria==bacterium_JKG1 #GCA_000526415

Terrabacteria_group==Actinobacteria==Atopobium_minutum_DSM_20586 #2667527893

PM3_o_OTU_191 | size=5

SALA_o_OTU_63 | size=1

PM3_o_OTU_229 | size=1

PM3_o_OTU_251 | size=6

SALA_o_OTU_211 | size=2

Proteobacteria==Gammaproteobacteria==Alteromonas_australica #GCA_000730385

Tenericutes==Mollicutes==Candidatus_Hepatoplasma_crinochetorum #CWGI01000001

SALA_o_OTU_214 | size=1

PM3_o_OTU_279 | size=7

SALA_o_OTU_174 | size=5

PM3_o_OTU_81 | size=7

PM3_o_OTU_77 | size=4

SALA_o_OTU_446 | size=2

Proteobacteria==delta_epsilon_subdivisions==Deferrisoma_camini_S3R1 #GCA_000526155

PM3_o_OTU_341 | size=2

PVC_group==Chlamydiae==Chlamydia_psittaci_HJ #2630968943

Terrabacteria_group==Firmicutes==Caldicellulosiruptor_obsidiansis_OB47 #GCA_000145215

PM3_o_OTU_289 | size=5

FCB_group==Gemmatimonadetes==Gemmatimonadetes_bacterium_SCGC_AAA240-J22 #GCA_000482625

Terrabacteria_group==Firmicutes==Candidatus_Arthromitus_sp._SFB-4 #GCA_000252725

Terrabacteria_group==Firmicutes==Bacillus_marmarensis_DSM_21297 #GCA_000474275

SALA_o_OTU_314 | size=2

PM3_o_OTU_102 | size=1

FCB_group==Gemmatimonadetes==Gemmatimonas_aurantiaca_T-27 #GCA_000010305

Proteobacteria==Deltaproteobacteria==marine_metagenome #CEQY01003175

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYD1_FULL_40_23 #GCA_001783215

P19_o_OTU_90 | size=1

PM3_o_OTU_391 | size=1

SALA_o_OTU_202 | size=1

SALA_o_OTU_253 | size=2

SALA_o_OTU_470 | size=1

SALA_o_OTU_368 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWB1_36_5 #2626541811

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWC2_33_13 #2626542066

PM3_o_OTU_308 | size=2

SALA_o_OTU_300 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Colwellbacteria_bacterium_RBG_13_48_8 #2721755326

Bacteroidetes==Sphingobacteriia==Sphingobacterium_sp._Ag1 #LBGU01000004

PM3_o_OTU_134 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_group_bacterium_RBG_16_45_19 #2708742751

SALA_o_OTU_302 | size=1

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Prochlorococcus_sp._MIT0603 #2606217686

SALA_o_OTU_268 | size=3

PM3_o_OTU_373 | size=1

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_OLB15 #GCA_001567085

Omnitrophica==uncultured_bacterium #FP245540

Terrabacteria_group==Firmicutes==Anaerococcus_hydrogenalis_DSM_7454 #GCA_000173355

Proteobacteria==Alphaproteobacteria==Sulfitobacter_sp._NAS-14.1 #AALZ01000006

SALA_o_OTU_457 | size=1

SALA_o_OTU_282 | size=2

PM3_o_OTU_183 | size=3
PM3_o_OTU_213 | size=1

PM3_o_OTU_263 | size=1

PM3_o_OTU_260 | size=1

SALA_o_OTU_485 | size=1

SALA_o_OTU_290 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Berkelbacteria_bacterium_RIFCSPHIGHO2_12_FULL_50_11 #2710723655

PM3_o_OTU_34 | size=9

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPLOWO2_12_FULL_50_10 #2711768401

P19_o_OTU_117 | size=1

P19_o_OTU_88 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_NC10_bacterium_RIFCSPLOWO2_02_FULL_66_22 #2710724002

SALA_o_OTU_191 | size=2

PM3_o_OTU_349 | size=1

SALA_o_OTU_357 | size=2

P19_o_OTU_62 | size=6

SALA_o_OTU_111 | size=3

PM3_o_OTU_275 | size=1

PM3_o_OTU_297 | size=3

Chlorobi==Chlorobia==Chlorobium_luteolum #LVWG01000034

Spirochaetes==Spirochaetia==Turneriella_parva_DSM_21527 #GCA_000266885

P19_o_OTU_58 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RBG_16_52_11 #2708742800

SALA_o_OTU_305 | size=1

Terrabacteria_group==Firmicutes==Caldanaerobacter_subterraneus_tengcongensis_MB4T #2623620677

Actinobacteria==Actinobacteria==Corynebacterium_diphtheriae_BH8 #CP003209

SALA_o_OTU_372 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_SR1_bacterium_RAAC1_SR1_1 #GCA_000503875

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nealsonbacteria_bacterium_RIFOXYD1_FULL_39_11 #GCA_001821585

SALA_o_OTU_219 | size=1

PM3_o_OTU_386 | size=1

SALA_o_OTU_324 | size=2

Bacteroidetes==Flavobacteriia==hydrothermal_vent_metagenome #LWDU01034907

PM3_o_OTU_262 | size=3

Firmicutes==Clostridia==uncultured_bacterium_Contig11 #KC246835

PM3_o_OTU_228 | size=8

Proteobacteria==Alphaproteobacteria==Sphingobium_sp._C100 #AYOY01000055

SALA_o_OTU_394 | size=1

PM3_o_OTU_6 | size=4

Chrysiogenetes==Chrysiogenetes==Desulfurispirillum_indicum_S5 #GCA_000177635

P19_o_OTU_66 | size=1

P19_o_OTU_24 | size=265

SALA_o_OTU_138 | size=9

SALA_o_OTU_223 | size=1

SALA_o_OTU_481 | size=1

Nitrospirae==Nitrospira==Leptospirillum_ferrooxidans_C2-3 #GCA_000284315

TNS08_o_OTU_45 | size=1

SALA_o_OTU_474 | size=1

Proteobacteria==Alphaproteobacteria==Sphingopyxis_sp._Root214 #LMIG01000004

PM3_o_OTU_78 | size=3

SALA_o_OTU_71 | size=12

Terrabacteria_group==Deinococcus-Thermus==Truepera_radiovictrix_DSM_17093 #GCA_000092425

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroidetes_bacterium_GWF2_29_10 #2708742675

P19_o_OTU_1 | size=583

PM3_o_OTU_147 | size=7

FCB_group==Bacteroidetes_Chlorobi_group==Porphyromonas_sp._HMSC065F10 #GCA_001808555

SALA_o_OTU_415 | size=1

SALA_o_OTU_311 | size=1

SALA_o_OTU_376 | size=1

SALA_o_OTU_6 | size=43

SALA_o_OTU_64 | size=1

Terrabacteria_group==Firmicutes==Desulfotomaculum_kuznetsovii_DSM_6115 #GCA_000214705

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_37_49 #2626542186

PM3_o_OTU_197 | size=1

Terrabacteria_group==Firmicutes==Paenibacillus_sp._P46E #GCA_001909095

SALA_o_OTU_153 | size=1

PM3_o_OTU_281 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Terrybacteria_bacterium_RIFCSPHIGHO2_01_FULL_58_15 #2708742920

Cyanobacteria==Chloroplast==Ankyra_judayi #KT199255

Acidobacteria==unclassified_Acidobacteria==Thermoanaerobaculum_aquaticum #GCA_000687145

PM3_o_OTU_57 | size=1

SALA_o_OTU_273 | size=1

Firmicutes==Negativicutes==Thermosinus_carboxydivorans_Nor1 #AAWL01000016

Terrabacteria_group==Armatimonadetes==Chthonomonas_calidirosea_T49 #2524614646

PM3_o_OTU_180 | size=1

TNS08_o_OTU_36 | size=1
TNS08_o_OTU_61 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_SG8_24 #2654587969

Chloroflexi==Chloroflexia==freshwater_metagenome #JNSL01000092

Proteobacteria==Alphaproteobacteria==Rhodospirillum_sp._UNK.MGS-17 #GCA_000980655

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Uhrbacteria_bacterium_RIFOXYC12_FULL_57_11 #2711768770

Bacteroidetes==Sphingobacteriia==wastewater_metagenome #CXWJ01000322

SALA_o_OTU_444 | size=1

SALA_o_OTU_386 | size=1

SALA_o_OTU_325 | size=1

SALA_o_OTU_155 | size=3

PM3_o_OTU_187 | size=8

PM3_o_OTU_139 | size=1

PM3_o_OTU_190 | size=1

SM1_D11 #2554235000

PM3_o_OTU_383 | size=1

PM3_o_OTU_366 | size=1

Terrabacteria_group==Armatimonadetes==Armatimonadetes_bacterium_CG2_30_66_41 #GCA_001871675

SALA_o_OTU_39 | size=40

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWE2_38_30 #2626541951

PM3_o_OTU_138 | size=8

SALA_o_OTU_175 | size=2

Terrabacteria_group==Tenericutes==Tenericutes_bacterium_GWC2_39_45 #2721755211

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Adlerbacteria_bacterium_RIFOXYC1_FULL_48_26 #2711768731

PVC_group==Verrucomicrobia==Opitutaceae_bacterium_TAV5 #GCA_000242935

FCB_group==Bacteroidetes_Chlorobi_group==Chlorobi_bacterium_OLB4 #GCA_001567325

PM3_o_OTU_253 | size=3

PM3_o_OTU_38 | size=9

SALA_o_OTU_180 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WS6_bacterium_GW2011_GWC2_36_7 #2626541833

Acidobacteria==Blastocatellia==Chloracidobacterium_thermophilum_OC1 #2690315793

SALA_o_OTU_26 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWC2_49_9 #2626542205

Proteobacteria==Gammaproteobacteria==Candidatus_Endoecteinascidia_frumentensis_ETD4_Ga0072939 #2616645016

Firmicutes==Clostridia==gut_metagenome #CDYR01047590

PM3_o_OTU_379 | size=1

SALA_o_OTU_33 | size=7

PM3_o_OTU_219 | size=2

SALA_o_OTU_418 | size=1

PM3_o_OTU_339 | size=2

PM3_o_OTU_374 | size=1

SALA_o_OTU_143 | size=1

PM3_o_OTU_121 | size=7

Bacteroidetes==Cytophagia==Saccharina_japonica #JXRI01003429

Proteobacteria==delta_epsilon_subdivisions==Desulfopila_aestuarii_DSM_18488 #GCA_900143695

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFOXYD12_FULL_66_9 #2711768776

PM3_o_OTU_146 | size=1

P19_o_OTU_89 | size=1

Spirochaetae==Spirochaetes==Borrelia_afzelii_K78 #CP009058

P19_o_OTU_115 | size=1

SALA_o_OTU_340 | size=1

SALA_o_OTU_385 | size=1

PM3_o_OTU_87 | size=5

Thermotogae==Thermotogae==Mesoaciditoga_lauensis_cd-1655R___DSM_25116 #GCA_000745455

FCB_group==Bacteroidetes_Chlorobi_group==Saprospira_grandis_DSM_2844 #GCA_000275825

SALA_o_OTU_147 | size=3

SALA_o_OTU_85 | size=28

PM3_o_OTU_174 | size=5

PVC_group==Verrucomicrobia==Verrucomicrobia_bacterium_SCGC_AAA300-K03 #GCA_000382665

P19_o_OTU_51 | size=3

PM3_o_OTU_250 | size=3

PM3_o_OTU_316 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RBG_16_42_24 #2708742724

PM3_o_OTU_126 | size=2

P19_o_OTU_93 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPHIGHO2_01_FULL_36_15 #2708743095

SALA_o_OTU_181 | size=1

SALA_o_OTU_9 | size=43

SALA_o_OTU_189 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Margulisbacteria_bacterium_GWF2_38_17 #2708742682

SALA_o_OTU_30 | size=17

Proteobacteria==Gammaproteobacteria==Vibrio_parahaemolyticus_NIHCB0757 #GCA_000477475

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RIFOXYA2_FULL_38_12 #2711768579

Terrabacteria_group==Deinococcus-Thermus==Oceanithermus_profundus_DSM_14977 #GCA_000183745

candidate_division_BRC1_V174F5 #2236347061

PM3_o_OTU_239 | size=1

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae_KLP24 #2657245510

AC1==candidate_division_TA06_bacterium_SM1_40 #LJVA01000165

PM3_o_OTU_163 | size=1

SALA_o_OTU_235 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Fervidibacteria_bacterium_SCGC_AAA471-D06 #GCA_000380725

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Beckwithbacteria_bacterium_RBG_13_42_9 #2721755358

SALA_o_OTU_102 | size=9

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Niyogibacteria_bacterium_RIFCSPLOWO2_01_FULL_45_48 #2710723737

SALA_o_OTU_201 | size=3

Caldiserica==Caldisericia==Caldisericum_exile_AZM16c01 #AP012051

PM3_o_OTU_154 | size=3

SALA_o_OTU_157 | size=1

P19_o_OTU_25 | size=16

SALA_o_OTU_116 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_01_FULL_49_38 #2708743118

