
Supplementary Table 16 Gene ontology enrichment analysis of MRs differentially activated in ATRX mutant compared with ATRX wild type LGm6 glioma. 
Supplementary Table 16a Gene ontology terms significantly enriched for the inferred targets of the 10 most active MRs in ATRX mutant.

GO Term originalGeneSetSize actualGeneSetSize Genes Fold Enrichment p-value q-value
NON-MEMBRANE-BOUNDED ORGANELLE 552 205 ALS2, TGOLN2, CTTNBP2NL, DYNC1LI2, HIRA, STRN, PTPN21, ZNF251, KIF13A, GRIN2B, INCENP, GRID2, DYNC2H1, CEP290, DHX33, RPL12, CAMSAP1L1, KIF13B, CDH23, STAG1, KIF5B, KIAA0284, KIF5A, ROCK2, MPDZ, KIAA0649, KIF5C, UBR4, MECP2, PCM1, CTNNA3, REC8, CEP350, NAV1, RFC1, HUWE1, C14ORF106, NEK4, PNMA1, ADD1, MRE11A, AKAP11, MYO9A, ALS2CR8, SFRS15, MACF1, HTATSF1, DMD, HIP1, KIF3B, KIF3A, PCNT, CREBBP, PTPN13, ALMS1, DDX5, KIF3C, FNBP1, SYNE1, SYNE2, NOLC1, LASP1, TMOD2, UTP20, MAP9, NCOR1, BTBD12, NCOR2, ADAR, CDC42BPB, ZMAT1, ZBTB33, KIAA0368, HIP1R, ZNF532, TTLL7, GLI3, RRP1B, QKI, DYNC1H1, ZBTB20, INPPL1, CEP110, MICAL3, SPEN, TCHP, DYNC1I2, CLOCK, MYO5A, ZNF275, RABGAP1, SHROOM4, YPEL2, ABI2, SUFU, MYCBP2, SORBS1, MDC1, PKD2, WIPF2, AFAP1, NOS1, UPF1, CP110, CSNK2A1P, STAT3, ATRX, WHSC1L1, PBX1, KATNAL1, PRPF4B, SETX, ESF1, DDX24, MYST4, MYST3, RBL2, GABPA, PICK1, PSD3, ARID1A, ARID1B, BICD2, CLPX, BICD1, TACC2, TNS1, EP300, LYST, OPHN1, CLIP1, PDCD6IP, DST, EP400, SMARCA4, BBS5, TSHZ1, SSH1, SETD1B, PTK2, TTBK2,1.83 7.91E-21 1.12E-17
INTRACELLULAR NON-MEMBRANE-BOUNDED ORGANELLE 552 205 ALS2, TGOLN2, CTTNBP2NL, DYNC1LI2, HIRA, STRN, PTPN21, ZNF251, KIF13A, GRIN2B, INCENP, GRID2, DYNC2H1, CEP290, DHX33, RPL12, CAMSAP1L1, KIF13B, CDH23, STAG1, KIF5B, KIAA0284, KIF5A, ROCK2, MPDZ, KIAA0649, KIF5C, UBR4, MECP2, PCM1, CTNNA3, REC8, CEP350, NAV1, RFC1, HUWE1, C14ORF106, NEK4, PNMA1, ADD1, MRE11A, AKAP11, MYO9A, ALS2CR8, SFRS15, MACF1, HTATSF1, DMD, HIP1, KIF3B, KIF3A, PCNT, CREBBP, PTPN13, ALMS1, DDX5, KIF3C, FNBP1, SYNE1, SYNE2, NOLC1, LASP1, TMOD2, UTP20, MAP9, NCOR1, BTBD12, NCOR2, ADAR, CDC42BPB, ZMAT1, ZBTB33, KIAA0368, HIP1R, ZNF532, TTLL7, GLI3, RRP1B, QKI, DYNC1H1, ZBTB20, INPPL1, CEP110, MICAL3, SPEN, TCHP, DYNC1I2, CLOCK, MYO5A, ZNF275, RABGAP1, SHROOM4, YPEL2, ABI2, SUFU, MYCBP2, SORBS1, MDC1, PKD2, WIPF2, AFAP1, NOS1, UPF1, CP110, CSNK2A1P, STAT3, ATRX, WHSC1L1, PBX1, KATNAL1, PRPF4B, SETX, ESF1, DDX24, MYST4, MYST3, RBL2, GABPA, PICK1, PSD3, ARID1A, ARID1B, BICD2, CLPX, BICD1, TACC2, TNS1, EP300, LYST, OPHN1, CLIP1, PDCD6IP, DST, EP400, SMARCA4, BBS5, TSHZ1, SSH1, SETD1B, PTK2, TTBK2,1.83 7.91E-21 1.12E-17
TRANSCRIPTION 665 184 EIF2C2, EIF2C1, ARNT2, HIRA, TCEAL5, ZXDB, FOXO3, FOXO4, TCEAL4, ZNF251, TCEAL3, ESF1, ZFP91, BRPF1, ZNF397, MLL3, MYST4, MYST3, MLL2, ZNF43, ZNF594, ZNF592, RBL2, C11ORF30, ZNF507, GABPA, ZNF790, MECP2, ZNF791, ARID1A, ARID1B, MED13, PROX1, C14ORF43, FOXN3, ZNF37A, ZNF192, SLTM, ZNF236, EP300, RFC1, TRIM33, ZNF197, MNT, MGA, PRDM2, SMARCA2, SUPT6H, SMARCA4, TSHZ1, SETD1B, SOX5, BMPR2, TRRAP, SOX6, ZNF618, DIDO1, TCF20, ZNF324, ZNF326, HTATSF1, LEO1, TCF4, ZNF70, HIP1, PLAGL2, IKZF4, ZNF623, KLF7, TAF3, MLL, CREBZF, SMAD7, KLF13, CREBBP, MAML2, ZNF621, RYBP, ZBTB40, TEAD1, ZNF221, MED13L, ZNF585A, ZBTB44, SAFB2, HDAC4, NOTCH1, RNF4, TRPS1, HIVEP1, ZNF318, ZNF117, NCOR1, ZFHX3, NCOR2, RERE, KLF3, ZNF19, PPARA, ZNF536, ZNF488, ZBTB33, RSF1, ZNF532, ARID4B, ZBTB39, ZNF154, PHF20, ZKSCAN1, ZEB2, ZEB1, GLI3, ZBTB37, TMF1, FUBP3, GTF2A1, RTF1, ZNF407, ZNF721, MKL2, NR2F1, ATF7IP, ZBTB20, ZNF287, ZNF91, ZNF142, FOXJ3, SPEN, ZNF335, NCOA1, BRWD1, NCOA2, BPTF, GTF2I, ZMIZ1, HIPK2, NCOA6, ASH1L, CAND2, WASL, USP22, JMJ1.78 2.84E-16 5.88E-13
REGULATION OF TRANSCRIPTION 665 212 EIF2C2, EIF2C1, HIRA, ZNF251, ZFP91, BRPF1, TRAK1, YEATS2, ZNF397, ZNF43, C11ORF30, ZNF507, ZNF790, MECP2, ZNF791, MED13, PROX1, C14ORF43, ZNF37A, ZNF236, RFC1, MNT, PRDM2, TGFBRAP1, SUPT6H, ALS2CR8, ZNF618, TCF20, HTATSF1, DMD, LEO1, TCF4, ZNF70, PLAGL2, HIP1, ZNF623, IKZF4, KLF7, MLL, SMAD7, KLF13, MAML2, ZNF621, CREBBP, RYBP, ZBTB40, CELSR2, ZNF221, DDX5, ZNF585A, ZBTB44, NOTCH1, TULP4, RNF4, TRPS1, ZNF117, NCOR1, ZFHX3, NCOR2, RERE, KLF3, ZNF19, ZNF536, ZNF488, PPARA, ZBTB33, ZNF532, ZBTB39, ZNF154, ZEB2, PHF20, ZEB1, GLI3, ZBTB37, NR2F1, ATF7IP, ZBTB20, ZNF287, ZNF142, SPEN, ZNF335, BRWD1, GTF2I, ASH1L, CAND2, USP22, NSD1, MAP3K13, CLOCK, MED1, ZNF275, ZNF469, BDP1, ZNF366, ZNF75A, CIC, SUFU, MYCBP2, RB1CC1, ZNF471, BAZ2B, MLLT6, ZNF454, JARID2, ZNF24, AFF4, PHF10, ZFP3, AFF1, STAT3, ATRX, WHSC1L1, RBAK, ZBTB4, PHF21A, ZNF462, PBX1, ARNT2, TCEAL5, ZXDB, FOXO3, FOXO4, NFXL1, TCEAL4, TCEAL3, ESF1, MLL3, INSR, MYST4, MYST3, MLL2, ZNF594, SATB2, ZNF592, RBL2, GABPA, ARID1A, ARID1B, FOXN3, ZNF192, SLTM, EP3001.66 1.79E-15 3.13E-12
CYTOSKELETON 552 123 CTTNBP2NL, ALS2, DYNC1LI2, STRN, PTPN21, KIF13A, GRIN2B, INCENP, GRID2, DYNC2H1, CEP290, CAMSAP1L1, KIF13B, CDH23, KIAA0284, KIF5B, KIF5A, ROCK2, MPDZ, PICK1, KIF5C, PSD3, UBR4, PCM1, BICD2, BICD1, CTNNA3, TACC2, TNS1, CEP350, NAV1, LYST, OPHN1, CLIP1, PDCD6IP, DST, ADD1, BBS5, SSH1, AKAP11, MYO9A, PTK2, TTBK2, MACF1, DMD, CLASP1, HIP1, KIF3B, KIF3A, NIN, CKAP5, PCNT, RPGRIP1L, BRCA2, ALMS1, PTPN13, KIF3C, FNBP1, MYO10, SYNE1, NEDD1, SARM1, SYNE2, TSC1, LASP1, FLG, MYH11, TMOD2, SPTBN1, MAP9, NCOR1, CDC42BPB, MYH10, KIAA0368, HIP1R, TLN2, TTLL7, ARHGAP21, CAMSAP1, CDK5RAP2, DYNC1H1, IFT80, INPPL1, CEP110, MICAL3, SLC9A3R1, EML4, KIF1C, MFN2, EML3, KIF1A, KIF1B, RIF1, KRIT1, HIPK2, TCHP, WASL, DYNC1I2, MYO5A, ABLIM1, PPP4R2, RABGAP1, SHROOM4, ABI2, RDX, MYCBP2, SORBS1, MDC1, PKD2, WIPF2, AFAP1, APC, NOS1, MAP1A, DPYSL2, CP110, CEP63, SMC3, PPP1R9B, NEB, CEP68, GRLF1, KATNAL12.06 2.74E-15 3.92E-12
MICROTUBULE CYTOSKELETON 552 67 ALS2, DYNC1LI2, KIAA0368, TTLL7, KIF13A, INCENP, CAMSAP1, DYNC2H1, CEP290, CAMSAP1L1, CDK5RAP2, DYNC1H1, KIF13B, CDH23, IFT80, KIF5B, KIAA0284, ROCK2, KIF5A, CEP110, KIF5C, PCM1, TACC2, EML4, MFN2, KIF1C, EML3, KIF1A, KIF1B, NAV1, RIF1, CEP350, LYST, HIPK2, CLIP1, PDCD6IP, DST, DYNC1I2, BBS5, PPP4R2, RABGAP1, AKAP11, MYCBP2, MACF1, PKD2, CLASP1, APC, KIF3B, KIF3A, NIN, CKAP5, MAP1A, PCNT, RPGRIP1L, ALMS1, BRCA2, CP110, CEP63, KIF3C, SMC3, NEDD1, SARM1, CEP68, MAP9, KATNAL1, NCOR1, MYH102.83 2.15E-14 3.03E-11
