
Supplementary Table 8 Ranked list and list of genes differentially expressed between cluster 1 and cluster 2.
Supplementary Table 8b List of genes differentially expressed (DEGs) between cluster 1 and cluster 2. 

Gene Symbol Fold Change p-value q-value
GABRA1 6.8306 2.00E-05 6.14E-03
SYNPR 6.4482 1.32E-05 6.02E-03
GRIN1 6.2674 1.76E-05 6.14E-03
KCNJ3 6.2393 1.06E-05 6.02E-03
GABRG2 6.2022 3.02E-05 7.11E-03
FSTL5 5.9644 1.64E-05 6.14E-03
GAD2 5.9131 1.14E-05 6.02E-03
CPNE6 5.8079 2.04E-05 6.14E-03
UNC13C 5.6238 2.80E-05 6.94E-03
SLC17A7 5.6132 6.43E-05 8.75E-03
CPLX2 5.5421 3.28E-05 7.41E-03
NKX6-2 5.3846 3.75E-04 1.55E-02
MOBP 5.3812 1.14E-04 1.01E-02
SLC32A1 5.1674 7.92E-05 9.44E-03
CNTNAP4 5.1460 1.99E-04 1.26E-02
GABRG1 5.1056 2.61E-04 1.34E-02
OLFM3 5.1025 8.12E-06 6.02E-03
NEUROD2 5.0746 1.25E-03 2.74E-02
SLC8A2 4.9804 8.59E-05 9.44E-03
CLVS2 4.8955 2.45E-04 1.32E-02
CNDP1 4.8549 1.41E-03 2.82E-02
SYT4 4.8329 2.18E-05 6.25E-03
SPOCK3 4.8279 1.83E-04 1.23E-02
MAL2 4.8271 6.33E-05 8.75E-03
RELN 4.7971 4.07E-04 1.61E-02
SLC6A15 4.7582 3.91E-05 7.61E-03
GRM4 4.7424 1.35E-03 2.81E-02
HCN1 4.7310 1.64E-04 1.20E-02
HRH3 4.6909 4.30E-05 8.09E-03
SH3GL3 4.6428 4.74E-05 8.09E-03
SYT13 4.6146 2.40E-04 1.31E-02
SPHKAP 4.5669 3.91E-05 7.61E-03
LHX1 4.5569 6.60E-05 8.75E-03
SYT1 4.5282 1.27E-04 1.06E-02
NKAIN2 4.5215 1.81E-04 1.23E-02
PACSIN1 4.4952 1.38E-04 1.13E-02
FRMPD4 4.4921 2.92E-05 7.05E-03
MAG 4.4901 7.44E-04 2.04E-02
KCNK9 4.4601 6.78E-04 1.98E-02
ATP2B3 4.4261 1.50E-04 1.14E-02
CACNA1B 4.4088 3.82E-05 7.61E-03
MYT1L 4.3856 2.19E-04 1.31E-02
KLK6 4.2682 1.01E-03 2.46E-02
NDST3 4.1903 6.37E-05 8.75E-03
CNPY1 4.1737 2.06E-05 6.14E-03
CDH22 4.1644 1.27E-04 1.06E-02
LRTM2 4.1506 1.84E-05 6.14E-03
MGAT4C 4.1452 3.18E-05 7.36E-03
GABRA4 4.1340 1.80E-03 3.21E-02
SCRT1 4.1225 7.07E-05 8.99E-03
NEFL 4.1148 1.80E-03 3.21E-02
BHLHE22 4.1045 4.55E-04 1.69E-02
HES5 4.0491 7.12E-05 8.99E-03
GABRD 4.0073 3.11E-04 1.37E-02
SYT7 3.9875 2.95E-05 7.05E-03
WNT7B 3.9862 1.96E-04 1.26E-02
PPP2R2C 3.9773 2.63E-04 1.34E-02
SLC6A17 3.9763 1.05E-04 1.01E-02
NEUROD1 3.9653 4.92E-03 5.19E-02
ROBO2 3.9584 2.64E-04 1.34E-02
CELF4 3.9297 2.41E-04 1.31E-02
PCLO 3.9276 4.49E-06 3.86E-03
GRM3 3.9164 5.94E-05 8.75E-03
RASGRF1 3.9089 2.64E-04 1.34E-02
EPHA10 3.8707 4.93E-05 8.09E-03
PRMT8 3.8608 1.05E-04 1.01E-02
PVALB 3.8467 3.58E-03 4.45E-02
HPCAL4 3.8158 2.64E-04 1.34E-02
CLCA4 3.7811 1.62E-04 1.20E-02
FGFBP2 3.7807 4.80E-04 1.69E-02
INA 3.7598 1.83E-04 1.23E-02
PRKCG 3.7548 6.21E-04 1.86E-02
EN2 3.7331 4.47E-04 1.67E-02
ERMN 3.7145 4.47E-04 1.67E-02
TMEM125 3.6930 2.63E-03 3.87E-02
SLCO1A2 3.6803 3.15E-04 1.37E-02
CALN1 3.6792 6.04E-04 1.85E-02
GDA 3.6750 5.29E-04 1.78E-02
ATP1A3 3.6690 1.53E-04 1.14E-02
SVOP 3.6542 2.63E-04 1.34E-02
CNTNAP2 3.6365 7.19E-05 8.99E-03
LRRIQ1 3.6319 4.83E-04 1.69E-02
HTR5A 3.6314 3.45E-05 7.41E-03
KIRREL3 3.6163 5.89E-05 8.75E-03
ARHGAP36 3.6161 5.75E-04 1.85E-02
JPH3 3.5987 6.28E-04 1.86E-02
RTN4R 3.5966 1.44E-05 6.02E-03
KCNC2 3.5853 1.76E-03 3.19E-02
SYT2 3.5667 4.62E-05 8.09E-03
CDH18 3.5611 3.88E-03 4.74E-02
SLC6A7 3.5330 6.70E-04 1.97E-02
XKR7 3.5291 7.84E-04 2.12E-02
GLRA2 3.5048 2.53E-04 1.34E-02
KCNJ12 3.4999 2.82E-04 1.37E-02
IQSEC3 3.4786 2.20E-04 1.31E-02
MPPED1 3.4739 1.69E-03 3.07E-02
FGF9 3.4420 1.03E-03 2.46E-02
GJB1 3.4395 7.44E-04 2.04E-02
KCNJ6 3.4366 1.26E-04 1.06E-02
BARHL1 3.4322 8.45E-03 7.18E-02
CACNG3 3.4312 3.33E-05 7.41E-03
PLCH2 3.4205 2.41E-04 1.31E-02
PRSS3 3.4056 6.80E-05 8.94E-03
SLC1A6 3.3961 3.96E-03 4.74E-02
NKAIN1 3.3830 4.85E-05 8.09E-03
FABP6 3.3750 1.95E-05 6.14E-03
ZNF488 3.3669 1.13E-03 2.52E-02
SRRM4 3.3634 1.20E-03 2.66E-02
KRT31 3.3477 1.55E-03 2.99E-02
CACNG2 3.3458 3.59E-03 4.47E-02
ADAMTS18 3.3387 2.77E-03 4.00E-02