Candidate_division_OP3_bacterium_EBPR_Bin_182 #2619618904

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWD2_40_19 #2626542315

SALA_o_OTU_125 | size=5

SALA_o_OTU_410 | size=1

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFCSPLOWO2_01_FULL_59_12 #2710723795

PM3_o_OTU_327 | size=1

Bacteroidetes==Flavobacteriia==Capnocytophaga_sp._oral_taxon_335_str._F0486 #AKFR01000009

SALA_o_OTU_236 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Sanguibacteroides_justesenii_OUH_308042 #2627853676

P19_o_OTU_118 | size=1

SALA_o_OTU_405 | size=1

PM3_o_OTU_46 | size=8

SALA_o_OTU_408 | size=1

PM3_o_OTU_223 | size=2

Proteobacteria==Alphaproteobacteria==Candidatus_Xenolissoclinum_pacificiensis_L6 #GCA_000512675

Proteobacteria==Deltaproteobacteria==Bdellovibrio_bacteriovorus #LUKE01000007

Acidobacteria==Subgroup_6==uncultured_Acidobacteria_bacterium #AY281352
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Bacteria 
16S+23S

IQTREE
GTR+F+R10 (ModelFinder)
Non-parametric bootstraps

Bacteria 
16S_250bp

IQTREE
GTR+F+R10 (ModelFinder)
Non-parametric bootstraps

0.2 subsitutions per site

Verrucomicrobia==Verrucomicrobiae==hydrothermal_vent_metagenome #LWDU01043029

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPHIGHO2_01_FULL_36_15 #2708743095

Opisthokonta==Metazoa==Bacillus_anthracis_2002013094 #2634166487

SALA_o_OTU_273 | size=1

P19_o_OTU_51 | size=3_r_45646

PM3_o_OTU_394 | size=1

PM3_o_OTU_275 | size=1

SALA_o_OTU_296 | size=2

SALA_o_OTU_30 | size=17

SALA_o_OTU_407 | size=1

Verrucomicrobia==Arctic97B-4_marine_group==uncultured_bacterium_AD243-C9 #EU686604

Mollicutes-related_endobacteria_phylotype_2_Genome_Extracted_from_a_Metagenome #2700988691

SALA_o_OTU_189 | size=1

SALA_o_OTU_157 | size=1

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_44-23 #GCA_001899005

SALA_o_OTU_261 | size=1

PM3_o_OTU_257 | size=1

SALA_o_OTU_177 | size=10

SALA_o_OTU_105 | size=1

PM3_o_OTU_206 | size=1

PM3_o_OTU_344 | size=2

SALA_o_OTU_328 | size=3

Acidobacteria==Blastocatellia==Pyrinomonas_methylaliphatogenes_K22 #2545824503

PM3_o_OTU_366 | size=1

Cyanobacteria==Chloroplast==Mychonastes_homosphaera #KT199249

Terrabacteria_group==Tenericutes==Candidatus_Mycoplasma_haemobos #GCA_001645765

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_RBG_13_54_9 #2721755302

SALA_o_OTU_111 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RIFCSPHIGHO2_01_FULL_39_32 #2708742953

SALA_o_OTU_372 | size=1

PM3_o_OTU_384 | size=1

PM3_o_OTU_102 | size=1

PM3_o_OTU_348 | size=1

SALA_o_OTU_461 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Colwellbacteria_bacterium_RIFCSPHIGHO2_02_FULL_43_15 #2710264686

SALA_o_OTU_31 | size=3

PM3_o_OTU_227 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_01_FULL_40_98 #2708743017

Proteobacteria==Gammaproteobacteria==Thiomicrospira_sp._WB1 #LQBN01000005

Bacteroidetes==Bacteroidetes_Incertae_Sedis==Salinibacter_ruber_M8 #FP565814

SALA_o_OTU_23 | size=1

SALA_o_OTU_119 | size=1

SALA_o_OTU_93 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Liptonbacteria_bacterium_RIFCSPHIGHO2_12_FULL_60_13 #2710723526

SALA_o_OTU_139 | size=5

SALA_o_OTU_184 | size=1

PM3_o_OTU_100 | size=2

FCB_group==Candidatus_Marinimicrobia_bacterium_CG1_02_48_14 #GCA_001872685

Firmicutes==Bacilli==Cohnella_panacarvi_Gsoil_349 #AZXQ01000006

SALA_o_OTU_203 | size=1

Terrabacteria_group==Chloroflexi==Thermomicrobium_sp._HL1 #2263196004

PM3_o_OTU_129 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPHIGHO2_01_FULL_43_27 #2708742979

SALA_o_OTU_71 | size=12

SALA_o_OTU_332 | size=1

SALA_o_OTU_304 | size=2

PM3_o_OTU_367 | size=1

SALA_o_OTU_172 | size=1

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Vampirovibrio_chlorellavorus #2600254900

SALA_o_OTU_260 | size=2

SALA_o_OTU_68 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_43_10 #2626542248

SALA_o_OTU_128 | size=6

SALA_o_OTU_108 | size=1

Deltaproteobacterium_EBPR_Bin_274 #2619618919

P19_o_OTU_113 | size=1_r_27206

P19_o_OTU_54 | size=4_r_57703

Proteobacteria==Alphaproteobacteria==Holospora_elegans #2603879700

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Yonathbacteria_bacterium_RIFCSPHIGHO2_01_FULL_44_41 #2708742985

SALA_o_OTU_391 | size=1

Terrabacteria_group==Firmicutes==Faecalibaculum_rodentium #GCA_001564455

PVC_group==Planctomycetes==Planctomycetes_bacterium_SM23_32 #2654588057

SALA_o_OTU_467 | size=1

Opisthokonta==Metazoa==Thermosipho_sp._1063 #2617270840

SALA_o_OTU_99 | size=2

SALA_o_OTU_88 | size=1

SALA_o_OTU_314 | size=2

SALA_o_OTU_293 | size=1

P19_o_OTU_112 | size=1_r_147846

Proteobacteria==Epsilonproteobacteria==Helicobacter_pylori_Hp_H-3 #AKOX01000011

PM3_o_OTU_98 | size=14

P19_o_OTU_18 | size=61_r_125442

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE2_46_45 #2626541880

SALA_o_OTU_190 | size=1

SALA_o_OTU_115 | size=2

PM3_o_OTU_87 | size=5

Terrabacteria_group==Deinococcus-Thermus==Deinococcus_humi_MK03 #2597489808

PM3_o_OTU_413 | size=1

SALA_o_OTU_214 | size=1

SALA_o_OTU_19 | size=1

Terrabacteria_group==Firmicutes==Tepidanaerobacter_syntrophicus_JL #2636415979

SALA_o_OTU_381 | size=1

SALA_o_OTU_444 | size=1

Spirochaetes==Spirochaetia==Treponema_succinifaciens_DSM_2489 #GCA_000195275

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFOXYD1_FULL_40_21 #GCA_001782755

SALA_o_OTU_13 | size=1

PM3_o_OTU_155 | size=3

Proteobacteria==Deltaproteobacteria==Deltaproteobacteria_bacterium_GWC2_55_46 #LVEI02000001

PM3_o_OTU_349 | size=1

SALA_o_OTU_199 | size=1

PM3_o_OTU_221 | size=3

PVC_group==Candidatus_Omnitrophica_bacterium_CG1_02_41_171 #GCA_001871865

SALA_o_OTU_20 | size=3

P19_o_OTU_115 | size=1_r_41106

Proteobacteria==Alphaproteobacteria==Ehrlichia_chaffeensis_str._Jax #CP007475

PM3_o_OTU_268 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Raymondbacteria_bacterium_RifOxyA12_full_50_37 #2711768511

Nitrospirae==Nitrospira==hydrothermal_vent_metagenome #LWDU01037104

SALA_o_OTU_333 | size=2

SALA_o_OTU_6 | size=43

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_group_bacterium_RIFCSPHIGHO2_01_FULL_45_11 #2708743021

PM3_o_OTU_35 | size=5

SALA_o_OTU_394 | size=1

PM3_o_OTU_309 | size=1

Nitrospinae_Tectomicrobia_group==Nitrospinae==Nitrospinae_bacterium_RIFCSPLOWO2_12_FULL_45_22 #2711768431

PVC_group==Verrucomicrobia==Opitutaceae_bacterium_TAV5 #GCA_000242935

PM3_o_OTU_375 | size=1

PM3_o_OTU_383 | size=1

SALA_o_OTU_131 | size=1

PM3_o_OTU_132 | size=1

SALA_o_OTU_271 | size=1

FCB_group==Candidatus_Hydrogenedentes==Hydrogenedentes_bacterium_JGI_0000039-J10 #GCA_000380785

SALA_o_OTU_231 | size=1

SALA_o_OTU_75 | size=1

Bacteroidetes==Sphingobacteriia==wastewater_metagenome #CXWJ01000322

Spirochaetes==Spirochaetia==Spirochaetales_bacterium_Spiro_06 #GCA_001604335

Bacteroidetes==microbial_mat_metagenome #JFJP01015159

PM3_o_OTU_216 | size=4

Terrabacteria_group==Firmicutes==Filifactor_alocis_ATCC_35896 #GCA_000163895

FCB_group==Bacteroidetes_Chlorobi_group==Microscilla_marina_ATCC_23134_re-annotation #2636416090

P19_o_OTU_10 | size=125_r_109734

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWE2_38_30 #2626541951

SALA_o_OTU_441 | size=1

PM3_o_OTU_333 | size=1

PM3_o_OTU_313 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nealsonbacteria_bacterium_RBG_13_42_11 #2721755373

Acidobacteria==Acidobacteria==uncultured_bacterium_282 #GU260699

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Margulisbacteria_bacterium_GWF2_38_17 #2708742682

SALA_o_OTU_428 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RBG_13_39_14 #2721755325

SALA_o_OTU_242 | size=1

PM3_o_OTU_281 | size=1

SALA_o_OTU_219 | size=1

PM3_o_OTU_73 | size=14

Terrabacteria_group==Firmicutes==Caldicellulosiruptor_obsidiansis_OB47 #GCA_000145215

SALA_o_OTU_234 | size=1

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae #LEYW01000012

PM3_o_OTU_116 | size=10

SALA_o_OTU_432 | size=1

PM3_o_OTU_385 | size=1

SALA_o_OTU_302 | size=1

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Prochlorococcus_sp._MIT0603 #2606217686

Proteobacteria==Alphaproteobacteria==Candidatus_Hodgkinia_cicadicola #GCA_001273995

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_RBG_13_46_9 #2721755351

Terrabacteria_group==Firmicutes==Selenomonas_sp._oral_taxon_137_str._F0430 #GCA_000183625

P19_o_OTU_6 | size=10_r_157587

SALA_o_OTU_109 | size=1

SALA_o_OTU_445 | size=1

PM3_o_OTU_387 | size=1

SALA_o_OTU_90 | size=10

Firmicutes==Clostridia==gut_metagenome #CDZB01044293

P19_o_OTU_43 | size=1_r_132035

SALA_o_OTU_207 | size=1

SALA_o_OTU_424 | size=1

P19_o_OTU_110 | size=1_r_13645

PVC_group==Planctomycetes==Phycisphaerae_bacterium_SM-Chi-D1 #GCA_001999965

SALA_o_OTU_154 | size=2

PM3_o_OTU_232 | size=1

SALA_o_OTU_421 | size=1

PVC_group==Planctomycetes==Candidatus_Brocadia_fulgida_Brocadia_fulgida_enrichment_bioreactor #2671180552

SALA_o_OTU_319 | size=1

SALA_o_OTU_135 | size=10

Armatimonadetes==uncultured==Armatimonadetes_bacterium_DC #FAOU01000014

SALA_o_OTU_249 | size=8

Proteobacteria==Gammaproteobacteria==Coxiella_endosymbiont_of_Amblyomma_americanum #CP007541

Cyanobacteria==Chloroplast==Nicotiana_tabacum #AYMY01012889

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA2_41_22 #2626541947

P19_o_OTU_5 | size=688_r_92342

SALA_o_OTU_270 | size=1

PVC_group==Chlamydiae==Chlamydiae_bacterium_SM23_39 #2654587930

PM3_o_OTU_224 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_50_9b #2710264554

Proteobacteria==Alphaproteobacteria==Sphingopyxis_sp._Root214 #LMIG01000004

SALA_o_OTU_72 | size=1

PM3_o_OTU_369 | size=1

SALA_o_OTU_402 | size=1

Proteobacteria==Alphaproteobacteria==Erythrobacter_sp._REDSEA-S28_B2 #LUNQ01000001

PM3_o_OTU_69 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Aerophobetes_bacterium_AeroCD12-1 #GCA_001302425

SALA_o_OTU_124 | size=2

P19_o_OTU_62 | size=6_r_69735

SALA_o_OTU_479 | size=1

SALA_o_OTU_274 | size=2

SALA_o_OTU_104 | size=22

PM3_o_OTU_248 | size=2

SALA_o_OTU_305 | size=1

SALA_o_OTU_236 | size=1

SALA_o_OTU_295 | size=1

SALA_o_OTU_362 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Candidatus_Sulcia_muelleri_BGSS #2599185120

SALA_o_OTU_465 | size=1

SALA_o_OTU_225 | size=6

SALA_o_OTU_15 | size=60

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_OLB14 #GCA_001567105

Terrabacteria_group==Firmicutes==Streptococcus_pneumoniae_sv._19A_06-01-003MEF #2671180010