ZINC ION BINDING 652 187 PLEKHM1, ZXDB, ZNF638, RNF214, NFXL1, RNF213, ZNRF3, ZNF251, ZFP91, BRPF1, TRIM44, RNF38, ZNF397, RC3H2, ZRSR2, MLL3, MYST4, MYST3, ADAM9, MLL2, ZNF43, ZNF594, KCND3, ZNF592, ROCK2, ZNF507, ZNF790, UBR4, ZNF791, UBR2, CLPX, ZNF37A, ZNF192, MIB1, ZNF236, EP300, TRIM33, ZNF197, UBR5, NBR1, PDE5A, CLIP1, PRDM2, ANKFY1, ZFAND5, ZFAND3, TSHZ1, ADAMTSL3, RFFL, MYO9A, DIDO1, ZNF618, TTC3, TCF20, ZNF324, ZNF326, DMD, OTUD7B, ANKIB1, ZNF70, PLAGL2, ZC3H14, ZNF623, IKZF4, ZC3H13, KLF7, TAF3, EHMT1, MLL, KLF13, CREBBP, ZNF621, MOBKL1A, RYBP, ZBTB40, ZNF221, AFG3L2, ZNF585A, ZBTB44, HDAC4, PDZD8, RNF4, LASP1, ZIC4, TRPS1, MTR, HIVEP1, ZNF318, ADAM22, ZNF117, ZFHX3, RERE, GPATCH8, ADAR, KLF3, CDC42BPB, ZMAT1, ZNF19, SH3RF1, PPARA, ZNF536, ZNF488, RAI1, ZBTB33, RSF1, ZNF532, ZBTB39, ZNF154, PHF20, ZKSCAN1, HELZ, ZEB2, ZEB1, ZZEF1, GLI3, ZBTB37, PHC3, TRIM2, MGRN1, ZFYVE16, ZFYVE9, ZNF407, ZNF721, RANBP2, KPNB1, NR2F1, PRKCA, ZBTB20, ZC3H7A, ZC3H7B, ZNF287, ZNF91, MICAL3, ZNF142, PRKCI, HERC2, ZCCHC14, ZNF335, ZDHHC17, BPTF1.61 2.55E-12 3.84E-09
DNA BINDING 652 186 PRR12, ARNT2, HIRA, ZNF638, FOXO3, FOXO4, NFXL1, ZNF251, SETX, ZFP91, BRPF1, ZNF397, RC3H2, BAHCC1, MLL3, MYST4, MYST3, MLL2, ZNF43, ZNF594, SATB2, ZNF592, RBL2, ZNF507, GABPA, ZNF790, MECP2, ZNF791, ARID1A, ARID1B, PROX1, C14ORF43, FOXN3, ZNF37A, ZNF192, ZNF236, EP300, HUWE1, RFC1, TRIM33, ZNF197, C14ORF106, MNT, MGA, PRDM2, SMARCA2, EP400, SUPT6H, SMARCA4, ZFAND5, ZFAND3, TSHZ1, MRE11A, SOX5, SOX6, CRAMP1L, ALS2CR8, ZNF618, TCF20, ZNF324, DDX3X, ZNF326, OTUD7B, TCF4, ZNF70, PLAGL2, IKZF4, ZNF623, KLF7, TAF3, MLL, SMG6, CREBZF, SMAD7, KLF13, CREBBP, ZNF621, RYBP, TEAD1, ZBTB40, BRCA2, ZNF221, KIAA2018, ZBTB44, SAFB2, HDAC4, NOTCH1, TULP4, RNF4, ZIC4, TRPS1, HIVEP1, RAD54L2, ZNF117, NCOR1, ZFHX3, NCOR2, RERE, ADAR, KLF3, ZMAT1, ZNF19, PPARA, ZNF536, ZNF488, ZBTB33, ZNF532, ARID4B, ZBTB39, ZNF154, PHF20, ZKSCAN1, ZEB2, ZEB1, GLI3, ZBTB37, TMF1, PHC3, ANKRD17, FUBP3, GTF2A1, RTF1, ZNF407, ZNF721, NR2F1, ZBTB20, ZNF287, ZNF91, ZNF142, FOXJ3, SPEN, UBN1, ZNF335, NCOA1, NCOA2, BPTF, GTF2I, ASH1L, LCOR, CLOCK, REV31.59 1.10E-11 1.65E-08
CHROMATIN MODIFICATION 665 43 RSF1, SETD1B, HIRA, TRRAP, CHD9, BRPF1, CHD8, CHD7, RTF1, LEO1, CHD1, CHD6, MLL3, MYST4, MYST3, MLL2, SATB2, EHMT1, MLL, RBL2, C11ORF30, CREBBP, CECR2, ARID1A, ARID1B, UBN1, HDAC4, EP300, HUWE1, BPTF, WHSC1L1, ASH1L, PHF21A, USP22, JMJD1C, SETD2, NSD1, NCOR1, SMARCA2, EP400, RERE, SUPT6H, SMARCA43.19 4.00E-11 7.07E-08
CYTOSKELETAL PART 552 84 ALS2, DYNC1LI2, KIAA0368, STRN, TTLL7, KIF13A, GRIN2B, INCENP, CAMSAP1, DYNC2H1, GRID2, CEP290, CAMSAP1L1, CDK5RAP2, DYNC1H1, CDH23, KIF13B, IFT80, KIF5B, KIAA0284, ROCK2, INPPL1, MPDZ, KIF5A, CEP110, KIF5C, PICK1, PSD3, PCM1, TACC2, EML4, KIF1C, EML3, KIF1A, KIF1B, CEP350, NAV1, RIF1, HIPK2, CLIP1, TCHP, PDCD6IP, DYNC1I2, ADD1, MYO5A, BBS5, PPP4R2, RABGAP1, SHROOM4, AKAP11, MYO9A, TTBK2, SORBS1, PKD2, CLASP1, APC, KIF3B, KIF3A, NIN, CKAP5, MAP1A, PCNT, RPGRIP1L, BRCA2, ALMS1, CP110, CEP63, KIF3C, SMC3, PPP1R9B, MYO10, NEDD1, SARM1, NEB, TSC1, FLG, LASP1, CEP68, MYH11, SPTBN1, KATNAL1, MAP9, NCOR1, MYH102.04 3.45E-10 4.87E-07