KCNK3 3.3342 1.14E-04 1.01E-02
CDH8 3.3322 5.88E-05 8.75E-03
AGT 3.3259 6.99E-07 1.70E-03
SLC12A5 3.3177 2.64E-04 1.34E-02
HHIP 3.3154 1.21E-03 2.66E-02
CDH15 3.3135 8.99E-03 7.34E-02
CPLX1 3.2808 8.73E-05 9.44E-03
NTSR2 3.2776 2.44E-03 3.71E-02
CALY 3.2657 3.75E-04 1.55E-02
FAM153B 3.2328 1.09E-03 2.52E-02
SH3GL2 3.2283 1.95E-03 3.34E-02
GREM1 3.2277 1.04E-04 1.01E-02
GALNT9 3.2199 1.67E-03 3.04E-02
PENK 3.2111 1.93E-03 3.34E-02
LIX1 3.2049 3.15E-04 1.37E-02
WSCD2 3.1669 7.19E-03 6.53E-02
ELAVL2 3.1516 1.53E-03 2.98E-02
PTPRR 3.1459 1.13E-04 1.01E-02
CRHR1 3.1391 2.03E-03 3.37E-02
FAM131C 3.1140 6.27E-04 1.86E-02
PI16 3.1137 1.67E-03 3.04E-02
FGFR2 3.1040 1.37E-03 2.81E-02
FAM163B 3.0931 3.91E-04 1.55E-02
OTOS 3.0462 9.60E-05 1.01E-02
RYR2 3.0459 3.07E-03 4.18E-02
ADCY8 3.0441 1.54E-03 2.98E-02
SEMA3D 3.0374 4.93E-03 5.19E-02
PEX5L 3.0198 1.27E-04 1.06E-02
CLGN 3.0083 7.38E-04 2.04E-02
KIAA1239 3.0029 2.32E-03 3.67E-02
CARNS1 2.9928 1.66E-03 3.04E-02
NEFM 2.9892 3.56E-03 4.45E-02
ST18 2.9890 2.27E-03 3.60E-02
TOX3 2.9809 2.62E-04 1.34E-02
RIMS1 2.9686 2.28E-03 3.60E-02
ACTL6B 2.9679 1.42E-03 2.82E-02
TMEM151B 2.9673 1.14E-04 1.01E-02
CREG2 2.9499 5.10E-03 5.33E-02
PEG10 2.9477 1.32E-03 2.81E-02
MBP 2.9445 6.04E-04 1.85E-02
ARHGDIG 2.9332 1.68E-04 1.20E-02
GABRB2 2.9101 2.11E-03 3.44E-02
C10orf105 2.8751 1.32E-03 2.81E-02
PDIA2 2.8727 4.77E-03 5.09E-02
CELF5 2.8698 2.65E-03 3.87E-02
NEUROD6 2.8616 1.72E-04 1.22E-02
ANKRD34C 2.8611 4.71E-03 5.09E-02
ZNF385B 2.8370 3.20E-03 4.32E-02
SYT9 2.8350 1.31E-03 2.81E-02
SEZ6 2.8307 6.57E-05 8.75E-03
KIAA1644 2.8129 3.57E-03 4.45E-02
ICAM5 2.8056 4.04E-03 4.74E-02
SLC5A11 2.8054 3.00E-03 4.14E-02
FAM153C 2.8002 4.73E-04 1.69E-02
SCRT2 2.7719 1.83E-03 3.24E-02
CKMT1B 2.7666 8.28E-03 7.08E-02
DGKB 2.7625 3.07E-03 4.18E-02
PAK7 2.7616 2.45E-03 3.71E-02
ADAM11 2.7534 1.05E-04 1.01E-02
IL13RA2 2.7503 4.74E-03 5.09E-02
BCYRN1 2.7398 9.07E-03 7.34E-02
NGB 2.7348 6.23E-04 1.86E-02
NPTX1 2.7279 9.07E-03 7.34E-02
SIM2 2.7245 2.21E-04 1.31E-02
TMEM151A 2.7205 3.08E-04 1.37E-02
HHATL 2.7046 5.30E-04 1.78E-02
DLL3 2.7034 9.52E-03 7.52E-02
HS3ST2 2.7025 6.16E-03 5.96E-02
BARX2 2.7018 7.36E-03 6.61E-02
SNCB 2.6959 6.04E-04 1.85E-02
LGI3 2.6916 2.46E-03 3.71E-02
CHRNA3 2.6913 3.97E-03 4.74E-02
EPHA7 2.6743 5.41E-03 5.60E-02
DLGAP3 2.6710 8.77E-04 2.29E-02
SLC4A10 2.6696 9.50E-03 7.52E-02
ZIC2 2.6551 6.84E-04 1.98E-02
GPR143 2.6419 5.56E-05 8.75E-03
LHX5 2.6395 5.17E-04 1.78E-02
LYPD6 2.6386 5.31E-04 1.78E-02
SNAP25 2.6299 7.48E-04 2.04E-02
FAM153A 2.6282 9.92E-04 2.43E-02
SOX11 2.6225 2.43E-04 1.31E-02
CNTN2 2.6178 3.08E-04 1.37E-02
OPRK1 2.6148 2.44E-03 3.71E-02
GPR37 2.6078 7.79E-03 6.76E-02
CA2 2.5942 5.93E-05 8.75E-03
DOK6 2.5903 3.56E-03 4.45E-02
C2CD4A 2.5890 2.82E-03 4.00E-02
GPR22 2.5876 3.85E-03 4.71E-02
CAMK4 2.5873 5.49E-03 5.60E-02
CHGA 2.5843 2.89E-03 4.00E-02
GLRA3 2.5834 3.44E-05 7.41E-03
VWA5B2 2.5831 2.13E-04 1.31E-02
GREM2 2.5733 1.77E-03 3.20E-02
ZNF536 2.5516 5.48E-03 5.60E-02
NRN1 2.5507 1.53E-04 1.14E-02
KLHL32 2.5409 3.88E-04 1.55E-02
TMEM130 2.5405 9.51E-03 7.52E-02
RPRML 2.5284 1.35E-03 2.81E-02
S1PR5 2.5266 2.84E-03 4.00E-02
SULT4A1 2.5101 6.04E-04 1.85E-02
AATK 2.4991 1.27E-04 1.06E-02

4-Mar 2.4861 5.87E-03 5.72E-02
CUX2 2.4819 2.55E-04 1.34E-02
KCNJ4 2.4806 9.95E-03 7.85E-02
SNCAIP 2.4691 1.21E-03 2.66E-02
GNG13 2.4627 2.68E-03 3.91E-02
KCNT1 2.4438 3.29E-03 4.37E-02
PALM2 2.4383 7.42E-04 2.04E-02
DHRS2 2.4362 9.52E-04 2.35E-02
HOXD1 2.4330 8.69E-03 7.34E-02
IGLON5 2.4299 3.84E-03 4.71E-02
GNG4 2.4143 4.47E-04 1.67E-02
ZIC5 2.4133 1.03E-03 2.46E-02
TAGLN3 2.4075 3.08E-04 1.37E-02
RAB11FIP4 2.4058 2.68E-05 6.76E-03
PDE1A 2.3946 2.65E-03 3.87E-02
CAMKV 2.3905 2.63E-03 3.87E-02
