
Alternative Splicing Events:
SE - Skipped exon
A5SS - Alternative 5' splice site
AЗSS - Alternative 3' splice site
МХЕ - Mutually exclusive exons
RI - Retained intron

Samples:
293FT-pX - 293FT cells transfected with pX458 plasmid without sgRNA
293FT-74-4 - 293FT cells with CRISPR/Cas9 mediated mutation of SNORD74
293FT-75-2 - 293FT cells with CRISPR/Cas9 mediated mutation of SNORD75
293FT-77-1 - 293FT cells with CRISPR/Cas9 mediated mutation of SNORD77
293FT-80-1 - 293FT cells with CRISPR/Cas9 mediated mutation of SNORD80



208.8
417.5
626.2

835

RP
KM 243 19

GAS5 JG-1 IncLevel: 0.82

208.8
417.5
626.2

835

RP
KM

430 10 GAS5 JG-2 IncLevel: 0.90

208.8
417.5
626.2

835

RP
KM

136 1

GAS5 J74-1 IncLevel: 0.96

173865548 173865291 173865033 173864775 173864517 173864259
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

103 3

GAS5 J74-2 IncLevel: 1.00

chr1:173864257:173864304:-@chr1:173864257:173865282:-@chr1:173865471:173865547:-

A3SS

293FT-pX vs 293FT-74-4



208.8
417.5
626.2

835

RP
KM 243

GAS5 JG-1 IncLevel: 1.00

208.8
417.5
626.2

835

RP
KM

430 GAS5 JG-2 IncLevel: 1.00

208.8
417.5
626.2

835

RP
KM

136 3

GAS5 J74-1 IncLevel: 1.00

173865548 173865291 173865033 173864775 173864517 173864259
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

103 5

GAS5 J74-2 IncLevel: 0.95

chr1:173864257:173864704:-@chr1:173864257:173865282:-@chr1:173865471:173865547:-

A3SS

293FT-pX vs 293FT-74-4



208.8
417.5
626.2

835

RP
KM

19

17
GAS5 JG-1 IncLevel: 0.63

208.8
417.5
626.2

835

RP
KM

10

33 GAS5 JG-2 IncLevel: 0.80

208.8
417.5
626.2

835

RP
KM

1

8

GAS5 J74-1 IncLevel: 0.88

173865548 173865291 173865033 173864775 173864517 173864259
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

3
5

GAS5 J74-2 IncLevel: 1.00

chr1:173864257:173864304:-@chr1:173865229:173865547:-@chr1:173865471:173865547:-

A5SS

293FT-pX vs 293FT-74-4



208.8
417.5
626.2

835

RP
KM 243

145

GAS5 JG-1 IncLevel: 0.63

208.8
417.5
626.2

835

RP
KM

430

204

GAS5 JG-2 IncLevel: 0.68

208.8
417.5
626.2

835

RP
KM

136
83

GAS5 J74-1 IncLevel: 0.64

173865548 173865485 173865422 173865358 173865295 173865231
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

103
71

GAS5 J74-2 IncLevel: 0.65

chr1:173865229:173865282:-@chr1:173865471:173865547:-@chr1:173865510:173865547:-

A5SS

293FT-pX vs 293FT-74-4



208.8
417.5
626.2

835

RP
KM 397

19

GAS5 JG-1 IncLevel: 0.85

208.8
417.5
626.2

835

RP
KM

676

10

GAS5 JG-2 IncLevel: 0.92

208.8
417.5
626.2

835

RP
KM

241

1

3

GAS5 J74-1 IncLevel: 0.97

173865548 173865291 173865033 173864775 173864517 173864259
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

189
3

5

GAS5 J74-2 IncLevel: 1.00

chr1:173865471:173865547:-@chr1:173864484:173864704:-@chr1:173864257:173864304:-

SE

293FT-pX vs 293FT-74-4



208.8
417.5
626.2

835

RP
KM 82

19

GAS5 JG-1 IncLevel: 0.48

208.8
417.5
626.2

835

RP
KM

64

10

GAS5 JG-2 IncLevel: 0.66

208.8
417.5
626.2

835

RP
KM

27

1

3

GAS5 J74-1 IncLevel: 0.81

173865548 173865219 173864890 173864561 173864232 173863903
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