Proteobacteria==Gammaproteobacteria==Pasteurella_multocida_subsp._multocida #JQAH01000035

PM3_o_OTU_330 | size=1

Proteobacteria==Gammaproteobacteria==Idiomarinaceae_bacterium_HL-53 #LN899469

Proteobacteria==Alphaproteobacteria==Alphaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_34 #2710264654

SALA_o_OTU_25 | size=1

SALA_o_OTU_197 | size=2

SALA_o_OTU_478 | size=1

SALA_o_OTU_359 | size=3

SALA_o_OTU_415 | size=1

PM3_o_OTU_146 | size=1

SALA_o_OTU_221 | size=16

SALA_o_OTU_92 | size=1

SALA_o_OTU_183 | size=1

PM3_o_OTU_103 | size=18

PM3_o_OTU_163 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWB1_47_6b #2626542180

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWC2_49_9 #2626542205

Proteobacteria==Alphaproteobacteria==Candidatus_Xenolissoclinum_pacificiensis_L6 #GCA_000512675

Proteobacteria==Gammaproteobacteria==Legionella_pneumophila_subsp._pneumophila_str._Thunder_Bay #CP003730

PM3_o_OTU_152 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_SCGC_AAA011-N16 #GCA_000405185

Proteobacteria==Gammaproteobacteria==Thiothrix_sp._EBPR_Bin_364 #2619618925

Candidate_division_OP3_bacterium_EBPR_Bin_182 #2619618904

Terrabacteria_group==Actinobacteria==Actinomyces_naeslundii #GCA_001956365

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WOR-1_bacterium_RIFOXYA12_FULL_36_13 #2711768525

SALA_o_OTU_430 | size=1

SALA_o_OTU_327 | size=1

Proteobacteria==Alphaproteobacteria==Bartonella_vinsonii_subsp._berkhoffii_str._Tweed #GCA_000385415

SALA_o_OTU_94 | size=5

Cyanobacteria==Chloroplast==Chlamydomonas_applanata #KT625417

Terrabacteria_group==Firmicutes==Candidatus_Desulforudis_audaxviator_MP104C #GCA_000018425

SALA_o_OTU_442 | size=1

PM3_o_OTU_247 | size=1

Proteobacteria==Betaproteobacteria==Candidatus_Tremblaya_princeps_TPTPER1 #2687453213

SALA_o_OTU_112 | size=6

SALA_o_OTU_257 | size=1

PM3_o_OTU_222 | size=7

PM3_o_OTU_390 | size=1

PM3_o_OTU_303 | size=1

SALA_o_OTU_344 | size=1

PM3_o_OTU_395 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWD2_40_19 #2626542315

PVC_group==Planctomycetes==Planctomicrobium_piriforme #GCA_900113665

Nitrospirae==unclassified_Nitrospirae==Nitrospirae_bacterium_RIFCSPLOWO2_01_FULL_62_17 #2710723891

PM3_o_OTU_279 | size=7

SALA_o_OTU_369 | size=1

Terrabacteria_group==Chloroflexi==uncultured_Dehalococcoidia_GIF9_190_F3_annotation #2626541550

SALA_o_OTU_313 | size=1

PM3_o_OTU_217 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPHIGHO2_02_FULL_45_35 #2710264695

PM3_o_OTU_34 | size=9

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFOXYA1_FULL_37_12 #2711768505

SALA_o_OTU_463 | size=1

SALA_o_OTU_150 | size=1

P19_o_OTU_93 | size=1_r_38109

SALA_o_OTU_100 | size=3

PVC_group==Planctomycetes==Schlesneria_paludicola_DSM_18645 #GCA_000255655

PM3_o_OTU_54 | size=33

PM3_o_OTU_286 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_30_66 #2626542181

SALA_o_OTU_218 | size=14

PM3_o_OTU_141 | size=1

PM3_o_OTU_260 | size=1

PM3_o_OTU_322 | size=1

Terrabacteria_group==Firmicutes==Desulfitobacterium_dichloroeliminans_LMG_P-21439 #GCA_000243135

PM3_o_OTU_357 | size=1

Proteobacteria==delta_epsilon_subdivisions==Halobacteriovorax_marinus_SJ #GCA_000210915

PM3_o_OTU_108 | size=18

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE2_46_68 #2626541881

SALA_o_OTU_147 | size=3

PM3_o_OTU_252 | size=4

PM3_o_OTU_83 | size=6

SALA_o_OTU_83 | size=15

SALA_o_OTU_438 | size=2

Bacteroidetes==Bacteroidia==Bacteroidales_bacterium_CF #CP006772

SALA_o_OTU_417 | size=1

P19_o_OTU_42 | size=2_r_12342

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Berkelbacteria_bacterium_CG2_30_43_20 #GCA_001872655

FCB_group==Fibrobacteres==Chitinivibrio_alkaliphilus_ACht1 #GCA_000474745

Terrabacteria_group==Firmicutes==Syntrophobotulus_glycolicus_DSM_8271 #GCA_000190635

SALA_o_OTU_63 | size=1

SALA_o_OTU_149 | size=2

Terrabacteria_group==Firmicutes==Coprothermobacter_sp._Bin_8_Ga0115069 #2657245170

SALA_o_OTU_208 | size=1

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Obscuribacter_phosphatis #2556921048

SALA_o_OTU_238 | size=2

PM3_o_OTU_354 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPLOWO2_02_FULL_45_10b #2711768262

SALA_o_OTU_300 | size=1

SALA_o_OTU_259 | size=1

P19_o_OTU_85 | size=2_r_159268

P19_o_OTU_8 | size=87_r_99410

PM3_o_OTU_201 | size=1

PM3_o_OTU_233 | size=1

SALA_o_OTU_330 | size=2

Firmicutes==Clostridia==Clostridium_perfringens_CPE_str._F4969 #ABDX01000038

SALA_o_OTU_41 | size=12

SALA_o_OTU_206 | size=3

FCB_group==Candidatus_Cloacimonetes==Cloacimonetes_bacterium_SCGC_AAA252-F02 #GCA_000397825

PM3_o_OTU_178 | size=1

SALA_o_OTU_395 | size=1

SALA_o_OTU_387 | size=1

PM3_o_OTU_79 | size=6

SALA_o_OTU_81 | size=1

TNS08_o_OTU_92 | size=1

Elusimicrobia==Elusimicrobia==uncultured_Termite_group_1_bacterium_phylotype_Rs-D17 #AP009510

PM3_o_OTU_327 | size=1

PM3_o_OTU_89 | size=16

SALA_o_OTU_331 | size=2

Terrabacteria_group==Actinobacteria==Bifidobacterium_longum_longum_NCIMB8809 #2687453409

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_DG_74_3 #2654587948

P19_o_OTU_101 | size=1_r_9006

Cyanobacteria==Chloroplast==Crustomastix_stigmatica #FN563093

SALA_o_OTU_373 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Phocaeicola_abscessus_CCUG_55929 #GCA_000312445

Thermotogae==Thermotogae==Marinitoga_sp._1155 #AZAX01000031

PM3_o_OTU_261 | size=3

PVC_group==Lentisphaerae==Lentisphaerales_bacterium_Lenti_01 #GCA_001604235

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_35_13 #2710723877

Firmicutes==Clostridia==Desulfotomaculum_acetoxidans_DSM_771 #CP001720

SALA_o_OTU_420 | size=1

Bacteroidetes==Bacteroidia==wallaby_gut_metagenome #ADGC01007440

Proteobacteria==Alphaproteobacteria==Candidatus_Liberibacter_asiaticus #JWHA01000001

TNS08_o_OTU_103 | size=1

SALA_o_OTU_329 | size=1

Proteobacteria==Deltaproteobacteria==marine_metagenome #CEQY01003175

SALA_o_OTU_477 | size=1

SALA_o_OTU_311 | size=1

Terrabacteria_group==Actinobacteria==Rubrobacter_xylanophilus_DSM_9941 #GCA_000014185

SALA_o_OTU_351 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Evansia_muelleri_CEM1 #2684623181

Bacteroidetes==Flavobacteriia==hydrothermal_vent_metagenome #LWDU01034907

SALA_o_OTU_165 | size=1

PM3_o_OTU_308 | size=2

PM3_o_OTU_347 | size=2

Terrabacteria_group==Chloroflexi==Herpetosiphon_aurantiacus_DSM_785 #GCA_000018565

SALA_o_OTU_398 | size=1

Verrucomicrobia==Arctic97B-4_marine_group==uncultured_verrucomicrobium_HF0070_15G23 #GU567957

Terrabacteria_group==Firmicutes==Massiliomicrobiota_timonensis #GCA_900120365

SALA_o_OTU_56 | size=5

Chlamydiae==Chlamydiae==Waddlia_chondrophila #AF042496

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Curtissbacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_58 #2710264572

Terrabacteria_group==Deinococcus-Thermus==Oceanithermus_profundus_DSM_14977 #GCA_000183745

SALA_o_OTU_143 | size=1

P19_o_OTU_33 | size=3_r_121670

TNS08_o_OTU_42 | size=1

P19_o_OTU_25 | size=16_r_112338

Thermotogae==Thermotogae==Kosmotoga_olearia_TBF_19.5.1 #GCA_000023325

Candidate_division_JS1_190_C5c_annotation #2626541591

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Daviesbacteria_bacterium_RIFCSPHIGHO2_02_FULL_39_41 #2710264641

SALA_o_OTU_76 | size=3

SALA_o_OTU_475 | size=1

P19_o_OTU_75 | size=2_r_115755

SALA_o_OTU_341 | size=2

PM3_o_OTU_185 | size=4

P19_o_OTU_97 | size=1_r_14818

PVC_group==Lentisphaerae==Lentisphaerae_bacterium_RIFOXYC12_FULL_60_16 #2711768767

SALA_o_OTU_401 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kuenenbacteria_bacterium_CG1_02_38_13 #GCA_001871365

PM3_o_OTU_128 | size=1

SALA_o_OTU_161 | size=1

PM3_o_OTU_166 | size=7

SALA_o_OTU_134 | size=7

PM3_o_OTU_176 | size=6

Proteobacteria==delta_epsilon_subdivisions==Campylobacter_curvus_DSM_6644 #GCA_000376325

Arsenophhonus_pediculi_ArP #2510065001

SALA_o_OTU_50 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_GWA2_63_20 #2721755124

SALA_o_OTU_200 | size=1

SALA_o_OTU_422 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_02_FULL_37_9 #2711768214

SALA_o_OTU_316 | size=1

Terrabacteria_group==Firmicutes==Listeria_monocytogenes #GCA_001999025

PM3_o_OTU_238 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GBS-2 #GCA_001443025

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_42_9 #2626541902

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_01_FULL_49_38 #2708743118

Verrucomicrobia==Spartobacteria==uncultured_Verrucomicrobia_bacterium #FJ872372

Bacteroidetes==Sphingobacteriia==Sphingobacterium_sp._Ag1 #LBGU01000004

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_thetaiotaomicron #GCA_001055755

SALA_o_OTU_450 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_37_49 #2626542186

Terrabacteria_group==Firmicutes==Clostridium_aceticum #2609459698

SALA_o_OTU_8 | size=1

SALA_o_OTU_435 | size=1

PM3_o_OTU_154 | size=3

PM3_o_OTU_46 | size=8

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_RIFCSPHIGHO2_02_FULL_40_28 #2710264584

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jacksonbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_25 #2710264539

SALA_o_OTU_216 | size=2

PM3_o_OTU_324 | size=1

SALA_o_OTU_91 | size=1

SALA_o_OTU_262 | size=1

SALA_o_OTU_460 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWB1_36_5 #2626541811

SALA_o_OTU_284 | size=1

PM3_o_OTU_47 | size=20

PVC_group==Planctomycetes==Pirellula_sp._Pr1d #2517572010

PM3_o_OTU_251 | size=6

PM3_o_OTU_379 | size=1

PM3_o_OTU_68 | size=1

PM3_o_OTU_236 | size=2

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_CAG_822 #GCA_000432855

PM3_o_OTU_283 | size=1

Spirochaetes==Spirochaetia==Brevinema_andersonii #GCA_900112165

SALA_o_OTU_349 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_plebeius_DSM_17135 #GCA_000187895

SALA_o_OTU_248 | size=2

Bacteroidetes==Flavobacteriia==Aquimarina_agarilytica_ZC1 #AHHE02000109

Actinobacteria==Actinobacteria==Corynebacterium_resistens_DSM_45100 #CP002857

PM3_o_OTU_407 | size=1

PM3_o_OTU_158 | size=1

SALA_o_OTU_342 | size=2

SALA_o_OTU_312 | size=1

SALA_o_OTU_426 | size=1

PM3_o_OTU_3 | size=1292

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Sungbacteria_bacterium_RIFCSPLOWO2_02_FULL_54_10 #2711768274

Aquificae==Aquificae==Thermovibrio_ammonificans_HB-1 #GCA_000185805

PM3_o_OTU_93 | size=1

SALA_o_OTU_409 | size=2

PM3_o_OTU_81 | size=7

P19_o_OTU_98 | size=1_r_33883

SALA_o_OTU_343 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Yonathbacteria_bacterium_RIFOXYC1_FULL_52_10 #2711768720