GOLGA7B 2.3900 9.21E-04 2.30E-02
GRM1 2.3893 5.85E-03 5.72E-02
WNK2 2.3868 6.83E-04 1.98E-02
CLEC4GP1 2.3811 7.53E-04 2.04E-02
TWIST1 2.3759 1.94E-03 3.34E-02
FSTL4 2.3735 5.04E-03 5.29E-02
EPHA6 2.3599 1.98E-03 3.34E-02
SLC17A6 2.3551 2.81E-03 4.00E-02
C9orf24 2.3549 8.44E-04 2.26E-02
C11orf87 2.3500 8.86E-03 7.34E-02
CHD5 2.3423 2.27E-03 3.60E-02
PIRT 2.3364 5.90E-03 5.72E-02
RAPGEF5 2.3199 1.90E-04 1.23E-02
MGAT5B 2.3198 6.29E-04 1.86E-02
C1QTNF4 2.3163 2.40E-04 1.31E-02
FAM107A 2.3156 4.85E-04 1.69E-02
DGCR5 2.3135 4.47E-04 1.67E-02
EFCAB1 2.3131 2.71E-03 3.95E-02
RSPO2 2.3105 4.06E-03 4.74E-02
PCP4 2.3083 1.94E-03 3.34E-02
AQP1 2.3076 2.41E-03 3.69E-02
PTPRT 2.2927 3.55E-03 4.45E-02
LRRC10B 2.2924 1.66E-03 3.04E-02
PROM1 2.2745 3.56E-03 4.45E-02
PYDC1 2.2722 4.26E-03 4.87E-02
KCNN2 2.2610 5.89E-03 5.72E-02
ATP8A2 2.2477 3.56E-03 4.45E-02
AQP4 2.2331 3.32E-03 4.37E-02
FGF17 2.2240 9.13E-03 7.38E-02
C12orf39 2.2224 9.42E-03 7.52E-02
GABRA2 2.2156 5.68E-03 5.60E-02
CRHBP 2.2137 2.44E-03 3.71E-02
CNTN1 2.2136 9.52E-03 7.52E-02
PRRT4 2.2113 4.11E-03 4.74E-02
RGS7 2.2018 2.27E-03 3.60E-02
CDS1 2.1999 7.42E-04 2.04E-02
PITPNM3 2.1972 1.14E-04 1.01E-02
FADS6 2.1872 7.21E-03 6.53E-02
PDZRN4 2.1868 1.67E-03 3.04E-02
FOXP2 2.1862 3.15E-04 1.37E-02
PCP4L1 2.1839 4.12E-03 4.74E-02
CPNE9 2.1792 1.11E-03 2.52E-02
DDN 2.1747 8.82E-03 7.34E-02
ZIC3 2.1454 1.42E-03 2.82E-02
GREB1L 2.1411 1.02E-04 1.01E-02
CLCNKA 2.1328 9.75E-04 2.40E-02
CA4 2.1203 4.12E-03 4.74E-02
GRB14 2.1134 5.00E-03 5.26E-02
SNCG 2.0943 4.47E-04 1.67E-02
C15orf27 2.0879 3.05E-03 4.18E-02
SPTB 2.0801 5.12E-03 5.33E-02
CHRNB2 2.0759 5.88E-03 5.72E-02
TP73 2.0718 5.88E-05 8.75E-03
SHANK1 2.0577 2.89E-03 4.00E-02
ST8SIA5 2.0547 3.88E-04 1.55E-02
PLCB4 2.0526 6.33E-03 6.05E-02
TACR1 2.0427 1.94E-03 3.34E-02
KIAA1045 2.0425 7.44E-04 2.04E-02
EFHD1 2.0346 2.41E-03 3.69E-02
NRIP3 2.0301 6.26E-04 1.86E-02
PTPN3 2.0287 1.67E-03 3.04E-02
NNAT 2.0278 6.66E-03 6.14E-02
HCN2 2.0185 3.57E-03 4.45E-02
CACNA1E 2.0093 3.31E-03 4.37E-02
GDAP1L1 2.0083 2.65E-03 3.87E-02
ITPKA 2.0065 1.94E-05 6.14E-03
PPM1H 1.9955 1.20E-06 1.94E-03
GJD2 1.9951 2.96E-03 4.10E-02
KCNN3 1.9947 1.14E-04 1.01E-02
CHRM2 1.9827 2.25E-03 3.60E-02
ATP1B1 1.9804 3.00E-06 3.12E-03
NKX2-8 1.9799 4.34E-03 4.95E-02
ANKS1B 1.9766 2.43E-04 1.31E-02
CLEC4G 1.9716 5.17E-03 5.37E-02
CDK5R1 1.9618 1.39E-05 6.02E-03
PLP1 1.9577 3.44E-03 4.39E-02
CXCL5 1.9524 1.28E-03 2.79E-02
KIF6 1.9491 3.05E-03 4.18E-02
SPTBN2 1.9480 6.04E-04 1.85E-02
GPR61 1.9461 1.92E-04 1.23E-02
MAST1 1.9430 2.89E-03 4.00E-02

11-Mar 1.9221 1.72E-03 3.11E-02
HPCA 1.9080 3.84E-03 4.71E-02
KNDC1 1.9042 3.84E-03 4.71E-02
CDH9 1.9036 1.06E-03 2.50E-02
PNMT 1.8987 1.93E-03 3.34E-02
NPPC 1.8933 1.81E-03 3.22E-02
SGPP2 1.8891 1.83E-04 1.23E-02
FREM1 1.8774 6.32E-03 6.05E-02
DTX4 1.8690 1.47E-04 1.14E-02
DAAM2 1.8650 2.65E-03 3.87E-02
MYL3 1.8627 1.53E-03 2.98E-02
KCNV1 1.8584 9.14E-03 7.39E-02
ASPA 1.8579 9.07E-03 7.34E-02
HCN4 1.8571 2.50E-03 3.77E-02
KHDRBS2 1.8465 2.07E-03 3.44E-02
KIT 1.8351 2.21E-04 1.31E-02
SLC39A12 1.8323 5.50E-03 5.60E-02
WNT3 1.8264 3.08E-04 1.37E-02
TMEM98 1.8254 3.32E-03 4.37E-02
GPR63 1.8244 4.74E-04 1.69E-02
PAX6 1.8196 3.88E-04 1.55E-02
BSN 1.8195 9.07E-03 7.34E-02
RIMS3 1.8173 8.73E-05 9.44E-03
DLGAP2 1.8110 8.11E-03 7.03E-02
NPM2 1.8069 4.11E-03 4.74E-02
MYLK2 1.8056 1.67E-03 3.04E-02
CCNJL 1.8003 1.54E-03 2.98E-02
PNMA3 1.7805 2.65E-03 3.87E-02
SCN3B 1.7757 2.65E-03 3.87E-02
RNF152 1.7748 1.42E-03 2.82E-02
MFSD4 1.7668 3.75E-04 1.55E-02
HSPB7 1.7664 3.54E-03 4.45E-02
MAPK8IP2 1.7621 3.00E-06 3.12E-03
TPPP 1.7617 2.02E-04 1.26E-02
TMEM144 1.7588 1.66E-03 3.04E-02
GMPR 1.7508 7.48E-04 2.04E-02
CADPS2 1.7461 6.66E-03 6.14E-02
RUNDC3A 1.7348 2.64E-04 1.34E-02
