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Figure S1: Flow cytometry analysis for D5 endothelial progenitor cells derived from 

WT H9 cells.  H9 cells were differentiated using a GSK3 inhibitor based endothelial 

progenitor differentiation protocol (Gi protocol).  On day 5 of differentiation, cells were 

analyzed for VEC expression by flow cytometry.  (A) No antibody control (B) VEC-FITC 

antibody.  

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 
 

 
 
Figure S2: Gating for all flow plots included in data set.  H9 and H13 VEC-GFP KI cell 

lines were differentiated using Gi protocol.  On day 5 of differentiation, GFP expression was 

analyzed via flow cytometry.   

 
 
 
 
 
 
 



 

 
 
Figure S3: Full blots for Western blot data. A) H9 cells B) H13 cells were differentiated 

with Gi protocol. VEC and beta-actin expression was analyzed via western blot. 

 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 



 
 

 
 
 
Figure S4: Representative bright field images of differentiation.  H1 and H9 cells were 

differentiated with Gi protocol.  Bright field images were taken daily during differentiation. 

Scale bars for 4x images are 500 µm. Scale bars for 20x images are 100 µM. 

 