21
3

5

GAS5 J74-2 IncLevel: 1.00

chr1:173865471:173865547:-@chr1:173864675:173864704:-@chr1:173863901:173864304:-

SE

293FT-pX vs 293FT-74-4



272.8
545.5
818.2
1091

RP
KM

260 1451

GAS5 JG-1 IncLevel: 0.25

272.8
545.5
818.2
1091

RP
KM 424

204
GAS5 JG-2 IncLevel: 0.28

272.8
545.5
818.2
1091

RP
KM

79
165

GAS5 J75-1 IncLevel: 0.04

173867031 173866671 173866311 173865951 173865591 173865231
Genomic coordinate (chr1), "-" strand

272.8
545.5
818.2
1091

RP
KM

85 1 181

GAS5 J75-2 IncLevel: 0.05

chr1: 173866991:173867030:-@chr1:173866761:173866796:-@chr1:173865510:173865547:-@chr1:173865229:173865282:-

MXE

293FT-pX vs 293FT-75-2



194.2
388.5
582.8

777

RP
KM

82

GAS5 JG-1 IncLevel: 0.55

194.2
388.5
582.8

777

RP
KM

64

GAS5 JG-2 IncLevel: 0.55

194.2
388.5
582.8

777

RP
KM

69

GAS5 J75-1 IncLevel: 0.38

173864705 173864616 173864527 173864438 173864349 173864259
Genomic coordinate (chr1), "-" strand

194.2
388.5
582.8

777

RP
KM

75

GAS5 J75-2 IncLevel: 0.35

chr1:173864675:173864704:-@chr1:173864257:173864704:-@chr1:173864257:173864304:-

RI

293FT-pX vs 293FT-75-2



208.8
417.5
626.2

835

RP
KM

145

GAS5 JG-1 IncLevel: 0.32

208.8
417.5
626.2

835

RP
KM

204

GAS5 JG-2 IncLevel: 0.30

208.8
417.5
626.2

835

RP
KM

165

GAS5 J75-1 IncLevel: 0.18

173865548 173865485 173865422 173865358 173865295 173865231
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

181

GAS5 J75-2 IncLevel: 0.19

chr1:173865510:173865547:-@chr1:173865229:173865547:-@chr1:173865229:173865282:-

RI

293FT-pX vs 293FT-75-2



272.8
545.5
818.2
1091

RP
KM

260
1

4

GAS5 JG-1 IncLevel: 1.00

272.8
545.5
818.2
1091

RP
KM 424

5

GAS5 JG-2 IncLevel: 1.00

272.8
545.5
818.2
1091

RP
KM

79
107

GAS5 J75-1 IncLevel: 0.05

173867044 173866807 173866570 173866333 173866096 173865859
Genomic coordinate (chr1), "-" strand

272.8
545.5
818.2
1091

RP
KM

85 1

99

GAS5 J75-2 IncLevel: 0.07

chr1:173866991:173867043:-@chr1:173866528:173866796:-@chr1:173865857:173865894:-

SE

293FT-pX vs 293FT-75-2



208.8
417.5
626.2

835

RP
KM 19

GAS5 JG-1 IncLevel: 0.81

208.8
417.5
626.2

835

RP
KM

10 GAS5 JG-2 IncLevel: 0.86

208.8
417.5
626.2

835

RP
KM

69

GAS5 J77-1 IncLevel: 0.93

173865548 173865291 173865033 173864775 173864517 173864259
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM 710

GAS5 J77-2 IncLevel: 0.97

chr1:173864257:173864304:-@chr1:173864257:173864704:-@chr1:173865471:173865547:-

A3SS

293FT-pX vs 293FT-77-1



208.8
417.5
626.2

835

RP
KM

145

GAS5 JG-1 IncLevel: 0.32

208.8
417.5
626.2

835

RP
KM

204

GAS5 JG-2 IncLevel: 0.30

208.8
417.5
626.2

835

RP
KM

108

GAS5 J77-1 IncLevel: 0.19

173865548 173865485 173865422 173865358 173865295 173865231
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

119

GAS5 J77-2 IncLevel: 0.19

chr1:173865510:173865547:-@chr1:173865229:173865547:-@chr1:173865229:173865282:-

RI

293FT-pX vs 293FT-77-1



208.8
417.5
626.2

835

RP
KM 19

GAS5 JG-1 IncLevel: 0.81

208.8
417.5
626.2

835

RP
KM

10 GAS5 JG-2 IncLevel: 0.86

208.8
417.5
626.2

835

RP
KM

16

GAS5 J80-1 IncLevel: 1.00

173865548 173865291 173865033 173864775 173864517 173864259
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