NUCLEAR LUMEN 552 112 TGOLN2, ARNT2, ZNF638, ZNF251, SETX, ESF1, BRPF1, INTS4, SRRM2, DDX24, DHX33, MYST4, MYST3, MLL2, ANAPC1, SATB2, RBL2, GABPA, KIAA0649, ARID1A, MED13, ARID1B, EP300, RFC1, HUWE1, NEK4, SMARCA2, EP400, PNMA1, TSHZ1, MRE11A, SETD1B, TRRAP, ALS2CR8, SFRS15, DDX3X, ZNF326, HTATSF1, LEO1, TCF4, DDX42, TAF3, MLL, TSR1, SMG6, SMAD7, MAML2, CREBBP, RYBP, BRCA2, TEAD1, SSB, MED13L, DDX5, CDC26, HDAC4, PPIG, NOLC1, SPTBN1, UTP20, ZFHX3, NCOR1, RERE, NCOR2, ADAR, ZMAT1, ZBTB33, ZNF532, CDC14B, YLPM1, ZEB1, GLI3, RRP1B, GTF2A1, RTF1, QKI, KPNB1, FTSJ3, ATF7IP, ZBTB20, PRPF3, SPEN, UBN1, CCDC55, ZMIZ1, HIPK2, NCOA6, USP22, WASL, CLOCK, MED1, ZNF275, NUP98, YPEL2, HCFC1, PRKDC, SUFU, ERCC5, MDC1, RBM25, PDCD11, ADARB1, CREB1, CSNK2A1P, SMC3, STAT3, ATXN1, PPP1R9B, SON, WHSC1L1, PHF21A, PBX11.79 6.42E-10 9.07E-07
CHROMOSOME ORGANIZATION 665 57 RSF1, ARID4B, HIRA, BRPF1, RTF1, MLL3, MYST4, MYST3, MLL2, SATB2, RBL2, C11ORF30, CECR2, ARID1A, ARID1B, UBN1, REC8, EP300, HUWE1, RFC1, BPTF, ASH1L, USP22, JMJD1C, NSD1, SMARCA2, EP400, SMARCA4, SUPT6H, MRE11A, SETD1B, PRKDC, SOX6, TRRAP, CHD9, CHD8, CDYL, CHD7, NIPBL, CHD2, LEO1, CHD1, CHD6, APC, SMCHD1, EHMT1, MLL, SMG6, CREBBP, BRCA2, SMC3, HDAC4, WHSC1L1, PHF21A, SETD2, NCOR1, RERE2.39 1.86E-09 3.28E-06
TRANSCRIPTION FACTOR BINDING 652 59 ARNT2, HIRA, ZEB1, FOXO4, TMF1, DIP2B, GTF2A1, DIP2C, MKL2, MYST4, MYST3, NR2F1, ATF7IP, GABPA, MECP2, ARID1B, MED13, SPEN, PROX1, NCOA1, NCOA2, EP300, BPTF, HIPK2, NCOA6, MNT, USP22, JMJD1C, LCOR, NSD1, SMARCA2, MED1, SMARCA4, ADD1, HCFC1, PRKDC, TRRAP, SUFU, TCF20, GNPTAB, TCF4, TRIP12, PDCD11, KLF7, VHL, CREB1, MAML2, CREBBP, RYBP, DDX5, STAT3, HDAC4, RNF4, GSK3B, GRLF1, PBX1, RAD54L2, NCOR1, NCOR22.29 4.45E-09 6.69E-06
TRANSITION METAL ION BINDING 652 201 PDP2, PLEKHM1, ZNF638, RNF214, RNF213, ZNRF3, ZNF251, ZFP91, BRPF1, ZNF397, ZRSR2, ADAM9, ZNF43, ROCK2, ZNF507, ZNF790, UBR4, ZNF791, UBR2, ZNF37A, ZNF236, UBR5, PRDM2, MRE11A, RFFL, MYO9A, ZNF618, DIDO1, TCF20, DMD, ZNF70, PLAGL2, ZC3H14, ZNF623, ZC3H13, IKZF4, KLF7, MLL, KLF13, ZNF621, CREBBP, RYBP, ZBTB40, ZNF221, AFG3L2, ZBTB44, ZNF585A, GART, CYP7B1, RNF4, LASP1, TRPS1, ZNF117, ZFHX3, RERE, KLF3, ADAR, CDC42BPB, ZMAT1, ZNF19, ZNF536, ZNF488, PPARA, SH3RF1, ZBTB33, ZNF532, ZBTB39, ZNF154, ZEB2, HELZ, PHF20, ZEB1, GLI3, ZBTB37, MGRN1, ZFYVE9, NR2F1, ZBTB20, ZC3H7A, ZC3H7B, ZNF287, MICAL3, ZNF142, HERC2, ZCCHC14, ZNF335, ZDHHC17, ASH1L, USP22, NSD1, REV3L, ZNF275, ZNF469, EEA1, ZNF366, ZNF75A, MYCBP2, GALNT10, ZNF471, BAZ2B, MLLT6, FYCO1, MTMR4, DTNA, RBM26, NOS1, UPF1, ZNF454, ZNF24, PHF10, ZFP3, MARCH8, DGKH, MARCH6, ATRX, FYN, WHSC1L1, RBAK, ZBTB4, PHF21A, ZNF462, NLN, ZXDB, NFXL1, TRIM44, RNF38, RC3H2, MLL3, MYST4, MYST3, MLL2, ZNF594, KCND3, ZNF592, CLPX, ZNF192, MIB1, EP300, TRIM33, ZNF197, NBR1, PDE51.44 9.04E-09 1.36E-05