TMC1 1.7275 4.78E-04 1.69E-02
IPCEF1 1.7252 1.90E-04 1.23E-02
APLP1 1.7248 2.43E-04 1.31E-02
CELSR3 1.7245 3.76E-04 1.55E-02
NOG 1.7238 5.49E-03 5.60E-02
PPP1R14A 1.7192 4.82E-03 5.09E-02
AIFM3 1.7181 7.77E-03 6.76E-02
SRCIN1 1.7140 3.32E-03 4.37E-02
GRM2 1.7012 1.61E-03 3.04E-02
SBK1 1.6930 1.90E-04 1.23E-02
MYH15 1.6924 8.85E-03 7.34E-02
NAPB 1.6892 1.94E-05 6.14E-03
SHANK2 1.6877 7.77E-03 6.76E-02
NAV3 1.6863 1.47E-04 1.14E-02
KISS1R 1.6808 5.47E-03 5.60E-02
RAB3A 1.6755 1.13E-03 2.52E-02
GJC2 1.6622 4.44E-03 4.99E-02
KCNH3 1.6598 1.12E-03 2.52E-02
STON2 1.6573 2.43E-04 1.31E-02
NECAB1 1.6560 4.47E-04 1.67E-02
MAP7D2 1.6539 5.89E-03 5.72E-02
S1PR1 1.6405 2.43E-04 1.31E-02
TMEFF1 1.6327 7.26E-03 6.53E-02
PRRT2 1.6320 6.57E-05 8.75E-03
RFPL2 1.6128 4.20E-03 4.81E-02
HMGB3 1.6120 2.89E-04 1.37E-02
SLC45A3 1.6019 3.56E-03 4.45E-02
MRVI1 1.5967 1.39E-05 6.02E-03
HAR1A 1.5930 1.76E-03 3.19E-02
ATP8A1 1.5878 1.14E-04 1.01E-02
EPHA8 1.5738 6.56E-03 6.14E-02
PPM1E 1.5735 3.31E-03 4.37E-02
SOX9 1.5633 4.82E-03 5.09E-02
BRSK2 1.5578 4.82E-03 5.09E-02
ERC2 1.5556 7.26E-03 6.53E-02
EFNA5 1.5551 4.12E-03 4.74E-02
GJB5 1.5550 2.49E-03 3.75E-02
EFNA3 1.5447 6.29E-03 6.05E-02
N4BP3 1.5416 1.95E-03 3.34E-02
PRDM8 1.5413 1.94E-03 3.34E-02
CALHM1 1.5409 7.47E-03 6.70E-02
ATP2B2 1.5397 6.66E-03 6.14E-02
GPRC5C 1.5363 7.44E-04 2.04E-02
PRKG1 1.5360 1.32E-03 2.81E-02
RASL10A 1.5158 4.13E-03 4.74E-02
KBTBD12 1.5149 3.31E-03 4.37E-02
ELAVL3 1.5098 7.79E-03 6.76E-02
NDP 1.5081 5.68E-03 5.60E-02
MAPT 1.5078 7.48E-04 2.04E-02
HS3ST4 1.4995 2.89E-03 4.00E-02
RNF165 1.4880 6.66E-03 6.14E-02
CCDC136 1.4840 1.27E-04 1.06E-02
PVRL1 1.4818 3.88E-04 1.55E-02
PNCK 1.4566 4.09E-04 1.61E-02
GAS1 1.4400 7.44E-04 2.04E-02
LCN12 1.4332 5.65E-03 5.60E-02
KIF4A 1.4262 3.57E-03 4.45E-02
PPP1R16B 1.4194 4.85E-04 1.69E-02
CCNO 1.4110 3.23E-03 4.35E-02
MAPK8IP1 1.4029 1.39E-05 6.02E-03
GPR85 1.4009 1.43E-03 2.82E-02
SCUBE2 1.3835 4.82E-03 5.09E-02
DUSP8 1.3830 1.66E-03 3.04E-02
ASPDH 1.3808 4.43E-03 4.99E-02
ONECUT2 1.3805 4.28E-03 4.90E-02
C16orf89 1.3774 2.11E-03 3.44E-02
LRRN2 1.3663 1.13E-03 2.52E-02
STX1A 1.3467 1.67E-03 3.04E-02
RNF144A 1.3386 2.41E-03 3.69E-02
FNDC5 1.3379 5.50E-03 5.60E-02
NEFH 1.3315 1.95E-03 3.34E-02
FAAH 1.3292 1.47E-04 1.14E-02
FBXL16 1.3238 4.08E-03 4.74E-02
PTCHD2 1.3202 5.12E-03 5.33E-02
NKD1 1.3131 2.89E-03 4.00E-02
CAMK2N2 1.3130 7.79E-03 6.76E-02
RASGRF2 1.3128 6.04E-04 1.85E-02
SCARA3 1.3105 3.44E-03 4.39E-02
RAB33A 1.3074 4.13E-03 4.74E-02
DPYSL5 1.2955 4.76E-03 5.09E-02
RASGRP3 1.2875 8.07E-04 2.17E-02
DLL1 1.2850 5.50E-03 5.60E-02
PKMYT1 1.2779 4.10E-04 1.61E-02
DIAPH3 1.2691 2.01E-04 1.26E-02
ADAP1 1.2621 2.01E-03 3.34E-02
PRKCB 1.2587 4.82E-03 5.09E-02
FUT9 1.2585 6.78E-03 6.20E-02
RASL10B 1.2552 9.21E-04 2.30E-02
BZRAP1 1.2506 7.79E-03 6.76E-02
PTH1R 1.2457 4.77E-03 5.09E-02
PLCL1 1.2456 2.43E-04 1.31E-02
TGFB3 1.2442 5.30E-04 1.78E-02
KIAA1324L 1.2365 4.08E-03 4.74E-02
TMCC2 1.2349 4.08E-03 4.74E-02
DLG2 1.2269 1.43E-03 2.82E-02
GNAO1 1.2142 5.68E-03 5.60E-02
PAQR4 1.2107 6.04E-04 1.85E-02
CERCAM 1.2056 4.82E-03 5.09E-02
TMIGD2 1.2047 7.79E-03 6.76E-02
FHOD3 1.1925 6.33E-03 6.05E-02
TUBA4A 1.1889 2.01E-03 3.34E-02
CCDC11 1.1759 2.64E-03 3.87E-02
ARHGEF4 1.1707 1.66E-03 3.04E-02
FGF12 1.1640 4.82E-03 5.09E-02



PGBD5 1.1585 6.04E-04 1.85E-02
TPRN 1.1534 2.65E-03 3.87E-02
TTYH2 1.1472 8.69E-05 9.44E-03
PANX2 1.1447 5.90E-03 5.72E-02
RLTPR 1.1427 7.24E-03 6.53E-02
CCDC85C 1.1415 8.32E-03 7.08E-02
RAP1GAP2 1.1407 3.08E-03 4.18E-02
MPP2 1.1377 4.85E-04 1.69E-02
LPHN2 1.1354 7.79E-03 6.76E-02
C1orf115 1.1301 4.85E-04 1.69E-02
INADL 1.1282 2.41E-03 3.69E-02
AFF3 1.1268 5.50E-03 5.60E-02
SLC38A5 1.1247 4.82E-03 5.09E-02
PFN2 1.1229 9.21E-04 2.30E-02