PM3_o_OTU_45 | size=6

Proteobacteria==Betaproteobacteria==Burkholderia_pseudomallei_MSHR4375 #2630968754

SALA_o_OTU_245 | size=1

Ignavibacteriae==Ignavibacteria==hydrocarbon_metagenome #LNQE01000459

PVC_group==Lentisphaerae==Lentisphaera_araneosa_HTCC2155 #2623620286

SALA_o_OTU_455 | size=1

PM3_o_OTU_239 | size=1

PM3_o_OTU_52 | size=3

Terrabacteria_group==Firmicutes==Lactococcus_lactis_cremoris_A17 #2627853840

SALA_o_OTU_195 | size=5

P19_o_OTU_87 | size=1_r_96560

Proteobacteria==Deltaproteobacteria==Sorangium_cellulosum_So_ce56 #AM746676

Proteobacteria==Alphaproteobacteria==Candidatus_Pelagibacter_sp._IMCC9063 #CP002511

PM3_o_OTU_15 | size=1

SALA_o_OTU_367 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RBG_16_52_11 #2708742800

PM3_o_OTU_388 | size=1

PM3_o_OTU_43 | size=6

PM3_o_OTU_172 | size=6

SALA_o_OTU_253 | size=2

Proteobacteria==Betaproteobacteria==Candidatus_Tremblaya_phenacola_PAVE #GCA_000412755

P19_o_OTU_99 | size=2_r_46128

PM3_o_OTU_331 | size=1

TNS08_o_OTU_33 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWF2_37_20 #2626541959

Cyanobacteria==Chloroplast==Cercis_gigantea #GAOK01049511

PM3_o_OTU_105 | size=16

Terrabacteria_group==Firmicutes==Clostridiales_bacterium_PH28_bin88 #2627853997

Proteobacteria==Gammaproteobacteria==hydrothermal_vent_metagenome #JYMV01053789

SALA_o_OTU_7 | size=13

SALA_o_OTU_306 | size=1

SALA_o_OTU_288 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Poribacteria_bacterium_WGA-4E #GCA_000372285

PVC_group==unclassified_PVC_group==PVC_group_bacterium #GCA_001730085

PM3_o_OTU_44 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Vogelbacteria_bacterium_GWA1_51_14 #2708742575

Actinobacteria==Acidimicrobiia==Acidimicrobiia_bacterium_BACL6_MAG-120322-bin79 #LIBH01000070

PM3_o_OTU_231 | size=1

SALA_o_OTU_123 | size=5

PM3_o_OTU_265 | size=1

P19_o_OTU_49 | size=1_r_41075

Caldiserica==Caldisericia==Caldisericum_exile_AZM16c01 #AP012051

TNS08_o_OTU_50 | size=6

Spirochaetes==Spirochaetia==Leptospira_alstonii_serovar_Pingchang_str._80-412 #GCA_000332555

FCB_group==candidate_division_Zixibacteria==candidate_division_Zixibacteria_bacterium_RBG-1 #GCA_000447245

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA2_47_26 #2626542090

SALA_o_OTU_22 | size=8

Proteobacteria==Gammaproteobacteria==Solimonas_variicoloris_DSM_15731 #GCA_000382285

SALA_o_OTU_101 | size=2

Proteobacteria==Gammaproteobacteria==Klebsiella_pneumoniae_KLP24 #2657245510

unclassified_Bacteria==unclassified_Bacteria==bacterium_UW_659-2-F09 #GCA_000376465

PM3_o_OTU_295 | size=1

SALA_o_OTU_299 | size=1

Terrabacteria_group==Actinobacteria==actinobacterium_SCGC_AAA015-M09 #GCA_000384515

PM3_o_OTU_78 | size=3

PM3_o_OTU_18 | size=82

Terrabacteria_group==Firmicutes==Candidatus_Arthromitus_sp._SFB-4 #GCA_000252725

Terrabacteria_group==Tenericutes==Tenericutes_bacterium_GWC2_39_45 #2721755211

SALA_o_OTU_118 | size=2

Terrabacteria_group==Firmicutes==Ezakiella_massiliensis #GCA_900120165

SALA_o_OTU_213 | size=7

P19_o_OTU_58 | size=2_r_105375

TNS08_o_OTU_88 | size=1

SALA_o_OTU_78 | size=1

PVC_group==Verrucomicrobia==Verrucomicrobia_bacterium_SCGC_AAA300-K03 #GCA_000382665

SALA_o_OTU_223 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Beckwithbacteria_bacterium_RBG_13_42_9 #2721755358

SALA_o_OTU_353 | size=2

PM3_o_OTU_94 | size=1

SALA_o_OTU_368 | size=1

P19_o_OTU_116 | size=1_r_48021

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kerfeldbacteria_bacterium_RIFOXYA2_FULL_38_24 #2711768555

PAUC34f==marine_metagenome #CEUU01008595

PM3_o_OTU_386 | size=1

SALA_o_OTU_11 | size=19

SALA_o_OTU_222 | size=1

PM3_o_OTU_145 | size=9

PM3_o_OTU_188 | size=3

Terrabacteria_group==Firmicutes==Caldanaerobius_polysaccharolyticus_DSM_13641 #GCA_000427425

SALA_o_OTU_34 | size=59

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peregrinibacteria_bacterium_CG2_30_44_17 #GCA_001873565

SALA_o_OTU_77 | size=11

SALA_o_OTU_179 | size=3

PM3_o_OTU_353 | size=1

Spirochaetes==unclassified_Spirochaetes==Spirochaetes_bacterium_RBG_16_49_21 #2708742746

SALA_o_OTU_121 | size=1

PM3_o_OTU_358 | size=1

PM3_o_OTU_253 | size=3

494_227_OD1_GCT_CTC #2548877148

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPLOWO2_01_FULL_42_11 #2710723873

Terrabacteria_group==Firmicutes==Erysipelotrichaceae_bacterium_6_1_45 #GCA_000242175

PM3_o_OTU_420 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPLOWO2_12_FULL_39_16 #2711768385

PM3_o_OTU_391 | size=1

Actinobacteria==Actinobacteria==Streptomyces_albidoflavus #AL939114

SALA_o_OTU_339 | size=1

PM3_o_OTU_70 | size=39

P19_o_OTU_121 | size=1_r_129308

SALA_o_OTU_204 | size=1

PM3_o_OTU_121 | size=7

P19_o_OTU_83 | size=5_r_121516

SALA_o_OTU_418 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Carsonella_ruddii_PV #2623620360

PM3_o_OTU_278 | size=1

P19_o_OTU_36 | size=9_r_32580

SALA_o_OTU_392 | size=1

SALA_o_OTU_423 | size=1

Firmicutes==Negativicutes==Thermosinus_carboxydivorans_Nor1 #AAWL01000016

P19_o_OTU_66 | size=1_r_112795

Terrabacteria_group==Chloroflexi==uncultured_Dehalococcoidia_GIF3_190_D3_annotation #2626541544

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Azambacteria_bacterium_RIFCSPLOWO2_01_FULL_46_25 #2710723791

PM3_o_OTU_85 | size=4

Firmicutes==Bacilli==Oenococcus_oeni #LCTP01000002

Aquificae==Aquificae==Hydrogenobaculum_sp._HO #GCA_000341855

SALA_o_OTU_390 | size=1

PM3_o_OTU_177 | size=1

SALA_o_OTU_433 | size=1

SALA_o_OTU_168 | size=1

SALA_o_OTU_220 | size=1

Bacteroidetes==Cytophagia==Saccharina_japonica #JXRI01003429

PM3_o_OTU_220 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPHIGHO2_01_FULL_48_15 #2708743035

SALA_o_OTU_377 | size=1

PM3_o_OTU_424 | size=1

SALA_o_OTU_188 | size=1

SALA_o_OTU_12 | size=27

PM3_o_OTU_99 | size=24

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_42_14 #2710723905

PVC_group==Candidatus_Omnitrophica_bacterium_CG1_02_44_16 #GCA_001873995

SALA_o_OTU_156 | size=3

TNS08_o_OTU_45 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Adlerbacteria_bacterium_RIFOXYC1_FULL_48_26 #2711768731

Fusobacteria==Fusobacteriia==marine_metagenome #CEUG01045546

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_OLB15 #GCA_001567085

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Abawacabacteria_bacterium_RBG_16_42_10 #2708742708

P19_o_OTU_69 | size=2_r_50408

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWA2_35_9 #2626541828

FCB_group==Bacteroidetes_Chlorobi_group==Candidatus_Cardinium_hertigii_cEper1 #2636415932

SALA_o_OTU_356 | size=1

PM3_o_OTU_66 | size=4

PVC_group==Candidatus_Omnitrophica==Omnitrophica_bacterium_OLB16 #GCA_001567115

SALA_o_OTU_266 | size=2

SALA_o_OTU_114 | size=1

Spirochaetes==Spirochaetia==Leptonema_illini_DSM_21528 #GCA_000243335

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Lindowbacteria_bacterium_RIFCSPLOWO2_02_FULL_62_12 #2710724069

SALA_o_OTU_116 | size=1

SALA_o_OTU_59 | size=6

PM3_o_OTU_355 | size=1

SALA_o_OTU_448 | size=1

P19_o_OTU_9 | size=143_r_101901

SALA_o_OTU_476 | size=1

SALA_o_OTU_106 | size=55

PM3_o_OTU_169 | size=11

PM3_o_OTU_259 | size=4

SALA_o_OTU_281 | size=1

PM3_o_OTU_376 | size=1

SALA_o_OTU_482 | size=1

PVC_group==Lentisphaerae==Victivallales_bacterium_Lenti_02 #GCA_001603055

SALA_o_OTU_82 | size=2

SALA_o_OTU_198 | size=1

SALA_o_OTU_383 | size=1

Parcubacterium_bin_V92810B4_Ga0074597 #2622736567

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA1_45_7 #2626542338

P19_o_OTU_72 | size=20_r_159796

PM3_o_OTU_159 | size=2

P19_o_OTU_22 | size=128_r_43747

Proteobacteria==Alphaproteobacteria==Panax_ginseng #KF735063

Elusimicrobia==Elusimicrobia==Elusimicrobium_minutum_Pei191 #GCA_000020145

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPHIGHO2_12_FULL_39_39 #2710723584

SALA_o_OTU_352 | size=2

candidate_division_BRC1_V174F5 #2236347061

Dictyoglomi==Dictyoglomia==Dictyoglomus_thermophilum_H-6-12 #GCA_000020965

PM3_o_OTU_397 | size=1

Bacteroidetes==Cytophagia==Dyadobacter_sp._Leaf189 #LMPS01000001

Terrabacteria_group==Actinobacteria==Solirubrobacterales_bacterium_67-14 #GCA_001897355

SALA_o_OTU_251 | size=1

PM3_o_OTU_63 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Zambryskibacteria_bacterium_RIFCSPHIGHO2_12_FULL_38_37 #2710723548

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jorgensenbacteria_bacterium_RIFCSPLOWO2_12_FULL_42_11 #2711768389

SALA_o_OTU_169 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nomurabacteria_bacterium_RIFCSPHIGHO2_02_FULL_42_24 #2710264532

Terrabacteria_group==Deinococcus-Thermus==Truepera_radiovictrix_DSM_17093 #GCA_000092425

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFOXYD12_FULL_66_9 #2711768776

PM3_o_OTU_30 | size=5

SALA_o_OTU_346 | size=1

SALA_o_OTU_29 | size=17

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFCSPHIGHO2_02_FULL_44_13 #2710264613

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_34_13 #2626542397

PM3_o_OTU_329 | size=1

PM3_o_OTU_285 | size=1

Bacteroidetes==Bacteroidia==Prevotella_enoeca #CP013195

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Spechtbacteria_bacterium_RIFCSPLOWO2_01_FULL_43_12 #2710723725

SALA_o_OTU_155 | size=3

Acidobacteria==unclassified_Acidobacteria==Acidobacteria_bacterium_OLB17 #GCA_001567505

PM3_o_OTU_186 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_38_11 #2710723762

PM3_o_OTU_393 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peribacteria_bacterium_RIFCSPHIGHO2_01_FULL_54_22 #2708743027

SALA_o_OTU_107 | size=1

Terrabacteria_group==Firmicutes==Halanaerobium_saccharolyticum_saccharolyticum_DSM_6643 #2600255242

Bacteroidetes==Flavobacteriia==Capnocytophaga_sp._oral_taxon_335_str._F0486 #AKFR01000009

Bacteroidetes==Flavobacteriia==uncultured_marine_bacterium_Ant39E11 #DQ295241

SALA_o_OTU_181 | size=1

candidate_division_TM7_genomosp._GTL1 #2654587682

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_NC10_bacterium_RIFCSPLOWO2_02_FULL_66_22 #2710724002