CHROMATIN ORGANIZATION 665 47 RSF1, SETD1B, ARID4B, HIRA, SOX6, TRRAP, CHD9, BRPF1, CHD8, CDYL, CHD7, RTF1, CHD2, LEO1, CHD1, CHD6, MLL3, MYST4, MYST3, MLL2, SATB2, EHMT1, MLL, RBL2, C11ORF30, CREBBP, CECR2, ARID1A, ARID1B, UBN1, HDAC4, EP300, HUWE1, BPTF, WHSC1L1, ASH1L, PHF21A, USP22, JMJD1C, SETD2, NSD1, SMARCA2, NCOR1, EP400, RERE, SUPT6H, SMARCA42.53 1.10E-08 1.95E-05
NUCLEOPLASM PART 552 55 ARNT2, YLPM1, ZNF638, ZEB1, GLI3, BRPF1, GTF2A1, INTS4, SRRM2, MYST4, MYST3, MLL2, ATF7IP, SATB2, RBL2, PRPF3, MED13, EP300, CCDC55, ZMIZ1, HIPK2, NCOA6, USP22, EP400, CLOCK, MED1, SETD1B, HCFC1, PRKDC, TRRAP, ERCC5, DDX3X, LEO1, TCF4, RBM25, DDX42, TAF3, MLL, SMAD7, CREB1, MAML2, CREBBP, TEAD1, CSNK2A1P, MED13L, ATXN1, HDAC4, SON, PPIG, PHF21A, PBX1, ZFHX3, NCOR1, NCOR2, RERE2.29 1.54E-08 2.18E-05
HEART DEVELOPMENT 665 32 RBP4, BBS5, PRKDC, SOX6, GLI3, CHD7, RB1CC1, PKD2, PKD1, CALCRL, MKL2, INSR, NFATC3, KIF3A, SMAD7, NF1, RPGRIP1L, TEAD1, PROX1, MIB1, NOTCH1, PLCE1, CRKL, EP300, TSC1, ZMIZ1, NCOA6, MYH11, PTCH1, SMARCA4, MYH10, MED13.03 6.42E-08 1.13E-04
CELL PROJECTION 552 62 GNA13, ALS2, ADCY4, SH3RF1, TLN2, GRIK3, GRIK4, STRN, TTLL7, ITSN1, GLI3, ZFP91, GRIN2B, DYNC2H1, PIK3CA, CEP290, CDH23, KCND3, CCDC88A, OPA1, IFT80, KIF5B, KIF5A, MPDZ, KIF5C, PICK1, PCM1, SLC9A3R1, CTNNA3, BACE1, OPHN1, WASL, MYO5A, BBS5, PANX1, SSH1, CTNND1, ABI2, RDX, DTNBP1, MYCBP2, PTK2, PKD2, PKD1, APC, NOS1, NF1, DPYSL5, RPGRIP1L, NFASC, ALMS1, DPYSL2, CAPRIN1, RUFY3, ITPR2, PPP1R9B, NEDD1, TSC1, GSK3B, TMOD2, CACNA1G, MYH102.06 8.63E-08 1.22E-04
CELLULAR COMPONENT MORPHOGENESIS 665 46 ALS2, BBS5, SSH1, SHROOM4, COX10, SOX6, SCRIB, MYCBP2, PTK2, MACF1, UNC5B, TNR, DMD, DYNC2H1, CLASP1, CDH23, APC, PRKCA, KLF7, OPA1, KIF3A, VHL, CREB1, PCNT, KIF5C, NFASC, DPYSL5, RPGRIP1L, PRKCI, ALMS1, CHST3, CELSR2, PCM1, AFG3L2, PROX1, PTPN11, MFN2, NOTCH1, ERBB2IP, ULK2, MYH11, OPHN1, DST, CDC42BPB, ADD1, MYH102.36 1.33E-07 2.35E-04
NUCLEOPLASM 552 72 ARNT2, YLPM1, ZEB1, ZNF638, GLI3, SETX, ESF1, BRPF1, GTF2A1, INTS4, SRRM2, RTF1, KPNB1, MYST4, MYST3, MLL2, ATF7IP, ANAPC1, SATB2, RBL2, PRPF3, MED13, UBN1, EP300, RFC1, CCDC55, ZMIZ1, HIPK2, NCOA6, USP22, SMARCA2, EP400, CLOCK, MED1, NUP98, SETD1B, MRE11A, HCFC1, PRKDC, TRRAP, ALS2CR8, ERCC5, DDX3X, MDC1, LEO1, TCF4, RBM25, DDX42, TAF3, ADARB1, MLL, SMAD7, CREB1, MAML2, CREBBP, RYBP, BRCA2, TEAD1, CDC26, CSNK2A1P, MED13L, ATXN1, PPP1R9B, HDAC4, SON, PPIG, PHF21A, PBX1, NCOR1, ZFHX3, RERE, NCOR21.89 1.94E-07 2.73E-04
REGULATION OF TRANSCRIPTION FROM RNA POLYMERASE II PROMOTER 665 69 PPARA, ARNT2, HIRA, ZEB1, FOXO3, TRAK1, MKL2, NR2F1, ATF7IP, SATB2, GABPA, MECP2, SPEN, MED13, PROX1, UBN1, NCOA1, BRWD1, EP300, NCOA2, BPTF, ZMIZ1, HIPK2, NCOA6, LCOR, NSD1, SMARCA2, CLOCK, MED1, SMARCA4, SUPT6H, SOX5, PRKDC, SOX6, CHD8, HTATSF1, CHD2, NFAT5, CHD1, TCF4, NFATC3, PLAGL2, KLF7, EHMT1, MLL, VHL, KLF13, JARID2, SMAD7, CREB1, MAML2, CREBBP, RYBP, TEAD1, MED13L, STAT3, ATXN1, HDAC4, NOTCH1, RNF4, SP2, PHF21A, HIVEP1, ZNF462, PBX1, ZFHX3, CRK, NCOR1, NCOR21.93 1.84E-07 3.25E-04