ST6GALNAC3 1.1224 8.32E-03 7.08E-02
CPS1 1.1210 4.77E-03 5.09E-02
GGH 1.1189 3.88E-04 1.55E-02
SLC7A5 1.1097 3.08E-04 1.37E-02
KIF21A 1.1034 2.28E-03 3.60E-02
HECW2 1.1032 2.89E-03 4.00E-02
MCF2L 1.1019 9.21E-04 2.30E-02
CLDN5 1.1010 4.08E-03 4.74E-02
TPPP3 1.0960 3.08E-03 4.18E-02
CLDND1 1.0822 5.68E-03 5.60E-02
KCNC4 1.0762 1.03E-03 2.46E-02
FAM107B 1.0719 1.37E-03 2.81E-02
SLC1A3 1.0689 1.03E-03 2.46E-02
SPIRE2 1.0618 2.89E-03 4.00E-02
CCNE2 1.0601 4.74E-03 5.09E-02
EPHB6 1.0410 5.68E-03 5.60E-02
EZR 1.0396 2.65E-03 3.87E-02
MAGI1 1.0335 2.01E-03 3.34E-02
FAM171A2 1.0330 2.01E-03 3.34E-02
PCDH17 1.0305 1.13E-03 2.52E-02
GOLGA8A 1.0260 3.44E-03 4.39E-02
ITPKB 1.0211 6.04E-04 1.85E-02
FBXO41 1.0191 6.66E-03 6.14E-02
RAB6B 1.0185 1.13E-03 2.52E-02
CAMKK2 1.0091 1.13E-03 2.52E-02
C18orf56 -1.0006 7.73E-03 6.76E-02
VNN2 -1.0006 1.54E-03 2.98E-02
APOL3 -1.0020 4.08E-03 4.74E-02
TSPAN32 -1.0042 2.10E-03 3.44E-02
APOBEC3D -1.0081 1.42E-03 2.82E-02
CD7 -1.0108 3.56E-03 4.45E-02
HLA-DPA1 -1.0120 8.32E-03 7.08E-02
GBP4 -1.0141 4.82E-03 5.09E-02
KLHL6 -1.0144 3.08E-04 1.37E-02
NTN1 -1.0176 3.44E-03 4.39E-02
SVIL -1.0217 7.79E-03 6.76E-02
MICALL2 -1.0218 1.67E-03 3.04E-02
C19orf57 -1.0219 1.54E-03 2.98E-02
THBS2 -1.0235 1.37E-03 2.81E-02
ZNF26 -1.0304 2.41E-03 3.69E-02
CLEC4A -1.0320 5.71E-04 1.85E-02
RHOH -1.0324 4.75E-03 5.09E-02
SWAP70 -1.0328 3.00E-06 3.12E-03
ZNF843 -1.0399 1.03E-03 2.46E-02
AEN -1.0418 6.99E-07 1.70E-03
PPAPDC1A -1.0422 4.08E-03 4.74E-02
FKBPL -1.0441 1.20E-03 2.66E-02
LIFR -1.0444 4.08E-03 4.74E-02
LRRTM4 -1.0579 5.50E-03 5.60E-02
SLFNL1 -1.0636 5.41E-03 5.60E-02
SH2D4A -1.0652 2.01E-03 3.34E-02
FOSL1 -1.0653 7.77E-03 6.76E-02
ANKRD35 -1.0656 2.11E-03 3.44E-02
FAM114A1 -1.0657 6.69E-06 5.42E-03
S1PR2 -1.0670 6.31E-03 6.05E-02
GGN -1.0703 1.03E-03 2.46E-02
BSCL2 -1.0710 2.64E-03 3.87E-02
KIAA1755 -1.0732 9.07E-03 7.34E-02
CLDN7 -1.0735 3.03E-03 4.18E-02
DGAT2 -1.0784 8.86E-03 7.34E-02
ZBTB22 -1.0787 2.26E-03 3.60E-02
GGT5 -1.0845 1.03E-03 2.46E-02
MEGF10 -1.0848 7.79E-03 6.76E-02
TACC2 -1.0862 1.95E-03 3.34E-02
TRIM6 -1.0878 7.48E-04 2.04E-02
HIC1 -1.0932 1.13E-03 2.52E-02
FAM133A -1.0982 8.78E-04 2.29E-02
PYROXD2 -1.0987 8.90E-03 7.34E-02
TMEM200C -1.1000 2.01E-03 3.34E-02
MLANA -1.1012 5.36E-03 5.56E-02
C15orf52 -1.1034 9.21E-04 2.30E-02
GLT8D2 -1.1060 1.95E-03 3.34E-02
DHCR7 -1.1071 1.66E-03 3.04E-02
MFGE8 -1.1087 1.54E-03 2.98E-02
PDGFC -1.1095 4.93E-05 8.09E-03
ADAMTSL4 -1.1117 3.08E-04 1.37E-02
CCDC153 -1.1167 2.63E-03 3.87E-02
FAM129C -1.1174 8.24E-03 7.08E-02
TBC1D10A -1.1182 1.39E-05 6.02E-03
ICAM1 -1.1221 8.32E-03 7.08E-02
QPRT -1.1247 1.94E-05 6.14E-03
TNFRSF10D -1.1372 1.54E-03 2.98E-02
IL20RB -1.1410 2.61E-03 3.87E-02
AEBP1 -1.1426 6.04E-04 1.85E-02
MGMT -1.1430 3.44E-03 4.39E-02
ARHGAP10 -1.1463 7.48E-04 2.04E-02
KCND1 -1.1476 3.76E-04 1.55E-02
COL16A1 -1.1494 1.37E-03 2.81E-02
OSGIN1 -1.1506 2.41E-03 3.69E-02
QSOX1 -1.1510 1.13E-03 2.52E-02
OSMR -1.1513 4.85E-04 1.69E-02
SYNPO -1.1560 1.66E-03 3.04E-02
LEPR -1.1566 1.12E-03 2.52E-02
BGN -1.1570 5.68E-03 5.60E-02
ZNF876P -1.1582 9.44E-04 2.35E-02
FGF2 -1.1598 8.69E-05 9.44E-03
MRPS24 -1.1635 8.51E-03 7.22E-02
CETN4P -1.1644 3.52E-03 4.45E-02
MAP3K6 -1.1750 3.88E-04 1.55E-02
AHR -1.1763 3.08E-04 1.37E-02
MAMDC2 -1.1765 2.86E-03 4.00E-02
RCN3 -1.1827 8.69E-05 9.44E-03
ITGB4 -1.1834 1.13E-03 2.52E-02
GHRL -1.1859 3.80E-03 4.71E-02
GFPT2 -1.1878 9.21E-04 2.30E-02
SH2D7 -1.1910 9.99E-03 7.87E-02
HELB -1.1965 2.86E-04 1.37E-02
ITPKC -1.1994 1.37E-03 2.81E-02
GBP2 -1.2003 4.47E-04 1.67E-02
TTC23L -1.2013 9.44E-03 7.52E-02
CCDC87 -1.2013 8.58E-04 2.29E-02
NT5DC3 -1.2075 9.21E-04 2.30E-02
NRP1 -1.2097 2.41E-03 3.69E-02
PTPN22 -1.2113 2.44E-03 3.71E-02
HTR7 -1.2137 1.95E-03 3.34E-02