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_37_12 #2626541862

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG1_02_40_25 #GCA_001872305

SALA_o_OTU_89 | size=1

PM3_o_OTU_411 | size=1

Proteobacteria==Gammaproteobacteria==Vibrio_parahaemolyticus_3259 #GCA_000454245

Balneolaeota==Balneolia==Aliifodinibius_roseus #GCA_900129315

AC1==candidate_division_TA06_bacterium_SM1_40 #LJVA01000165

PM3_o_OTU_255 | size=1

Terrabacteria_group==Firmicutes==Acetobacterium_woodii_DSM_1030 #GCA_000247605

PM3_o_OTU_365 | size=1

SALA_o_OTU_345 | size=1

Cyanobacteria==Chloroplast==Xylochloris_irregularis #KM462872

SALA_o_OTU_389 | size=2

Omnitrophica==groundwater_metagenome #CXWL01009729

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RIFOXYA2_FULL_38_12 #2711768579

Cyanobacteria==Chloroplast==Prasinophyceae_sp._MBIC10622 #KJ746602

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYA2_FULL_38_17 #2711768565

SALA_o_OTU_268 | size=3

PM3_o_OTU_276 | size=6

FCB_group==Gemmatimonadetes==Gemmatimonadetes_bacterium_SCGC_AAA240-J22 #GCA_000482625

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_TM6_bacterium_GW2011_GWF2_43_87 #2626542188

Firmicutes==Clostridia==gut_metagenome #CDYR01047590

Cyanobacteria==Chloroplast==Nannochloropsis_oceanica #KC598086

SALA_o_OTU_113 | size=3

PM3_o_OTU_124 | size=10

P19_o_OTU_20 | size=389_r_23931

SALA_o_OTU_162 | size=2

P19_o_OTU_24 | size=265_r_98448

Proteobacteria==Alphaproteobacteria==Rickettsiales_bacterium #GCA_001730065

SALA_o_OTU_120 | size=4

SALA_o_OTU_2 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_Kazan_bacterium_RBG_13_50_9 #2721755293

SALA_o_OTU_228 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Collierbacteria_bacterium_RIFOXYA2_FULL_46_20 #2713897350

SALA_o_OTU_484 | size=1

PM3_o_OTU_254 | size=4

PM3_o_OTU_326 | size=2

P19_o_OTU_118 | size=1_r_139321

SALA_o_OTU_278 | size=1

Proteobacteria==Gammaproteobacteria==Acinetobacter_baumannii_BIDMC_57 #JMUI01000001

PM3_o_OTU_277 | size=1

PM3_o_OTU_273 | size=1

Omnitrophica==uncultured_bacterium #FP245540

SALA_o_OTU_129 | size=2

PM3_o_OTU_396 | size=1

SALA_o_OTU_452 | size=1

SALA_o_OTU_180 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPHIGHO2_01_FULL_39_24 #2708743037

Terrabacteria_group==Cyanobacteria_Melainabacteria_group==Leptolyngbya_sp._2LT21S03 #2509601021

SALA_o_OTU_355 | size=4

PM3_o_OTU_374 | size=1

SALA_o_OTU_16 | size=2

SALA_o_OTU_382 | size=1

SALA_o_OTU_453 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Colwellbacteria_bacterium_RBG_13_48_8 #2721755326

SALA_o_OTU_176 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_SG8_24 #2654587969

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jacksonbacteria_bacterium_RIFCSPLOWO2_02_FULL_43_9 #2710724022

FCB_group==Fibrobacteres==Fibrobacter_sp._UWOS #GCA_900142455

SALA_o_OTU_224 | size=1

PM3_o_OTU_133 | size=9

PM3_o_OTU_266 | size=3

TNS08_o_OTU_89 | size=1

TNS08_o_OTU_34 | size=7

SALA_o_OTU_397 | size=1

Spirochaetae==Spirochaetes==Treponema_sp._OMZ_838 #CP009227

PM3_o_OTU_183 | size=3

SALA_o_OTU_241 | size=1

Terrabacteria_group==Actinobacteria==uncultured_Collinsella_sp. #GCA_900066465

SALA_o_OTU_265 | size=1

Proteobacteria==Alphaproteobacteria==Magnetococcus_marinus_MC-1 #GCA_000014865

FCB_group==Bacteroidetes_Chlorobi_group==Anaerophaga_thermohalophila_Fru22 #2515154051

PM3_o_OTU_161 | size=4

PM3_o_OTU_243 | size=2

Planctomycetes==OM190==wastewater_metagenome #CXWK01000134

PM3_o_OTU_340 | size=1

unclassified_Bacteria==unclassified_Bacteria==bacterium_GBS-1 #GCA_001443005

Terrabacteria_group==Tenericutes==Mycoplasmataceae_bacterium_sp._RC_NB112A_MRE-RC #2698536577

PM3_o_OTU_58 | size=11

Terrabacteria_group==Tenericutes==Mycoplasma_sp. #GCA_001484045

SALA_o_OTU_191 | size=2

SALA_o_OTU_80 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWD2_38_12 #2626541806

SALA_o_OTU_375 | size=1

SALA_o_OTU_470 | size=1

PM3_o_OTU_323 | size=1

Proteobacteria==Alphaproteobacteria==Sulfitobacter_sp._NAS-14.1 #AALZ01000006

SALA_o_OTU_239 | size=1

Proteobacteria==Alphaproteobacteria==Candidatus_Paracaedibacter_symbiosus #2609460321

PM3_o_OTU_209 | size=1

Spirochaetae==Spirochaetes==Spirochaeta_aurantia #AY599019

SALA_o_OTU_187 | size=1

SALA_o_OTU_140 | size=1

Spirochaetes==unclassified_Spirochaetes==Spirochaetes_bacterium_GWE2_31_10 #2708742650

PM3_o_OTU_110 | size=15

SALA_o_OTU_122 | size=11

SALA_o_OTU_205 | size=2

SALA_o_OTU_275 | size=1

SALA_o_OTU_33 | size=7

SALA_o_OTU_85 | size=28

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroidetes_bacterium_GWF2_29_10 #2708742675

SALA_o_OTU_84 | size=3

PM3_o_OTU_10 | size=7

Proteobacteria==Alphaproteobacteria==Acetobacter_tropicalis_B1.3 #2512047014

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Chisholmbacteria_bacterium_RIFCSPLOWO2_01_FULL_50_28 #2710723706

SALA_o_OTU_64 | size=1

PM3_o_OTU_67 | size=21

PM3_o_OTU_57 | size=1

Aquificae==Aquificae==Aquifex_aeolicus_VF5 #2623620887

Bacteroidetes==Cytophagia==Flammeovirga_sp._SJP92 #LQAQ01000099

SALA_o_OTU_440 | size=1

PM3_o_OTU_126 | size=2

SALA_o_OTU_125 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_group_bacterium_RBG_16_45_19 #2708742751

Proteobacteria==delta_epsilon_subdivisions==Nitratiruptor_sp._SB155-2 #2623620292

SALA_o_OTU_309 | size=2

PM3_o_OTU_359 | size=1

SALA_o_OTU_235 | size=1

SALA_o_OTU_66 | size=3

SALA_o_OTU_436 | size=1

PM3_o_OTU_339 | size=2

PM3_o_OTU_401 | size=1

SALA_o_OTU_73 | size=1

PM3_o_OTU_230 | size=1

P19_o_OTU_88 | size=2_r_108185

PM3_o_OTU_181 | size=2

SALA_o_OTU_185 | size=1

PVC_group==Verrucomicrobia==Candidatus_Xiphinematobacter_sp._Idaho_Grape #2718217752

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPLOWO2_12_FULL_50_10 #2711768401

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_RIFCSPLOWO2_12_FULL_44_12 #2711768327

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Falkowbacteria_bacterium_RIFOXYC2_FULL_36_12 #GCA_001778235

Proteobacteria==Gammaproteobacteria==Salmonella_enterica_subsp._enterica_serovar_Typhimurium #LECC01000011

PM3_o_OTU_328 | size=1

Cyanobacteria==Chloroplast==Japonolirion_osense #KF454712

Cyanobacteria==Chloroplast==Bangia_fuscopurpurea #KP714733

unclassified_Bacteria==unclassified_Bacteria==bacterium_JKG1 #GCA_000526415

SALA_o_OTU_458 | size=1

P19_o_OTU_94 | size=1_r_47368

PM3_o_OTU_164 | size=10

SALA_o_OTU_227 | size=1

Proteobacteria==delta_epsilon_subdivisions==Desulfonatronospira_thiodismutans_ASO3-1 #GCA_000174435

SALA_o_OTU_264 | size=1

SALA_o_OTU_87 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Firestonebacteria_bacterium_RifOxyC12_full_39_7 #2711768766

SALA_o_OTU_289 | size=1

Proteobacteria==Betaproteobacteria==Dechloromonas_sp._EBPR_Bin_104 #2619618917

PM3_o_OTU_144 | size=13

SALA_o_OTU_318 | size=1

SALA_o_OTU_323 | size=1

unclassified_Bacteria==unclassified_Bacteria==bacterium_F082 #GCA_001543395

Proteobacteria==Gammaproteobacteria==SAR86_cluster_bacterium_BACL1_MAG-120820-bin45 #LICS01000025

SALA_o_OTU_481 | size=1

SALA_o_OTU_468 | size=1

P19_o_OTU_1 | size=583_r_26705

SALA_o_OTU_269 | size=1

Proteobacteria==Alphaproteobacteria==Mesorhizobium_sp._LNJC374B00 #AYWM01000003

Bacteroidetes==Bacteroidia==Candidatus_Azobacteroides_pseudotrichonymphae_genomovar._CFP2 #AP010656

Proteobacteria==Gammaproteobacteria==Candidatus_Endoecteinascidia_frumentensis_ETD4_Ga0072939 #2616645016

Terrabacteria_group==Firmicutes==Clostridium_lentocellum_DSM_5427 #GCA_000178835

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_40_13 #2710723768

SALA_o_OTU_152 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_DG_74_2 #2654587949

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWA2_44_7 #2626541874

SALA_o_OTU_117 | size=1

FCB_group==Candidatus_Aegiribacteria_bacterium_MLS_C #GCA_002030045

PM3_o_OTU_64 | size=1

PM3_o_OTU_319 | size=1

PM3_o_OTU_86 | size=8

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_38_76 #2626541779

PM3_o_OTU_343 | size=2

FCB_group==Bacteroidetes_Chlorobi_group==Spirosoma_radiotolerans #2599185360

PVC_group==Planctomycetes==Planctomycetaceae_bacterium_BBD_1991-11 #GCA_001657375

FCB_group==Candidatus_Kryptonia==Kryptonium_sp._JGI-1_Ga0063176 #2599185253

P19_o_OTU_63 | size=3_r_110410

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_RBG_13_65_8 #2721755338

Chrysiogenetes==Chrysiogenetes==Desulfurispirillum_indicum_S5 #GCA_000177635

PM3_o_OTU_120 | size=4

SALA_o_OTU_9 | size=43

P19_o_OTU_38 | size=8_r_98755

Cyanobacteria==Chloroplast==Phaeocystis_antarctica #JN117275

Verrucomicrobia==Verrucomicrobia_Incertae_Sedis==Verrucomicrobia_subdivision_6_bacterium_BACL9_MAG-120507-bin52 #LIBO01000080

Terrabacteria_group==Chloroflexi==Anaerolinea_sp._SCGC_AC-711-B22 #2630968212

Proteobacteria==Alphaproteobacteria==Candidatus_Hodgkinia_cicadicola_Dsem #GCA_000021505

464_OD1_AGG_TAT #2547132500

PM3_o_OTU_62 | size=1

Terrabacteria_group==Firmicutes==Bacillus_marmarensis_DSM_21297 #GCA_000474275

unclassified_Bacteria==Bacteria_candidate_phyla==Aminicenantes_bacterium_SCGC_AAA252-G21 #GCA_000398205

Terrabacteria_group==Firmicutes==Clostridia_bacterium_DTU014 #GCA_001512605

Terrabacteria_group==Tenericutes==Mycoplasma_suis_str._Illinois #GCA_000179035

SALA_o_OTU_469 | size=1

Proteobacteria==Zetaproteobacteria==Zetaproteobacteria_bacterium_TAG-1 #GCA_000744415

P19_o_OTU_40 | size=74_r_40203

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWF2_38_9 #2626541962

SALA_o_OTU_400 | size=1

TNS08_o_OTU_102 | size=1

PM3_o_OTU_55 | size=1

PM3_o_OTU_119 | size=3

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_41_8 #2626541970

SALA_o_OTU_65 | size=32

PM3_o_OTU_6 | size=4

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroides_sp._CAG_1060_57_27 #GCA_001915575

Cyanobacteria==Chloroplast==Ankyra_judayi #KT199255

PM3_o_OTU_225 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Saccharibacteria_bacterium_RAAC3_TM7_1 #GCA_000503915

Terrabacteria_group==Firmicutes==Clostridioides_difficile #GCA_900165565

SALA_o_OTU_294 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG2_30_48_51 #GCA_001873525

Proteobacteria==Deltaproteobacteria==uncultured_delta_proteobacterium_HF0070_10I02 #GU474857

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Taylorbacteria_bacterium_RIFCSPLOWO2_01_FULL_43_44 #2710723911

FCB_group==Bacteroidetes_Chlorobi_group==Alloprevotella_tannerae_ATCC_51259 #GCA_000159995

SALA_o_OTU_186 | size=1

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFCSPLOWO2_02_FULL_39_32 #2710724074