TRANSCRIPTION REGULATOR ACTIVITY 652 120 ARNT2, HIRA, FOXO3, FOXO4, NFXL1, BRPF1, ZNF397, CEP290, MYST4, MYST3, SATB2, GABPA, MECP2, ARID1A, MED13, ARID1B, PROX1, FOXN3, ZNF37A, ZNF192, ZNF236, EP300, RFC1, ZNF197, MNT, MGA, PRDM2, SMARCA2, SMARCA4, SUPT6H, TSHZ1, SOX5, SOX6, TRRAP, ALS2CR8, TCF20, HTATSF1, TCF4, ZNF70, PLAGL2, IKZF4, KLF7, MLL, CREBZF, SMAD7, KLF13, MAML2, CREBBP, RYBP, BRCA2, TEAD1, MED13L, KIAA2018, DDX5, HDAC4, TULP4, NOTCH1, RNF4, TRPS1, RAD54L2, HIVEP1, ZNF117, NCOR1, ZFHX3, RERE, NCOR2, KLF3, ZNF19, PPARA, ZNF488, RSF1, ZNF154, ZEB2, ZKSCAN1, ZEB1, GLI3, TMF1, FUBP3, GTF2A1, MKL2, NR2F1, ATF7IP, ZNF287, ZNF91, ZNF142, FOXJ3, SPEN, UBN1, BRWD1, NCOA1, NCOA2, BPTF, GTF2I, HIPK2, NCOA6, ASH1L, CAND2, USP22, LCOR, NSD1, CLOCK, MED1, HCFC1, NFIX, SUFU, CHD8, NFAT5, NFATC3, JARID2, CREB1, CBL, ZNF24, AFF4, AFF1, STAT3, ATXN1, SP2, RBAK, GRLF1, PBX11.58 2.43E-07 3.66E-04
CELL MORPHOGENESIS 665 42 ALS2, BBS5, SSH1, SHROOM4, SOX6, SCRIB, MYCBP2, PTK2, MACF1, UNC5B, TNR, DMD, DYNC2H1, CLASP1, CDH23, APC, PRKCA, KLF7, KIF3A, VHL, CREB1, PCNT, KIF5C, NFASC, RPGRIP1L, DPYSL5, PRKCI, ALMS1, CHST3, CELSR2, AFG3L2, PCM1, PROX1, PTPN11, NOTCH1, ERBB2IP, ULK2, OPHN1, DST, CDC42BPB, ADD1, MYH102.40 3.16E-07 5.58E-04
GTPASE REGULATOR ACTIVITY 652 46 ALS2, USP6, RABGAP1, PREX1, ARHGAP19, FER, ITSN1, MYO9A, ARHGAP12, ARHGAP21, RASAL2, PLEKHG3, GBF1, TBC1D13, RAPGEF6, TBC1D5, DOCK10, RAPGEF2, RAPGEF1, DAB2IP, TNIK, ARHGEF18, ARHGEF6, NF1, PSD3, ARHGEF17, HERC2, ARHGEF12, HERC1, ARHGAP23, ARHGEF10, USP6NL, MAP4K4, PLCE1, RABEP1, TSC1, SGSM2, KRIT1, GRLF1, OPHN1, WASL, TNK2, ERC1, SPATA13, SRGAP1, CDC42BPB2.27 3.95E-07 5.94E-04
POSITIVE REGULATION OF TRANSCRIPTION 665 57 PPARA, RSF1, ARNT2, FOXO3, ZEB1, FOXO4, GLI3, BRPF1, MKL2, MYST4, MYST3, ATF7IP, SATB2, ZNF287, ARID1A, ARID1B, MED13, PROX1, NCOA1, NCOA2, EP300, BPTF, ZMIZ1, HIPK2, NCOA6, USP22, NSD1, SMARCA2, CLOCK, MED1, SMARCA4, SOX5, PRKDC, SOX6, CHD8, RGMB, NFAT5, TCF4, NFATC3, PLAGL2, KLF7, MLL, VHL, KLF13, CREB1, MAML2, CREBBP, TEAD1, AFF1, DDX5, STAT3, ATXN1, HDAC4, NOTCH1, RNF4, PBX1, ZNF4622.06 3.57E-07 6.30E-04
MICROTUBULE ORGANIZING CENTER 552 31 ALS2, PPP4R2, BBS5, RABGAP1, KIAA0368, TTLL7, AKAP11, PKD2, CEP290, CLASP1, CDK5RAP2, APC, CDH23, NIN, IFT80, ROCK2, CKAP5, PCNT, CEP110, RPGRIP1L, BRCA2, ALMS1, CP110, CEP63, PCM1, TACC2, NEDD1, CEP350, CEP68, HIPK2, PDCD6IP2.84 4.77E-07 6.73E-04
METAL ION BINDING 652 267 ADCY4, EIF2C2, PDP2, PLEKHM1, ADCY6, ZNF638, ITSN1, RNF214, RNF213, ZNF251, ZNRF3, ZFP91, BRPF1, GRIN2B, ZNF397, ZRSR2, RAPGEF2, MAP2K7, ADAM9, CDH23, ZNF43, OPA1, ROCK2, ZNF507, ZNF790, UBR4, ZNF791, UBR2, ZNF37A, ZNF236, PITPNM2, UBR5, RYR1, NEK9, PRDM2, NEK4, ADD1, NEK1, MRE11A, CACNB4, RFFL, DIDO1, MYO9A, ZNF618, DAGLA, TCF20, MACF1, DMD, ZNF70, PLAGL2, ZC3H14, ZNF623, IKZF4, ZC3H13, KLF7, MLL, TAOK2, KLF13, CREBBP, PCDH10, ZNF621, RYBP, ATP11B, ZBTB40, ATP11A, CELSR2, ZNF221, AFG3L2, ZNF585A, ZBTB44, GART, CYP7B1, NOTCH1, ATP2A2, RNF4, LASP1, TRPS1, TNK2, ZNF117, ZFHX3, RERE, CDC42BPB, KLF3, ADAR, ZMAT1, ZNF19, SH3RF1, ZNF488, ZNF536, PPARA, ZBTB33, ZNF532, ZBTB39, ZNF154, PHF20, HELZ, ZEB2, ZEB1, GLI3, ZBTB37, MGRN1, SLC23A2, ZFYVE9, SLC24A2, NR2F1, ZBTB20, ZC3H7A, ZC3H7B, ZNF287, MICAL3, ZNF142, HERC2, ZNF335, ZCCHC14, ZDHHC17, ASH1L, USP22, MAP3K13, NSD1, REV3L, ZNF275, ZNF469, PCDHB14, ZNF366, ZNF75A, EEA1, PCDHB12, MYCBP2, GALNT10, KIAA0494, FAT3, GNPTAB, PKD2, SLC4A8, ZNF471, MLLT6, BAZ2B, FYCO1, M1.28 4.65E-07 6.99E-04