PSTPIP1 -1.2140 6.04E-04 1.85E-02
EVC -1.2147 1.66E-03 3.04E-02
TNFSF15 -1.2172 4.69E-03 5.09E-02
ASB2 -1.2182 5.11E-03 5.33E-02
TEC -1.2217 2.20E-03 3.58E-02
ATOH8 -1.2274 4.85E-04 1.69E-02
CRIP1 -1.2292 2.39E-03 3.69E-02
CEL -1.2300 1.52E-03 2.98E-02
EDA2R -1.2330 2.41E-03 3.69E-02
C1R -1.2338 6.29E-04 1.86E-02
CGNL1 -1.2338 4.85E-04 1.69E-02
SLC26A2 -1.2376 5.68E-03 5.60E-02
JSRP1 -1.2455 9.96E-03 7.86E-02
CXCR3 -1.2468 8.30E-03 7.08E-02
GFI1 -1.2471 1.41E-03 2.82E-02
MORN3 -1.2512 5.74E-04 1.85E-02
CCDC116 -1.2515 3.20E-03 4.33E-02
ACSM3 -1.2527 1.18E-03 2.64E-02
SRPX -1.2550 1.66E-03 3.04E-02
PLBD1 -1.2567 4.93E-05 8.09E-03
ARSE -1.2578 2.88E-04 1.37E-02
CORIN -1.2585 5.05E-03 5.30E-02
CD79B -1.2625 1.80E-03 3.21E-02
FAT3 -1.2639 6.66E-03 6.14E-02
GZMM -1.2655 5.86E-03 5.72E-02
SQRDL -1.2659 2.65E-03 3.87E-02
PDPN -1.2694 7.79E-03 6.76E-02
TBC1D8B -1.2703 8.07E-04 2.17E-02
APOBEC3C -1.2710 2.69E-05 6.76E-03
CDKN1A -1.2730 3.08E-04 1.37E-02
C8G -1.2767 1.78E-03 3.21E-02
SNORD116-20 -1.2774 8.28E-03 7.08E-02
PRELID2 -1.2788 1.78E-03 3.21E-02
ERP27 -1.2798 1.79E-03 3.21E-02
SLC9A7 -1.2802 4.08E-03 4.74E-02
TMEM217 -1.2812 3.30E-03 4.37E-02
CYGB -1.2856 6.66E-03 6.14E-02
HGFAC -1.2950 5.06E-03 5.31E-02
HGF -1.2965 6.04E-04 1.85E-02
DEXI -1.2974 2.27E-03 3.60E-02
CD96 -1.2985 3.56E-03 4.45E-02
CHL1 -1.3028 1.27E-04 1.06E-02
CD3E -1.3054 7.79E-03 6.76E-02
C1S -1.3085 9.21E-04 2.30E-02
TNFRSF10A -1.3125 4.47E-04 1.67E-02
SLC35F1 -1.3149 2.41E-03 3.69E-02
GPR157 -1.3182 2.18E-05 6.25E-03
SMOC2 -1.3255 8.91E-03 7.34E-02
PSTPIP2 -1.3283 1.66E-03 3.04E-02
CC2D1A -1.3316 2.28E-03 3.60E-02
FER1L5 -1.3324 1.40E-03 2.82E-02
SPRED3 -1.3367 4.85E-04 1.69E-02
RBM44 -1.3403 4.00E-04 1.59E-02
ITGA4 -1.3407 3.84E-03 4.71E-02
SLA2 -1.3417 2.10E-03 3.44E-02
EHD4 -1.3445 8.69E-05 9.44E-03
LTB -1.3455 2.10E-03 3.44E-02
PRSS35 -1.3508 5.50E-03 5.60E-02
EPS8L2 -1.3512 1.37E-03 2.81E-02
SOX30 -1.3552 6.64E-03 6.14E-02
ITGB3 -1.3562 3.32E-03 4.37E-02
CLIC3 -1.3564 1.01E-03 2.46E-02
ETV7 -1.3572 3.88E-04 1.55E-02
FGF22 -1.3578 6.73E-03 6.19E-02
CDCP1 -1.3591 2.01E-03 3.34E-02
FAM46A -1.3593 4.82E-03 5.09E-02
KLRB1 -1.3596 8.72E-04 2.29E-02
MARVELD1 -1.3627 4.93E-05 8.09E-03
CXCR6 -1.3642 7.76E-03 6.76E-02
CNN2 -1.3679 3.44E-03 4.39E-02
SERPING1 -1.3695 3.76E-04 1.55E-02
EGFLAM -1.3710 8.77E-04 2.29E-02
MS4A14 -1.3757 4.47E-04 1.67E-02
FCRL6 -1.3761 7.21E-03 6.53E-02
CTLA4 -1.3847 5.40E-03 5.60E-02
MACC1 -1.3851 9.50E-03 7.52E-02
LYZ -1.3869 1.37E-03 2.81E-02
SLC22A8 -1.3875 1.07E-03 2.52E-02
GPR126 -1.3913 1.43E-03 2.82E-02
PLEKHA4 -1.3932 9.69E-06 6.02E-03
TMEM216 -1.3967 1.94E-05 6.14E-03
AIM2 -1.4004 3.07E-03 4.18E-02
OASL -1.4052 8.32E-03 7.08E-02
SPATA9 -1.4084 2.62E-04 1.34E-02
NGF -1.4093 2.74E-03 3.99E-02
AP1S3 -1.4238 3.44E-04 1.49E-02
ALK -1.4263 4.08E-03 4.74E-02
HLA-DPB2 -1.4276 4.11E-03 4.74E-02
FAM43B -1.4291 9.53E-04 2.35E-02
TSHR -1.4296 3.21E-03 4.33E-02
HSPA12A -1.4299 2.43E-04 1.31E-02
LHFPL3 -1.4301 2.41E-03 3.69E-02
FAM46C -1.4314 1.12E-03 2.52E-02
PCDHAC2 -1.4338 4.08E-03 4.74E-02
HORMAD2 -1.4467 4.42E-03 4.99E-02
GAPT -1.4505 8.69E-05 9.44E-03
SH2D3A -1.4506 4.38E-05 8.09E-03
KMO -1.4513 1.94E-03 3.34E-02
UPB1 -1.4519 4.70E-03 5.09E-02
TULP2 -1.4531 2.24E-03 3.60E-02
GLB1L2 -1.4542 1.43E-03 2.82E-02
EBF2 -1.4557 9.41E-03 7.52E-02
EVC2 -1.4657 8.75E-04 2.29E-02
PCDHB11 -1.4673 7.77E-03 6.76E-02
HLA-DOA -1.4726 6.04E-04 1.85E-02
CDC42EP5 -1.4729 4.82E-03 5.09E-02
SLAMF1 -1.4749 8.81E-03 7.34E-02
SHROOM3 -1.4758 1.13E-03 2.52E-02
MTMR8 -1.4784 1.66E-04 1.20E-02
PCDHGA4 -1.4787 9.07E-03 7.34E-02
FGF18 -1.4796 8.84E-03 7.34E-02
CTSW -1.4802 1.03E-03 2.46E-02
LGI4 -1.4842 2.41E-03 3.69E-02
FAM167B -1.4897 6.82E-04 1.98E-02
LRRC61 -1.4899 6.66E-03 6.14E-02