PVC_group==Verrucomicrobia==Prosthecobacter_debontii #GCA_900167535

Terrabacteria_group==Firmicutes==Alicyclobacillus_kakegawensis_NBRC_103104 #GCA_001552655

Firmicutes==Clostridia==Clostridium_botulinum_Bf #ABDP01000043

SALA_o_OTU_28 | size=12

PM3_o_OTU_416 | size=1

PVC_group==Planctomycetes==Planctomyces_sp._SH-PL62 #2687453257

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Staskawiczbacteria_bacterium_RIFOXYA2_FULL_32_7 #2711768578

P19_o_OTU_2 | size=237_r_73609

PM3_o_OTU_371 | size=1

SALA_o_OTU_4 | size=249

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_37_8 #2626542402

SALA_o_OTU_243 | size=1

Proteobacteria==delta_epsilon_subdivisions==delta_proteobacterium_HotSeep1 #2687453524

P19_o_OTU_17 | size=6_r_115633

Proteobacteria==delta_epsilon_subdivisions==Deferrisoma_camini_S3R1 #GCA_000526155

SALA_o_OTU_86 | size=1

PM3_o_OTU_350 | size=2

SALA_o_OTU_348 | size=1

Terrabacteria_group==unclassified_Terrabacteria_group==Thermobaculum_terrenum_ATCC_BAA-798 #GCA_000025005

SALA_o_OTU_301 | size=1

SALA_o_OTU_378 | size=1

SALA_o_OTU_358 | size=3

Firmicutes==Clostridia==Symbiobacterium_thermophilum_IAM_14863 #AP006840

Bacteroidetes==Cytophagia==Hymenobacter_sp._PAMC_26628 #CP014304

PM3_o_OTU_378 | size=1

PM3_o_OTU_235 | size=2

SM1_D11 #2554235000

SALA_o_OTU_388 | size=1

FCB_group==Gemmatimonadetes==Gemmatimonas_aurantiaca_T-27 #GCA_000010305

Terrabacteria_group==Firmicutes==Coprothermobacter_proteolyticus_DSM_5265 #GCA_000020945

Candidatus_Walczuchella_monophlebidarum #GCA_000709555

SALA_o_OTU_39 | size=40

SALA_o_OTU_246 | size=1

Terrabacteria_group==Chloroflexi==Thermomicrobiales_sp._SCGC_AB-790-L07 #2630968207

Acidobacteria==Holophagae==Geothrix_fermentans_DSM_14018 #GCA_000428885

SALA_o_OTU_70 | size=4

Bacteroidetes==Sphingobacteriia==Flavisolibacter_sp._LCS9 #CP011390

Calditrichaeota==Calditrichae==Caldithrix_abyssi_LF13 #2718218154

Terrabacteria_group==Firmicutes==Clostridium_sp._CAG_306 #GCA_000431555

PM3_o_OTU_314 | size=1

PM3_o_OTU_147 | size=7

Synergistetes==Synergistia==anaerobic_digester_metagenome #CZCA01000865

SALA_o_OTU_247 | size=1

SALA_o_OTU_49 | size=1

SALA_o_OTU_148 | size=2

PM3_o_OTU_341 | size=2

Proteobacteria==Alphaproteobacteria==Rhodospirillum_sp._UNK.MGS-17 #GCA_000980655

SALA_o_OTU_43 | size=10

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Dadabacteria_bacterium_CSP1-2 #GCA_001443445

PM3_o_OTU_49 | size=5

SALA_o_OTU_21 | size=32

FCB_group==Candidatus_Marinimicrobia==Marinimicrobia_bacterium_TCS58 #GCA_001577045

SALA_o_OTU_97 | size=5

SALA_o_OTU_272 | size=2

PM3_o_OTU_50 | size=8

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC2_39_8 #2626542481

Proteobacteria==Alphaproteobacteria==Sphingobium_sp._C100 #AYOY01000055

SALA_o_OTU_405 | size=1

Terrabacteria_group==Firmicutes==Acetivibrio_ethanolgignens #GCA_001461035

PVC_group==Planctomycetes==Gemmata_sp._SH-PL17 #2671180531

SALA_o_OTU_58 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Acetothermum_autotrophicum_MDM_project_reference #2264813001

FCB_group==Bacteroidetes_Chlorobi_group==Bernardetia_litoralis_DSM_6794 #GCA_000265505

PM3_o_OTU_373 | size=1

P19_o_OTU_26 | size=66_r_151412

SALA_o_OTU_287 | size=2

Acidobacteria==Subgroup_6==uncultured_Acidobacteria_bacterium #AY281352

PM3_o_OTU_192 | size=6

Spirochaetes==Spirochaetia==Sphaerochaeta_globosa_str._Buddy #GCA_000190435

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_39_21b #2626542234

TNS08_o_OTU_73 | size=1

SALA_o_OTU_466 | size=1

PVC_group==Verrucomicrobia==Pedosphaera_parvula_Ellin514 #GCA_000172555

P19_o_OTU_27 | size=6_r_16349

SALA_o_OTU_380 | size=1

Bacteroidetes==Sphingobacteriia==uncultured_Sphingobacteriia_bacterium #FQ032818

Proteobacteria==delta_epsilon_subdivisions==Desulfopila_aestuarii_DSM_18488 #GCA_900143695

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Berkelbacteria_bacterium_RIFCSPHIGHO2_12_FULL_50_11 #2710723655

PM3_o_OTU_262 | size=3

PM3_o_OTU_180 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RIFCSPHIGHO2_12_FULL_46_16 #2710723562

Terrabacteria_group==Firmicutes==Veillonella_denticariosi_JCM_15641 #GCA_001312465

Proteobacteria==delta_epsilon_subdivisions==Arcobacter_sp._LPB0137 #GCA_001956695

PM3_o_OTU_250 | size=3

SALA_o_OTU_18 | size=1

PM3_o_OTU_187 | size=8

SALA_o_OTU_153 | size=1

PM3_o_OTU_59 | size=4

Acidobacteria==Blastocatellia==Chloracidobacterium_thermophilum_OC1 #2690315793

PM3_o_OTU_91 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Uhrbacteria_bacterium_RIFCSPHIGHO2_02_FULL_53_13 #2710264556

Proteobacteria==Gammaproteobacteria==Pseudomonas_stutzeri #GCA_001064225

Proteobacteria==Alphaproteobacteria==Rhizobium_sp._Leaf311 #GCA_001423445

PM3_o_OTU_60 | size=13

FCB_group==Bacteroidetes_Chlorobi_group==Bacteroidales_bacterium_Bact_24 #GCA_001603695

PM3_o_OTU_123 | size=2

PM3_o_OTU_299 | size=1

SALA_o_OTU_335 | size=1

SALA_o_OTU_52 | size=9

PM3_o_OTU_182 | size=5

Terrabacteria_group==Firmicutes==Listeria_monocytogenes #GCA_001999045

Proteobacteria==Alphaproteobacteria==Rickettsiales_bacterium_Ac37b #2599185121

SALA_o_OTU_325 | size=1

SALA_o_OTU_258 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RBG_13_44_8 #2708742698

SALA_o_OTU_427 | size=1

SALA_o_OTU_459 | size=1

Terrabacteria_group==Firmicutes==Caldicoprobacter_faecalis #GCA_900115765

P19_o_OTU_70 | size=1_r_99094

SALA_o_OTU_361 | size=1

SALA_o_OTU_57 | size=6

SALA_o_OTU_464 | size=1

SALA_o_OTU_431 | size=1

SALA_o_OTU_326 | size=1

P19_o_OTU_89 | size=1_r_142839

Proteobacteria==Betaproteobacteria==Candidatus_Nasuia_deltocephalinicola_PUNC #2684623131

464_OD1_TAA_AGA #2547132480

P19_o_OTU_50 | size=3_r_43129

SALA_o_OTU_24 | size=4

PM3_o_OTU_82 | size=4

PM3_o_OTU_76 | size=13

Terrabacteria_group==Firmicutes==Caldanaerobacter_subterraneus_tengcongensis_MB4T #2623620677

Terrabacteria_group==Firmicutes==Selenomonas_ruminantium_AC2024 #GCA_000687995

SALA_o_OTU_103 | size=1

PM3_o_OTU_228 | size=8

Firmicutes==Negativicutes==Sporomusa_ovata_DSM_2662 #ASXP01000001

SALA_o_OTU_137 | size=4

PM3_o_OTU_335 | size=1

PVC_group==Planctomycetes==Pirellula_sp._SH-Sr6A #2687453341

Firmicutes==Clostridia==Romboutsia_sp._MT17 #FJTZ01000012

Proteobacteria==Deltaproteobacteria==Bdellovibrio_bacteriovorus #LUKE01000007

PVC_group==Verrucomicrobia==Akkermansia_glycaniphila #GCA_900097105

SALA_o_OTU_192 | size=1

Terrabacteria_group==Firmicutes==Thermoanaerobacterium_thermosaccharolyticum_DSM_571 #GCA_000145615

Proteobacteria==Betaproteobacteria==Ralstonia_sp._1-6 #JX219388

SALA_o_OTU_324 | size=2

SALA_o_OTU_144 | size=1

PM3_o_OTU_107 | size=5

PM3_o_OTU_246 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WWE3_bacterium_RIFCSPHIGHO2_01_FULL_43_9 #2708742947

SALA_o_OTU_201 | size=3

SALA_o_OTU_48 | size=20

PM3_o_OTU_337 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWB1_48_13 #2626541854

PM3_o_OTU_409 | size=1

SALA_o_OTU_26 | size=4

Chloroflexi==Chloroflexia==freshwater_metagenome #JNSL01000092

SALA_o_OTU_396 | size=1

SALA_o_OTU_347 | size=1

FCB_group==Bacteroidetes_Chlorobi_group==Dysgonomonas_hofstadii_JCM_17038 #GCA_001312525

FCB_group==Bacteroidetes_Chlorobi_group==Pseudozobellia_thermophila #GCA_900141855

PM3_o_OTU_320 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wildermuthbacteria_bacterium_RIFCSPHIGHO2_01_FULL_47_27 #2708742905

PM3_o_OTU_280 | size=1

Terrabacteria_group==Armatimonadetes==Armatimonadetes_bacterium_CG2_30_66_41 #GCA_001871675

TNS08_o_OTU_16 | size=108

SALA_o_OTU_376 | size=1

PM3_o_OTU_204 | size=5

Proteobacteria==Alphaproteobacteria==Rhodospirillales_bacterium_RIFCSPLOWO2_12_FULL_58_28 #2711768358

PM3_o_OTU_377 | size=1

SALA_o_OTU_408 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Calescamantes_bacterium_SCGC_AAA471-M6 #GCA_000403075

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-L05 #GCA_000428225

Terrabacteria_group==Firmicutes==Desulfotomaculum_kuznetsovii_DSM_6115 #GCA_000214705

PM3_o_OTU_332 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWC1_43_10 #2626541903

SALA_o_OTU_365 | size=1

SALA_o_OTU_446 | size=2

SALA_o_OTU_133 | size=1

PM3_o_OTU_288 | size=1

SALA_o_OTU_110 | size=10

Proteobacteria==Deltaproteobacteria==hydrothermal_vent_metagenome #LWDU01039425

SALA_o_OTU_322 | size=1

PM3_o_OTU_114 | size=2

PM3_o_OTU_310 | size=1

Proteobacteria==Gammaproteobacteria==Candidatus_Blochmannia_vafer_str._BVAF #GCA_000185985

PM3_o_OTU_256 | size=1

SALA_o_OTU_193 | size=1

SALA_o_OTU_393 | size=1

SALA_o_OTU_174 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wildermuthbacteria_bacterium_RIFOXYD1_FULL_50_12 #GCA_001825035

PM3_o_OTU_389 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWF2_43_32 #2626541974

SALA_o_OTU_363 | size=1

SALA_o_OTU_55 | size=25

SALA_o_OTU_69 | size=20

SALA_o_OTU_283 | size=1

SALA_o_OTU_290 | size=1

SALA_o_OTU_54 | size=24

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woesebacteria_bacterium_RBG_16_42_24 #2708742724

Terrabacteria_group==Firmicutes==Orenia_sp._Z6_updated #2687453649

PM3_o_OTU_20 | size=46

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_C7867-005 #GCA_001189165

Firmicutes==Clostridia==Mageeibacillus_indolicus_0009-5 #JPIC01000015

TNS08_o_OTU_94 | size=3

P19_o_OTU_67 | size=6_r_143258

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWE1_49_15 #2626541841

PM3_o_OTU_202 | size=7

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Wolfebacteria_bacterium_RIFOXYB1_FULL_54_12 #2711768681

Proteobacteria==Alphaproteobacteria==Rhizomicrobium_sp._SCGC_AG-212-E05 #GCA_001644385

Spirochaetae==Spirochaetes==Borrelia_afzelii_K78 #CP009058

PVC_group==Planctomycetes==Planctomycetes_bacterium_SM23_65 #2654587944

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWE1_47_12 #2626541949

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Peregrinibacteria_bacterium_RIFCSPLOWO2_02_FULL_39_10 #2711768222