MICROTUBULE-BASED MOVEMENT 665 21 KIF3B, KIF3A, OPA1, KIF5B, KIF5A, KIF5C, KTN1, BICD2, KIF3C, KIF1C, KIF13A, KIF1A, KIF1B, MACF1, KIF7, DYNC2H1, DYNC1H1, DST, APBA1, DYNC1I2, KIF13B3.78 5.33E-07 9.40E-04
NUCLEOSIDE-TRIPHOSPHATASE REGULATOR ACTIVITY 652 46 ALS2, USP6, RABGAP1, PREX1, ARHGAP19, FER, ITSN1, MYO9A, ARHGAP12, ARHGAP21, RASAL2, PLEKHG3, GBF1, TBC1D13, RAPGEF6, TBC1D5, DOCK10, RAPGEF2, RAPGEF1, DAB2IP, TNIK, ARHGEF18, ARHGEF6, NF1, PSD3, ARHGEF17, HERC2, ARHGEF12, HERC1, ARHGAP23, ARHGEF10, USP6NL, MAP4K4, PLCE1, RABEP1, TSC1, SGSM2, KRIT1, GRLF1, OPHN1, WASL, TNK2, ERC1, SPATA13, SRGAP1, CDC42BPB2.22 7.32E-07 1.10E-03
NEGATIVE REGULATION OF GENE EXPRESSION 665 52 PPARA, EIF2C2, RSF1, EIF2C1, ZEB2, ZEB1, GLI3, PDCD4, WWP2, INSR, MYST4, MYST3, NR2F1, ATF7IP, SATB2, GABPA, MECP2, SPEN, PROX1, FOXN3, NCOA2, TRIM33, BPTF, HIPK2, LCOR, NSD1, SMARCA2, EIF2C4, SMARCA4, SOX6, TNRC6C, TCF4, TNRC6B, TNRC6A, EHMT1, CREBZF, JARID2, VHL, SMAD7, ZNF24, RYBP, STAT3, ATXN1, HDAC4, TRPS1, GRLF1, PHF21A, HIVEP1, NCOR1, ZFHX3, NCOR2, ADAR2.10 7.01E-07 1.24E-03
MICROTUBULE-BASED PROCESS 665 33 KIF13A, PTK2, MACF1, KIF7, DYNC2H1, CLASP1, DYNC1H1, APBA1, KIF13B, KIF3B, KIF3A, OPA1, KIF5B, KIF5A, CKAP5, PCNT, KIF5C, BRCA2, KTN1, CP110, CEP63, PCM1, KIF3C, BICD2, SMC3, TACC2, EML4, KIF1C, KIF1A, KIF1B, DST, NCOR1, DYNC1I22.65 8.26E-07 1.46E-03
POSITIVE REGULATION OF GENE EXPRESSION 665 57 PPARA, RSF1, ARNT2, FOXO3, ZEB1, FOXO4, GLI3, BRPF1, MKL2, MYST4, MYST3, ATF7IP, SATB2, ZNF287, ARID1A, ARID1B, MED13, PROX1, NCOA1, NCOA2, EP300, BPTF, ZMIZ1, HIPK2, NCOA6, USP22, NSD1, SMARCA2, CLOCK, MED1, SMARCA4, SOX5, PRKDC, SOX6, CHD8, RGMB, NFAT5, TCF4, NFATC3, PLAGL2, KLF7, MLL, VHL, KLF13, CREB1, MAML2, CREBBP, TEAD1, AFF1, DDX5, STAT3, ATXN1, HDAC4, NOTCH1, RNF4, PBX1, ZNF4622.00 9.35E-07 1.65E-03
CHORDATE EMBRYONIC DEVELOPMENT 665 39 ALS2, GNA13, ZFAND5, RBP4, NDST1, ARNT2, PRKDC, ZEB2, ZEB1, GLI3, CHD8, CHD7, GRIN2B, CHST11, ANKRD11, PKD2, PKD1, MKL2, APBA1, MLL2, HECTD1, SATB2, GABPA, RPGRIP1L, BRCA2, PROX1, MFN2, MIB1, EP300, TSC1, ZMIZ1, NCOA6, GRLF1, PBX1, PTCH1, MED1, SMARCA4, ADD1, MYH102.40 9.40E-07 1.66E-03
CATION BINDING 652 267 ADCY4, EIF2C2, PDP2, PLEKHM1, ADCY6, ZNF638, ITSN1, RNF214, RNF213, ZNF251, ZNRF3, ZFP91, BRPF1, GRIN2B, ZNF397, ZRSR2, RAPGEF2, MAP2K7, ADAM9, CDH23, ZNF43, OPA1, ROCK2, ZNF507, ZNF790, UBR4, ZNF791, UBR2, ZNF37A, ZNF236, PITPNM2, UBR5, RYR1, NEK9, PRDM2, NEK4, ADD1, NEK1, MRE11A, CACNB4, RFFL, DIDO1, MYO9A, ZNF618, DAGLA, TCF20, MACF1, DMD, ZNF70, PLAGL2, ZC3H14, ZNF623, IKZF4, ZC3H13, KLF7, MLL, TAOK2, KLF13, CREBBP, PCDH10, ZNF621, RYBP, ATP11B, ZBTB40, ATP11A, CELSR2, ZNF221, AFG3L2, ZNF585A, ZBTB44, GART, CYP7B1, NOTCH1, ATP2A2, RNF4, LASP1, TRPS1, TNK2, ZNF117, ZFHX3, RERE, CDC42BPB, KLF3, ADAR, ZMAT1, ZNF19, SH3RF1, ZNF488, ZNF536, PPARA, ZBTB33, ZNF532, ZBTB39, ZNF154, PHF20, HELZ, ZEB2, ZEB1, GLI3, ZBTB37, MGRN1, SLC23A2, ZFYVE9, SLC24A2, NR2F1, ZBTB20, ZC3H7A, ZC3H7B, ZNF287, MICAL3, ZNF142, HERC2, ZNF335, ZCCHC14, ZDHHC17, ASH1L, USP22, MAP3K13, NSD1, REV3L, ZNF275, ZNF469, PCDHB14, ZNF366, ZNF75A, EEA1, PCDHB12, MYCBP2, GALNT10, KIAA0494, FAT3, GNPTAB, PKD2, SLC4A8, ZNF471, MLLT6, BAZ2B, FYCO1, M1.27 1.12E-06 1.68E-03