LRRN4CL -1.4938 4.08E-03 4.74E-02
SPATC1 -1.4950 5.57E-04 1.85E-02
LAMB1 -1.4996 4.82E-03 5.09E-02
BICC1 -1.5045 6.04E-04 1.85E-02
PCDHB13 -1.5066 5.78E-04 1.85E-02
LCTL -1.5067 1.90E-04 1.23E-02
PNRC2 -1.5077 3.84E-03 4.71E-02
MLPH -1.5078 8.27E-03 7.08E-02
CXCR4 -1.5094 2.89E-03 4.00E-02
PCDHB15 -1.5103 9.21E-04 2.30E-02
GATSL3 -1.5117 9.50E-05 1.01E-02
IL1RAP -1.5169 6.04E-04 1.85E-02
S1PR4 -1.5181 2.12E-04 1.31E-02
RBP5 -1.5194 4.44E-04 1.67E-02
TXNDC2 -1.5224 6.28E-03 6.05E-02
SKAP1 -1.5258 1.20E-03 2.66E-02

1-Sep -1.5277 8.09E-03 7.02E-02
TTC39A -1.5310 4.76E-03 5.09E-02
TEKT3 -1.5372 7.15E-03 6.53E-02
PLA2G7 -1.5404 9.07E-03 7.34E-02
CEACAM4 -1.5412 3.29E-03 4.37E-02
DNASE1L3 -1.5416 4.95E-03 5.21E-02
EXOC3L2 -1.5523 4.13E-03 4.74E-02
BIK -1.5555 2.44E-03 3.71E-02
HSH2D -1.5570 9.42E-03 7.52E-02
FRRS1 -1.5599 8.28E-03 7.08E-02
SOCS2 -1.5660 2.88E-04 1.37E-02
TCEA3 -1.5738 1.47E-04 1.14E-02
PTGDR -1.5752 1.38E-03 2.81E-02
CLDN1 -1.5764 7.77E-03 6.76E-02
MESP2 -1.5810 4.97E-03 5.23E-02
AANAT -1.5843 2.27E-03 3.60E-02
FXYD3 -1.5879 5.89E-03 5.72E-02
GRAP2 -1.5914 3.14E-04 1.37E-02
GDPD5 -1.5976 1.03E-03 2.46E-02
FAM115C -1.6017 2.65E-03 3.87E-02
ITGBL1 -1.6030 1.37E-03 2.81E-02
PDCD1 -1.6056 5.25E-04 1.78E-02
SLC13A4 -1.6118 7.03E-05 8.99E-03
KLF17 -1.6131 1.94E-03 3.34E-02
PTGIS -1.6164 4.77E-03 5.09E-02
SOD3 -1.6183 6.66E-03 6.14E-02
CAPN12 -1.6261 7.53E-04 2.04E-02
FAM78B -1.6288 2.69E-05 6.76E-03
SEL1L3 -1.6330 4.08E-03 4.74E-02
AGPAT9 -1.6384 7.38E-04 2.04E-02
NLRP6 -1.6439 7.21E-03 6.53E-02
PRRG4 -1.6445 1.37E-03 2.81E-02
SULT1B1 -1.6494 2.64E-03 3.87E-02
IL18R1 -1.6575 6.24E-04 1.86E-02
LGALS2 -1.6614 5.15E-04 1.78E-02
STEAP4 -1.6648 1.03E-03 2.46E-02
GABRE -1.6667 2.41E-03 3.69E-02
PCSK1 -1.6668 9.07E-03 7.34E-02
CD48 -1.6720 2.01E-03 3.34E-02
IL7R -1.6757 3.56E-03 4.45E-02
GJA5 -1.6830 1.12E-03 2.52E-02
IKZF3 -1.6832 2.08E-03 3.44E-02
CHRNA6 -1.6835 4.43E-03 4.99E-02
DUSP1 -1.6871 9.21E-04 2.30E-02
CCL17 -1.6889 7.98E-03 6.92E-02
LAX1 -1.6912 3.51E-03 4.45E-02
ECM1 -1.6950 9.07E-03 7.34E-02
CHST13 -1.6967 1.94E-03 3.34E-02
PLIN2 -1.6993 3.88E-04 1.55E-02
ANO9 -1.7000 5.68E-04 1.85E-02
TNNT3 -1.7089 5.74E-04 1.85E-02
PCDHB12 -1.7099 8.77E-04 2.29E-02
OMD -1.7173 7.26E-03 6.53E-02
FRZB -1.7186 9.21E-04 2.30E-02
SLIT1 -1.7205 7.26E-03 6.53E-02
SLC2A4 -1.7275 8.77E-04 2.29E-02
IRF4 -1.7387 3.29E-03 4.37E-02
BHLHA15 -1.7397 5.67E-03 5.60E-02
GPR141 -1.7487 1.05E-04 1.01E-02
TCHH -1.7527 7.19E-03 6.53E-02
TNFRSF10C -1.7581 3.15E-04 1.37E-02
LTBP2 -1.7623 1.37E-03 2.81E-02
GPR114 -1.7627 2.86E-03 4.00E-02
CREB3L1 -1.7736 7.48E-04 2.04E-02
APOD -1.7760 2.65E-03 3.87E-02
SULF2 -1.7847 1.03E-03 2.46E-02
PHOX2B -1.7886 7.39E-03 6.64E-02
RETN -1.7891 5.49E-03 5.60E-02
CCL22 -1.7907 1.66E-04 1.20E-02
TTC9 -1.8108 6.57E-05 8.75E-03
FLT3LG -1.8146 1.50E-03 2.96E-02
FFAR2 -1.8222 1.91E-03 3.34E-02
ARHGAP28 -1.8311 1.93E-03 3.34E-02
DHH -1.8353 5.73E-04 1.85E-02
MEGF11 -1.8380 6.66E-03 6.14E-02
MYH11 -1.8394 9.21E-04 2.30E-02
IL1RL1 -1.8408 3.14E-03 4.25E-02
SLC10A6 -1.8449 6.64E-03 6.14E-02
PPP1R1C -1.8496 3.44E-03 4.39E-02
COL4A4 -1.8544 1.53E-04 1.14E-02
CFI -1.8548 1.94E-05 6.14E-03
TSKS -1.8558 1.78E-04 1.23E-02
CATSPER3 -1.8582 2.81E-04 1.37E-02
NLRP2 -1.8721 2.85E-03 4.00E-02
P2RY8 -1.8739 3.61E-04 1.55E-02
HCP5 -1.8752 1.92E-03 3.34E-02
SHISA9 -1.8773 9.60E-05 1.01E-02
CLDN23 -1.8918 3.74E-04 1.55E-02
TRIM61 -1.9004 6.77E-04 1.98E-02
GFRA1 -1.9030 9.07E-03 7.34E-02
CHSY3 -1.9036 1.12E-03 2.52E-02
ACTR3C -1.9111 2.09E-03 3.44E-02
GPNMB -1.9250 3.08E-03 4.18E-02
PADI4 -1.9259 3.09E-03 4.19E-02
KCNQ5 -1.9285 3.08E-04 1.37E-02
PRSS23 -1.9349 6.57E-05 8.75E-03
CCR2 -1.9349 4.47E-04 1.67E-02
COL4A3 -1.9435 1.42E-03 2.82E-02
IL1RL2 -1.9491 1.51E-04 1.14E-02