PM3_o_OTU_361 | size=2

PM3_o_OTU_109 | size=10

SALA_o_OTU_443 | size=1

FCB_group==Fibrobacteres==Haloalkaliphilic_bacterium_ACht6-1 #2636415956

PM3_o_OTU_302 | size=1

PM3_o_OTU_351 | size=1

PM3_o_OTU_399 | size=1

PM3_o_OTU_296 | size=1

PM3_o_OTU_211 | size=1

Spirochaetae==Spirochaetes==Spirochaeta_thermophila_DSM_6192 #CP001698

PM3_o_OTU_32 | size=47

Firmicutes==Clostridia==gut_metagenome #CDZB01072114

PM3_o_OTU_171 | size=6

SALA_o_OTU_166 | size=1

PM3_o_OTU_130 | size=10

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_group_bacterium_CG1_02_42_13 #GCA_001872405

PM3_o_OTU_218 | size=1

P19_o_OTU_104 | size=1_r_96518

SALA_o_OTU_141 | size=1

Cyanobacteria==Chloroplast==Monomastix_sp._OKE-1 #FJ493497

Terrabacteria_group==Actinobacteria==Atopobium_minutum_DSM_20586 #2667527893

PM3_o_OTU_300 | size=4

Proteobacteria==Gammaproteobacteria==Vibrio_parahaemolyticus_NIHCB0757 #GCA_000477475

SALA_o_OTU_45 | size=2

SALA_o_OTU_240 | size=1

Proteobacteria==Gammaproteobacteria==Achromatium_bin_6_2_Ga0101401 #2642422599

PM3_o_OTU_289 | size=5

Proteobacteria==Gammaproteobacteria==Diplorickettsia_massiliensis_20B #GCA_000257395

PM3_o_OTU_95 | size=24

Thermotogae==Thermotogae==Defluviitoga_tunisiensis_L3 #2648501800

Clostridium_clariflavum_4-2a #GCA_000519985

Thermotogae==Thermotogae==Mesoaciditoga_lauensis_cd-1655R___DSM_25116 #GCA_000745455

SALA_o_OTU_96 | size=3

SALA_o_OTU_252 | size=2

SALA_o_OTU_40 | size=9

SALA_o_OTU_158 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYD1_FULL_40_23 #GCA_001783215

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_39_12 #2626542407

P19_o_OTU_65 | size=13_r_157857

PVC_group==Chlamydiae==Chlamydia_psittaci_HJ #2630968943

PM3_o_OTU_336 | size=1
PM3_o_OTU_293 | size=6

SALA_o_OTU_17 | size=1

PM3_o_OTU_28 | size=6

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Komeilibacteria_bacterium_RIFOXYC1_FULL_37_11 #2711768718

PM3_o_OTU_214 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RIFOXYB1_FULL_47_11 #2711768672

SALA_o_OTU_360 | size=4

PM3_o_OTU_61 | size=70

SALA_o_OTU_291 | size=1

PM3_o_OTU_51 | size=2

P19_o_OTU_79 | size=2_r_14273

P19_o_OTU_80 | size=1_r_145500

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Edwardsbacteria_bacterium_GWE2_54_12 #2708742655

PM3_o_OTU_318 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RIFCSPLOWO2_01_FULL_40_10 #2710723951

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Woykebacteria_bacterium_RBG_13_40_15 #2721755370

SALA_o_OTU_385 | size=1

464_Nitratifractor_CGT_AGA #2547132497

SALA_o_OTU_364 | size=1

Terrabacteria_group==Firmicutes==Eggerthia_catenaformis_OT_569___DSM_20559 #GCA_000340375

SALA_o_OTU_303 | size=1

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFOXYA2_FULL_39_19 #2711768574

FCB_group==Candidatus_Cloacimonetes==Cloacimonetes_bacterium_JGI_0000039-G13 #GCA_000380765

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_Nonnen-W8red #GCA_001907975

PVC_group==Candidatus_Omnitrophica==Candidatus_Omnitrophus_sp._SKK-01_re-annotation #2636416185

P19_o_OTU_77 | size=1_r_13165

SALA_o_OTU_334 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWB1_45_10 #2626542170

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Terrybacteria_bacterium_RIFCSPHIGHO2_01_FULL_58_15 #2708742920

SALA_o_OTU_276 | size=1

Acidobacteria==Solibacteres==uncultured_bacterium_AD370-D1 #EU686606

P19_o_OTU_39 | size=42_r_120779

PM3_o_OTU_301 | size=1

PM3_o_OTU_263 | size=1

Terrabacteria_group==Firmicutes==Sulfobacillus_acidophilus_TPY #2510917010

Proteobacteria==Betaproteobacteria==Betaproteobacteria_bacterium_AqS2 #GCA_001750625

PM3_o_OTU_362 | size=1

Tenericutes==Mollicutes==Candidatus_Hepatoplasma_crinochetorum #CWGI01000001

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WS6_bacterium_OLB20 #GCA_001567355

Chlorobi==Chlorobia==uncultured_Chlorobi_bacterium #AP011715

SALA_o_OTU_151 | size=1

PM3_o_OTU_297 | size=3

Terrabacteria_group==Chloroflexi==Chloroflexus_sp._Y-396-1 #GCA_000516515

SALA_o_OTU_212 | size=2

PM3_o_OTU_304 | size=2

SALA_o_OTU_61 | size=19

SALA_o_OTU_413 | size=1

SALA_o_OTU_292 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWC2_33_13 #2626542066

PM3_o_OTU_194 | size=2

Tenericutes==Mollicutes==gut_metagenome #CECA01009240

Actinobacteria==Actinobacteria==Corynebacterium_diphtheriae_BH8 #CP003209

SALA_o_OTU_250 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Roizmanbacteria_bacterium_RIFOXYB1_FULL_41_27 #2711768686

PM3_o_OTU_193 | size=1

SALA_o_OTU_280 | size=1

PM3_o_OTU_38 | size=9

PM3_o_OTU_370 | size=1

PM3_o_OTU_305 | size=2

SALA_o_OTU_230 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nealsonbacteria_bacterium_RIFOXYD1_FULL_39_11 #GCA_001821585

Proteobacteria==Gammaproteobacteria==Candidatus_Portiera_aleyrodidarum #AY268081

Proteobacteria==Betaproteobacteria==Candidatus_Zinderia_insecticola_CARI #GCA_000147015

Proteobacteria==Betaproteobacteria==Neisseria_gonorrhoeae #CQNQ01000004

SALA_o_OTU_473 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPHIGHO2_12_FULL_56_13 #2710723581

SALA_o_OTU_472 | size=1

PM3_o_OTU_136 | size=25

Firmicutes==Clostridia==Eubacterium_sulci_ATCC_35585 #CP012068

PM3_o_OTU_215 | size=1

SALA_o_OTU_182 | size=1

P19_o_OTU_73 | size=1_r_43428

PM3_o_OTU_405 | size=1

SALA_o_OTU_447 | size=1

Proteobacteria==Gammaproteobacteria==Alteromonas_australica #GCA_000730385

PM3_o_OTU_406 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_WS6_bacterium_GW2011_GWC2_36_7 #2626541833

FCB_group==Bacteroidetes_Chlorobi_group==Chlorobi_bacterium_OLB4 #GCA_001567325

PM3_o_OTU_419 | size=1

P19_o_OTU_81 | size=1_r_19903

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Gottesmanbacteria_bacterium_RBG_16_43_7 #2721755393

SALA_o_OTU_462 | size=1

SALA_o_OTU_336 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_CPR2_bacterium_GW2011_GWD2_39_7 #2626541830

SALA_o_OTU_437 | size=2

P19_o_OTU_13 | size=99_r_144628

SALA_o_OTU_44 | size=25

PM3_o_OTU_267 | size=1

Terrabacteria_group==Actinobacteria==Actinobacteria_bacterium_CG2_30_50_142 #GCA_001871795

PM3_o_OTU_42 | size=8

SALA_o_OTU_384 | size=1

Bacteroidetes==Sphingobacteriia==Daphnia_magna #GDIQ01015769

SALA_o_OTU_285 | size=1

PM3_o_OTU_138 | size=8

SALA_o_OTU_350 | size=1

Terrabacteria_group==Armatimonadetes==Chthonomonas_calidirosea_T49 #2524614646

SALA_o_OTU_374 | size=2

SALA_o_OTU_163 | size=1

SALA_o_OTU_416 | size=1

Terrabacteria_group==Firmicutes==Thermoanaerobacter_ethanolicus_JW_200 #GCA_000192295

Proteobacteria==Deltaproteobacteria==Myxococcus_xanthus_DK_1622 #CP000113

PM3_o_OTU_307 | size=1

P19_o_OTU_71 | size=11_r_96771

SALA_o_OTU_160 | size=1

PM3_o_OTU_270 | size=2

SALA_o_OTU_255 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWA2_38_9 #2626542019

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Uhrbacteria_bacterium_RIFOXYC12_FULL_57_11 #2711768770

SBR1093==marine_metagenome #CEVE01023920

P19_o_OTU_16 | size=159_r_96228

Proteobacteria==delta_epsilon_subdivisions==Desulfotignum_phosphitoxidans_FiPS-3 #2523231053

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_CPR3_bacterium_GW2011_GWF2_35_18 #2626542063

SALA_o_OTU_456 | size=1

Proteobacteria==Deltaproteobacteria==Desulfovibrio_sp._J2 #CP014206

PM3_o_OTU_160 | size=3

PM3_o_OTU_219 | size=2

PM3_o_OTU_325 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Rokubacteria_bacterium_CSP1-6 #GCA_001443385

SALA_o_OTU_170 | size=4

unclassified_Bacteria==Bacteria_candidate_phyla==Berkelbacteria_bacterium_GW2011_GWE1_39_12 #GCA_001029735

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYC2_FULL_38_12 #GCA_001806045

SALA_o_OTU_138 | size=9

PM3_o_OTU_321 | size=2

SALA_o_OTU_263 | size=2

SALA_o_OTU_429 | size=1

SALA_o_OTU_202 | size=1

SALA_o_OTU_357 | size=2

SALA_o_OTU_146 | size=9

Proteobacteria==Alphaproteobacteria==uncultured_alpha_proteobacterium #AP011749

Fusobacteria==Fusobacteriia==Leptotrichia_goodfellowii_DSM_19756 #GCA_000516535

SALA_o_OTU_411 | size=3

PM3_o_OTU_423 | size=1

SALA_o_OTU_232 | size=1

PVC_group==Candidatus_Omnitrophica==Omnitrophica_WOR_2_bacterium_RIFOXYA2_FULL_45_12 #2711768538

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_38_7 #2626542403

SALA_o_OTU_317 | size=2

P19_o_OTU_37 | size=1_r_43051

SALA_o_OTU_217 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Pacebacteria_bacterium_CG2_30_36_39 #GCA_001873435

SALA_o_OTU_451 | size=1

PM3_o_OTU_23 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==candidate_division_SR1_bacterium_RAAC1_SR1_1 #GCA_000503875

PM3_o_OTU_162 | size=2

PM3_o_OTU_174 | size=5

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWA1_44_24 #2626542333

Proteobacteria==Gammaproteobacteria==Shigella_sonnei #GCA_900159265

PM3_o_OTU_294 | size=1

SALA_o_OTU_211 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYB2_FULL_38_10 #2713897376

Terrabacteria_group==Firmicutes==Erysipelotrichaceae_bacterium_MTC7 #GCA_001695645

SALA_o_OTU_419 | size=1

Nitrospirae==Nitrospira==Leptospirillum_ferrooxidans_C2-3 #GCA_000284315

unclassified_Bacteria==Bacteria_candidate_phyla==Parcubacteria_bacterium_GW2011_GWC2_42_27 #2626541757

SALA_o_OTU_36 | size=1

PM3_o_OTU_315 | size=1

SALA_o_OTU_196 | size=1

PM3_o_OTU_190 | size=1

PM3_o_OTU_240 | size=4

PM3_o_OTU_88 | size=14

SALA_o_OTU_51 | size=3

SALA_o_OTU_338 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Levybacteria_bacterium_RIFCSPLOWO2_01_FULL_36_10 #2710723711

Cyanobacteria==Chloroplast==Carteria_crucifera #KT624880

Candidatus_Moduliflexus_flocculans #GCA_000739515

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_GW2011_GWA1_43_11 #2626542238

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Curtissbacteria_bacterium_RIFCSPLOWO2_02_41_11 #2710723979

Terrabacteria_group==Firmicutes==Butyricicoccus_sp._N54.MGS-46 #GCA_001643435

TNS08_o_OTU_61 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Kaiserbacteria_bacterium_RIFCSPHIGHO2_01_FULL_51_33 #2708742999

Candidatus_Caldatribacterium_californiense_OP9-cSCG #2527291510

Proteobacteria==delta_epsilon_subdivisions==SAR324_cluster_bacterium_SCGC_AAA240-J09 #GCA_000213355

PM3_o_OTU_205 | size=1

SALA_o_OTU_173 | size=2

P19_o_OTU_32 | size=32_r_118268

SALA_o_OTU_307 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Fischerbacteria_bacterium_RBG_13_37_8 #2721755304

Elusimicrobia==unclassified_Elusimicrobia==Elusimicrobia_bacterium_RIFCSPLOWO2_01_FULL_59_12 #2710723795