26

GAS5 J80-2 IncLevel: 0.88

chr1:173864257:173864304:-@chr1:173864257:173864704:-@chr1:173865471:173865547:-

A3SS

293FT-pX vs 293FT-80-1



208.8
417.5
626.2

835

RP
KM 243

GAS5 JG-1 IncLevel: 1.00

208.8
417.5
626.2

835

RP
KM

430 GAS5 JG-2 IncLevel: 1.00

208.8
417.5
626.2

835

RP
KM

80 6

GAS5 J80-1 IncLevel: 0.83

173865548 173865291 173865033 173864775 173864517 173864259
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

123 6

GAS5 J80-2 IncLevel: 0.91

chr1:173864257:173864704:-@chr1:173864257:173865282:-@chr1:173865471:173865547:-

A3SS

293FT-pX vs 293FT-80-1



208.8
417.5
626.2

835

RP
KM 243

145

GAS5 JG-1 IncLevel: 0.63

208.8
417.5
626.2

835

RP
KM

430

204

GAS5 JG-2 IncLevel: 0.68

208.8
417.5
626.2

835

RP
KM

80
85

GAS5 J80-1 IncLevel: 0.49

173865548 173865485 173865422 173865358 173865295 173865231
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

123
110

GAS5 J80-2 IncLevel: 0.52

chr1:173865229:173865282:-@chr1:173865471:173865547:-@chr1:173865510:173865547:-

A5SS

293FT-pX vs 293FT-80-1



208.8
417.5
626.2

835

RP
KM

145

GAS5 JG-1 IncLevel: 0.32

208.8
417.5
626.2

835

RP
KM

204

GAS5 JG-2 IncLevel: 0.30

208.8
417.5
626.2

835

RP
KM

85

GAS5 J80-1 IncLevel: 0.20

173865548 173865485 173865422 173865358 173865295 173865231
Genomic coordinate (chr1), "-" strand

208.8
417.5
626.2

835

RP
KM

110

GAS5 J80-2 IncLevel: 0.15

chr1:173865510:173865547:-@chr1:173865229:173865547:-@chr1:173865229:173865282:-

RI

293FT-pX vs 293FT-80-1


	fJR3eGJTJnY
	1_GAS5_chr1_173864257_173864304_-@chr1_173864257_173865282_-@chr1_173865471_173865547_-
	1_GAS5_chr1_173864257_173864704_-@chr1_173864257_173865282_-@chr1_173865471_173865547_-
	1_GAS5_chr1_173864257_173864304_-@chr1_173865229_173865547_-@chr1_173865471_173865547_-
	1_GAS5_chr1_173865229_173865282_-@chr1_173865471_173865547_-@chr1_173865510_173865547_-
	1_GAS5_chr1_173865471_173865547_-@chr1_173864484_173864704_-@chr1_173864257_173864304_-
	1_GAS5_chr1_173865471_173865547_-@chr1_173864675_173864704_-@chr1_173863901_173864304_-
	1_GAS5_chr1_173866991_173867030_-@chr1_173866761_173866796_-@chr1_173865510_173865547_-@chr1_173865229_173865282_-
	1_GAS5_chr1_173864675_173864704_-@chr1_173864257_173864704_-@chr1_173864257_173864304_-
	1_GAS5_chr1_173865510_173865547_-@chr1_173865229_173865547_-@chr1_173865229_173865282_-
	1_GAS5_chr1_173866991_173867043_-@chr1_173866528_173866796_-@chr1_173865857_173865894_-
	1_GAS5_chr1_173864257_173864304_-@chr1_173864257_173864704_-@chr1_173865471_173865547_-
	1_GAS5_chr1_173865510_173865547_-@chr1_173865229_173865547_-@chr1_173865229_173865282_-
	1_GAS5_chr1_173864257_173864304_-@chr1_173864257_173864704_-@chr1_173865471_173865547_-
	1_GAS5_chr1_173864257_173864704_-@chr1_173864257_173865282_-@chr1_173865471_173865547_-
	1_GAS5_chr1_173865229_173865282_-@chr1_173865471_173865547_-@chr1_173865510_173865547_-
	1_GAS5_chr1_173865510_173865547_-@chr1_173865229_173865547_-@chr1_173865229_173865282_-
	Пустая страница