FUT7 -1.9513 4.70E-03 5.09E-02
C10orf55 -1.9607 1.94E-03 3.34E-02
CD300LB -1.9781 2.28E-03 3.60E-02
CFB -1.9855 8.28E-03 7.08E-02
C5orf58 -1.9897 2.76E-03 4.00E-02
PTGER2 -1.9929 4.47E-04 1.67E-02
CD1D -1.9968 1.39E-05 6.02E-03
ELL3 -2.0019 1.41E-03 2.82E-02
XCR1 -2.0084 2.17E-03 3.53E-02
RAET1G -2.0171 1.01E-03 2.46E-02
LIF -2.0172 5.68E-03 5.60E-02
FETUB -2.0217 5.66E-04 1.85E-02
HOXB4 -2.0236 5.17E-04 1.78E-02
DUOX2 -2.0312 7.01E-03 6.41E-02
GUCY2D -2.0319 5.81E-03 5.72E-02
MEOX1 -2.0373 4.15E-03 4.76E-02
GPR39 -2.0410 3.83E-03 4.71E-02
COL8A1 -2.0418 1.90E-04 1.23E-02
SIRPG -2.0442 4.72E-04 1.69E-02
OTOA -2.0452 8.78E-03 7.34E-02
NPR3 -2.0484 3.28E-03 4.37E-02
MCTP2 -2.0495 1.54E-03 2.98E-02
FCER1A -2.0558 5.89E-03 5.72E-02
COL10A1 -2.0563 4.36E-03 4.97E-02
MXRA5 -2.0611 3.08E-04 1.37E-02
AIM1 -2.0644 1.90E-04 1.23E-02
CD79A -2.0707 3.06E-03 4.18E-02
S100A12 -2.0751 9.24E-03 7.46E-02
CHRDL1 -2.0832 5.68E-03 5.60E-02
EMR3 -2.0879 3.28E-03 4.37E-02
CCR4 -2.0942 3.67E-03 4.57E-02
P2RY1 -2.1123 4.85E-04 1.69E-02
ARSF -2.1147 9.07E-03 7.34E-02
SPATA18 -2.1328 3.08E-04 1.37E-02
CST2 -2.1476 1.61E-03 3.04E-02
CD200R1 -2.1596 1.78E-03 3.21E-02
SFRP4 -2.1772 4.85E-04 1.69E-02
NLRP12 -2.1830 1.21E-03 2.66E-02
DES -2.1836 8.89E-03 7.34E-02
F5 -2.1873 8.91E-03 7.34E-02
CLEC10A -2.1907 1.95E-03 3.34E-02
ATRNL1 -2.1910 3.65E-05 7.41E-03
SEMA3E -2.1932 2.01E-03 3.34E-02
NTN4 -2.1936 4.85E-04 1.69E-02
DKK2 -2.1938 2.65E-03 3.87E-02
COL15A1 -2.2088 3.15E-04 1.37E-02
TMEM30B -2.2262 1.66E-03 3.04E-02
CRYGN -2.2337 5.50E-04 1.84E-02
PKP2 -2.2337 4.08E-03 4.74E-02
P4HA3 -2.2407 1.05E-04 1.01E-02
CLEC12A -2.2505 1.81E-03 3.21E-02
PCDHAC1 -2.2588 1.53E-04 1.14E-02
MCOLN2 -2.2644 1.02E-03 2.46E-02
TMEM132B -2.2756 4.93E-05 8.09E-03
LIPH -2.2784 8.69E-05 9.44E-03
PODNL1 -2.2789 2.43E-04 1.31E-02
LCE1C -2.2806 6.11E-03 5.91E-02
STAB2 -2.2828 1.50E-04 1.14E-02
IL18RAP -2.2849 1.38E-03 2.82E-02
AMICA1 -2.2875 1.15E-04 1.01E-02
CD70 -2.2918 1.36E-03 2.81E-02
EXTL1 -2.2950 1.14E-04 1.01E-02
ANPEP -2.2958 1.37E-03 2.81E-02
SLC16A12 -2.2988 3.27E-03 4.37E-02
BPI -2.3079 2.60E-03 3.87E-02
SULT2B1 -2.3341 3.44E-04 1.49E-02
KIAA1217 -2.3384 6.99E-07 1.70E-03
PRLR -2.3671 2.63E-04 1.34E-02
DNAH14 -2.3932 1.78E-05 6.14E-03
LOXL4 -2.3944 1.44E-05 6.02E-03
CALCR -2.3950 1.93E-03 3.34E-02
KCTD14 -2.4186 2.09E-03 3.44E-02
ITPR3 -2.4255 1.05E-04 1.01E-02
PCDHGA7 -2.4268 5.77E-04 1.85E-02
SORCS1 -2.4365 8.69E-05 9.44E-03
CLEC4E -2.4440 7.24E-03 6.53E-02
GPR18 -2.4472 4.37E-04 1.67E-02
KCNK5 -2.4532 6.75E-03 6.20E-02
CRISPLD2 -2.4567 1.90E-04 1.23E-02
PLA2G2C -2.4607 6.40E-04 1.89E-02
PCOLCE2 -2.4626 4.08E-03 4.74E-02
PLA2G2D -2.4683 6.58E-05 8.75E-03
FBN3 -2.4713 9.07E-03 7.34E-02
CYP39A1 -2.4856 1.27E-04 1.06E-02
VGLL2 -2.5162 2.57E-03 3.87E-02
HKDC1 -2.5331 8.69E-05 9.44E-03
AKR1E2 -2.5509 6.46E-05 8.75E-03
MALL -2.6142 9.50E-05 1.01E-02
FOXA3 -2.6343 4.48E-03 5.03E-02
IDO1 -2.6463 6.22E-04 1.86E-02
ACAN -2.7061 2.89E-03 4.00E-02
SULF1 -2.8027 1.90E-06 2.77E-03
GALNT5 -2.8279 2.65E-03 3.87E-02
IGJ -2.8719 3.55E-03 4.45E-02
INSC -2.9110 4.57E-03 5.09E-02
PLA2G2A -2.9145 9.07E-03 7.34E-02



KCNK17 -2.9217 1.00E-03 2.45E-02
CD1E -2.9244 2.29E-04 1.31E-02
TPSAB1 -3.0451 2.73E-03 3.98E-02
CDKN2B -3.1291 3.65E-05 7.41E-03
FCN1 -3.1691 3.75E-04 1.55E-02
SELP -3.1897 2.37E-04 1.31E-02
CST1 -3.2009 5.97E-03 5.78E-02
CCKAR -3.2501 7.69E-03 6.76E-02
SCN9A -3.2623 3.65E-05 7.41E-03
IL2RA -3.2768 1.42E-03 2.82E-02
CLIC6 -3.3828 6.28E-04 1.86E-02
RARRES1 -3.4077 1.05E-04 1.01E-02
CDKN2A -3.4967 3.65E-05 7.41E-03
ANKRD34B -3.5539 4.38E-04 1.67E-02
CD1C -3.6268 5.13E-05 8.32E-03
GLOD5 -3.6517 1.33E-04 1.10E-02
ARSI -3.8824 2.69E-05 6.76E-03
SLC6A20 -4.0328 3.75E-04 1.55E-02
NPTX2 -4.8477 1.14E-04 1.01E-02