SALA_o_OTU_457 | size=1

P19_o_OTU_28 | size=42_r_32168

Bacteroidetes==Sphingobacteriia==Bacteroidetes_bacterium_UKL13-3 #CP012155

SALA_o_OTU_439 | size=1

Terrabacteria_group==Firmicutes==Lactobacillus_acidophilus_JV3179 #2509276050

Terrabacteria_group==Chloroflexi==Ktedonobacter_racemifer_DSM_44963 #GCA_000178855

Spirochaetes==Spirochaetia==Turneriella_parva_DSM_21527 #GCA_000266885

SALA_o_OTU_354 | size=1

SALA_o_OTU_286 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Nomurabacteria_bacterium_RIFCSPLOWO2_01_FULL_33_24 #2710723798

PM3_o_OTU_291 | size=4

FCB_group==Candidatus_Hydrogenedentes_bacterium_CG1_02_42_14 #GCA_001871695

SALA_o_OTU_379 | size=1

SALA_o_OTU_256 | size=1

SALA_o_OTU_267 | size=1

PM3_o_OTU_142 | size=8

SALA_o_OTU_132 | size=4

Proteobacteria==Gammaproteobacteria==Alteromonas_macleodii_str._REDSEA-S12_B5_Ga0113946 #2651870153

SALA_o_OTU_480 | size=1

Proteobacteria==Gammaproteobacteria==uncultured_gamma_proteobacterium #AP011649

SALA_o_OTU_46 | size=1

P19_o_OTU_100 | size=1_r_63275

PM3_o_OTU_306 | size=1

Deferribacteres==Deferribacteres==Deferribacter_desulfuricans_SSM1 #AP011529

PM3_o_OTU_111 | size=1

PM3_o_OTU_226 | size=7

PM3_o_OTU_229 | size=1

Firmicutes==Clostridia==uncultured_bacterium_Contig11 #KC246835

SALA_o_OTU_32 | size=1

PM3_o_OTU_134 | size=3

Bacteroidetes==Cytophagia==Algoriphagus_sp._M8-2 #CP012836

SALA_o_OTU_282 | size=2

PVC_group==Kiritimatiellaeota==Kiritimatiella_glycovorans #GCA_001017655

P19_o_OTU_86 | size=1_r_55557

464_OD1_AGG_ACT #2547132501

Terrabacteria_group==Chloroflexi_genomosp._P1_Chl2 #2517572071

SALA_o_OTU_215 | size=2

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Magasanikbacteria_bacterium_RIFOXYD2_FULL_36_9 #GCA_001784455

PM3_o_OTU_298 | size=1

PM3_o_OTU_400 | size=1

SALA_o_OTU_237 | size=1

Planctomycetes==Phycisphaerae==Phycisphaera_mikurensis_NBRC_102666 #AP012338

PM3_o_OTU_153 | size=3

PM3_o_OTU_338 | size=1

P19_o_OTU_46 | size=11_r_29515

SALA_o_OTU_37 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Peregrinibacteria_bacterium_GW2011_GWC2_39_14 #2626542067

Proteobacteria==Gammaproteobacteria==Moraxella_caprae_DSM_19149 #GCA_000426885

PM3_o_OTU_84 | size=6

Firmicutes==Bacilli==Staphylococcus_aureus_LCT-SAO #JANM01000001

unclassified_Bacteria==Bacteria_candidate_phyla==Microgenomates_bacterium_OLB22 #GCA_001567515

TNS08_o_OTU_36 | size=1

SALA_o_OTU_38 | size=10

FCB_group==Bacteroidetes_Chlorobi_group==Porphyromonas_sp._HMSC065F10 #GCA_001808555

PM3_o_OTU_75 | size=2

Proteobacteria==delta_epsilon_subdivisions==Deltaproteobacteria_bacterium_GWA2_38_16 #2721755123

Thermodesulfobacteria==Thermodesulfobacteria==Caldimicrobium_thiodismutans #AP014945

SALA_o_OTU_297 | size=1

Terrabacteria_group==Chloroflexi==Chloroflexi_bacterium_JGI_0002000-F10 #GCA_000485455

FCB_group==Candidatus_Marinimicrobia==Marinimicrobia_bacterium_JGI_0000039-E15 #GCA_000403015

Acidobacteria==unclassified_Acidobacteria==Thermoanaerobaculum_aquaticum #GCA_000687145

Proteobacteria==Alphaproteobacteria==Candidatus_Hepatobacter_penaei #2609460328

SALA_o_OTU_340 | size=1

PM3_o_OTU_197 | size=1

PM3_o_OTU_72 | size=5

P19_o_OTU_31 | size=1_r_64760

PVC_group==Candidatus_Omnitrophica==Candidatus_Omnitrophus_fodinae_SCGC_AAA011-A17 #GCA_000405945

SALA_o_OTU_454 | size=2

TNS08_o_OTU_51 | size=1

Firmicutes==Erysipelotrichia==gut_metagenome #AMCI01006774

SALA_o_OTU_320 | size=1

Nitrospinae_Tectomicrobia_group==Nitrospinae==Nitrospina_sp._SCGC_AAA288-L16 #GCA_000372225

PM3_o_OTU_56 | size=12

PM3_o_OTU_210 | size=1

unclassified_Bacteria==Bacteria_candidate_phyla==Candidatus_Jorgensenbacteria_bacterium_GWA1_54_12 #2708742571

SALA_o_OTU_27 | size=1

Proteobacteria==delta_epsilon_subdivisions==Hippea_maritima_DSM_10411 #GCA_000194135

Chlorobi==Chlorobia==Chlorobium_luteolum #LVWG01000034

SALA_o_OTU_308 | size=1

SALA_o_OTU_194 | size=1

Terrabacteria_group==Firmicutes==Firmicutes_bacterium_CAG_345 #GCA_000433315

SALA_o_OTU_434 | size=1

Terrabacteria_group==Actinobacteria==Mycobacterium_bovis_MbURU-001 #2645727999

TNS08_o_OTU_79 | size=1

SALA_o_OTU_474 | size=1

SALA_o_OTU_74 | size=3

Proteobacteria==delta_epsilon_subdivisions==Desulfatiglans_anilini_DSM_4660 #GCA_000422285

Terrabacteria_group==Firmicutes==Anaerococcus_hydrogenalis_DSM_7454 #GCA_000173355

P19_o_OTU_84 | size=1_r_153303

P19_o_OTU_117 | size=1_r_109544

Nitrospirae==unclassified_Nitrospirae==Nitrospirae_bacterium_JdFR-88 #GCA_002011795

Spirochaetae==Spirochaetes==Borrelia_miyamotoi_FR64b #CP004217

Proteobacteria==unclassified_Proteobacteria==Proteobacteria_bacterium_JGI_0000113-P07 #GCA_000438945

PVC_group==Planctomycetes==Fuerstia_marisgermanicae #GCA_001983935

PM3_o_OTU_415 | size=1

Tenericutes==Mollicutes==gut_metagenome #CDZI01021303
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Fig. S7 | Unrooted maximum likelihood phylogenies inferred from bacterial ‘16s_250bp’, ‘16S’ and ‘16S+23S’ datasets. ‘size=’ in-
dicates the number of qtrim ccs reads in the respective 97% OTUs. Taxa of major taxonomic groups are colored. Branch values in-
dicate non-parametric bootstrap support.     Indicates taxa discussed in the main text



Fig. S8 | Sequence similarities of internal transcribed spacer (ITS) copies 
either between different strains of the same species (left) or between different 
ITS copies within the same strain (right). Bacterial and archaeal species used 
are those that are present in the mock community and their close relatives with 
complete genomes available.
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Fig. S9 | Bar chart reflecting the estimated relative abundances of genomes that are part of 
the mock community. 
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Fig. S10 | Relationships between the %GC (left) or length (right) of the 
16S-ITS-23S loci of the mock community genomes and their quality-trimmed 
ccs read counts.



# 16S-ITS-23S loci Archaea Bacteria
0 96 4 106
1 176 4 692
2 50 1 135
3 36 719
4 5 546
5 1 321

>5 0 1 076
Total 364 12 595

Fraction ≥1 0,74 0,67

Table S1. 16S-ITS-23S loci in Archaea and Bacteria



Table S2. Composition of the mock community

Taxon DSM no.
16S-ITS-23S 

loci
genome 

length (bp)

molecular 
weight genome 
(Da or ng/nmol)

measured 
concentration 

(ng/μl)

measured 
concentration 

(amol/μl) "operonmol"/μl nl/"operonmol" Volume %
μl to 

pipette
Methanocaldococcus jannaschii 2661 2 1664970 1082230500 23,4 21,6 43,2 0,023 1,1 1,6
Archaeoglobus fulgidus 4304 1 2178400 1415960000 24,6 17,4 17,4 0,058 2,7 4,0
Pyrococcus furiosus 3638 1 1908256 1240366400 8,1 6,5 6,5 0,154 7,1 10,6
Haloquadratum walsbyi 16790 2 3132494 2036121100 22,1 10,9 21,7 0,046 2,1 3,2
Hyperthermus butylicus 5456 1 1667163 1083655950 28,0 25,8 25,8 0,039 1,8 2,7
Halogeometricum borinquense 11551 2 2820544 1833353600 24,2 13,2 26,4 0,038 1,7 2,6
Caldisphaera lagunensis 15908 1 1546846 1005449900 14,2 14,1 14,1 0,071 3,3 4,9
Novosphingobium aromaticivorans 12444 3 3561584 2315029600 19,4 8,4 25,1 0,040 1,8 2,8
Deinococcus geothermalis 11300 1 574127 373182550 5,5 14,6 14,6 0,068 3,2 4,7
Lactobacillus reuteri 20016 6 1999618 1299751700 26,3 20,2 121,2 0,008 0,4 0,6
Dictyoglomus turgidum 6724 2 1855560 1206114000 18,6 15,5 30,9 0,032 1,5 2,2
Bifidobacterium animalis subsp. lactis 10140 4 1938483 1260013950 10,0 7,9 31,6 0,032 1,5 2,2
Dyadobacter fermentans 18053 4 6967790 4529063500 25,6 5,6 22,6 0,044 2,0 3,1
Acidimicrobium ferrooxidans 10331 2 2158157 1402802050 21,9 15,6 31,2 0,032 1,5 2,2
Streptobacillus moniliformis 12112 5 1662578 1080675700 21,1 19,6 97,8 0,010 0,5 0,7
Conexibacter woesei 14684 1 6359369 4133589850 23,0 5,6 5,6 0,180 8,3 12,4
Denitrovibrio acetiphilus 12809 2 3222077 2094350050 21,1 10,1 20,1 0,050 2,3 3,4
Coraliomargarita akajimensis 45221 2 3750771 2438001150 21,6 8,9 17,7 0,056 2,6 3,9
Kyrpidia tusciae 2912 5 3384766 2200097900 20,1 9,2 45,8 0,022 1,0 1,5
Truepera radiovictrix 17093 1 3260398 2119258700 21,2 10,0 10,0 0,100 4,6 6,9
Ferrimonas balearica 9799 7 4279159 2781453350 25,6 9,2 64,3 0,016 0,7 1,1
Bacillus amyloliquefaciens 7 10 3980199 2587129350 11,5 4,4 44,4 0,023 1,0 1,6
Pedobacter saltans 12145 4 4635236 3012903400 6,7 2,2 8,9 0,113 5,2 7,8
Desulfurobacterium thermolithotrophum 11699 2 1541968 1002279200 20,6 20,5 41,1 0,024 1,1 1,7
Clostridium lentocellum 5427 8 4714237 3064254050 21,1 6,9 55,0 0,018 0,8 1,3
Thermodesulfatator indicus 15286 2 2322224 1509445600 21,7 14,4 28,7 0,035 1,6 2,4
Thermotoga thermarum 5069 1 2039943 1325962950 9,4 7,1 7,1 0,141 6,5 9,8
Megasphaera elsdenii 20460 7 2474718 1608566700 24,4 15,2 106,1 0,009 0,4 0,7
Thermovirga lienii 17291 3 1967774 1279053100 22,0 17,2 51,7 0,019 0,9 1,3
Caldilinea aerophila 14535 2 5144873 3344167450 22,1 6,6 13,2 0,076 3,5 5,2
Pseudomonas stutzeri 4166 4 4689946 3048464900 13,5 4,4 17,7 0,056 2,6 3,9
Spirochaeta thermophila 6578 2 2560222 1664144300 12,3 7,4 14,8 0,068 3,1 4,7
Terriglobus roseus 18391 2 5227858 3398107700 23,4 6,9 13,8 0,073 3,3 5,0
Phaeobacter inhibens 17395 4 3821831 2484190150 18,9 7,6 30,5 0,033 1,5 2,3
Singulisphaera acidiphila 18658 8 9629675 6259288750 22,8 3,6 29,1 0,034 1,6 2,4
Halobacteroides halobius 5150 5 2649255 1722015750 22,9 13,3 66,5 0,015 0,7 1,0
Myxococcus stipitatus 14675 3 10350586 6727880900 18,4 2,7 8,2 0,122 5,6 8,4
Desulfovibrio gigas 1382 1 3693999 2401099350 12,5 5,2 5,2 0,192 8,8 13,3

Sum Sum Sum
2,2 100,0 150,0