CELL PART MORPHOGENESIS 665 33 ALS2, BBS5, COX10, MYCBP2, PTK2, MACF1, UNC5B, TNR, DMD, DYNC2H1, APC, PRKCA, KLF7, KIF3A, OPA1, CREB1, PCNT, KIF5C, NFASC, RPGRIP1L, DPYSL5, ALMS1, CHST3, CELSR2, AFG3L2, PCM1, PTPN11, MFN2, NOTCH1, ULK2, OPHN1, DST, MYH102.62 1.08E-06 1.90E-03
EMBRYONIC DEVELOPMENT ENDING IN BIRTH OR EGG HATCHING 665 39 ALS2, GNA13, ZFAND5, RBP4, NDST1, ARNT2, PRKDC, ZEB2, ZEB1, GLI3, CHD8, CHD7, GRIN2B, CHST11, ANKRD11, PKD2, PKD1, MKL2, APBA1, MLL2, HECTD1, SATB2, GABPA, RPGRIP1L, BRCA2, PROX1, MFN2, MIB1, EP300, TSC1, ZMIZ1, NCOA6, GRLF1, PBX1, PTCH1, MED1, SMARCA4, ADD1, MYH102.38 1.17E-06 2.06E-03
NEURON PROJECTION 552 36 MYO5A, ALS2, ADCY4, GRIK3, GRIK4, STRN, ABI2, TTLL7, DTNBP1, MYCBP2, ZFP91, GRIN2B, APC, KCND3, OPA1, NOS1, KIF5B, KIF5A, MPDZ, NF1, PICK1, KIF5C, DPYSL5, NFASC, DPYSL2, RUFY3, CAPRIN1, ITPR2, PPP1R9B, TSC1, GSK3B, BACE1, TMOD2, CACNA1G, OPHN1, MYH102.44 1.83E-06 2.59E-03
ION BINDING 652 269 ADCY4, EIF2C2, PDP2, PLEKHM1, ADCY6, ZNF638, ITSN1, RNF214, RNF213, ZNF251, ZNRF3, ZFP91, BRPF1, GRIN2B, ZNF397, ZRSR2, RAPGEF2, MAP2K7, ADAM9, CDH23, ZNF43, OPA1, ROCK2, ZNF507, ZNF790, UBR4, ZNF791, UBR2, ZNF37A, ZNF236, PITPNM2, UBR5, RYR1, NEK9, PRDM2, NEK4, ADD1, CLCN3, NEK1, MRE11A, CACNB4, RFFL, DIDO1, MYO9A, ZNF618, DAGLA, TCF20, MACF1, DMD, ZNF70, PLAGL2, ZC3H14, ZNF623, IKZF4, ZC3H13, KLF7, MLL, TAOK2, KLF13, CREBBP, PCDH10, ZNF621, RYBP, ATP11B, ZBTB40, ATP11A, CELSR2, ZNF221, AFG3L2, ZNF585A, ZBTB44, GART, CYP7B1, NOTCH1, ATP2A2, RNF4, LASP1, TRPS1, TNK2, ZNF117, ZFHX3, RERE, CDC42BPB, KLF3, ADAR, ZMAT1, ZNF19, SH3RF1, ZNF488, ZNF536, PPARA, ZBTB33, ZNF532, ZBTB39, ZNF154, PHF20, HELZ, ZEB2, ZEB1, GLI3, ZBTB37, MGRN1, SLC23A2, ZFYVE9, SLC24A2, GUCY1A3, NR2F1, ZBTB20, ZC3H7A, ZC3H7B, ZNF287, MICAL3, ZNF142, HERC2, ZNF335, ZCCHC14, ZDHHC17, ASH1L, USP22, MAP3K13, NSD1, REV3L, ZNF275, ZNF469, PCDHB14, ZNF366, ZNF75A, EEA1, PCDHB12, MYCBP2, GALNT10, KIAA0494, FAT3, GNPTAB, PKD2, SLC4A8, ZNF471, MLLT6,1.26 1.88E-06 2.82E-03
REGULATION OF TRANSCRIPTION, DNA-DEPENDENT 665 130 ARNT2, HIRA, FOXO3, FOXO4, NFXL1, ZNF251, TRAK1, YEATS2, ZNF397, MLL3, INSR, MYST4, MLL2, ZNF43, SATB2, GABPA, ZNF790, MECP2, ZNF791, ARID1A, MED13, ARID1B, PROX1, FOXN3, ZNF37A, ZNF192, ZNF236, EP300, ZNF197, MNT, MGA, PRDM2, ERC1, SMARCA2, SUPT6H, SMARCA4, TSHZ1, SOX5, SOX6, ALS2CR8, TCF20, ZNF324, HTATSF1, TCF4, ZNF70, PLAGL2, KLF7, MLL, EHMT1, CREBZF, SMAD7, KLF13, CREBBP, MAML2, ZNF621, RYBP, BRCA2, TEAD1, CELSR2, ZNF221, MED13L, ZNF585A, HDAC4, NOTCH1, TULP4, RNF4, TRPS1, HIVEP1, ZNF117, NCOR1, ZFHX3, NCOR2, RERE, ZNF19, PPARA, RSF1, ZNF154, ZEB2, ZKSCAN1, ZEB1, TMF1, MKL2, NR2F1, ATF7IP, ZNF287, ZNF91, FOXJ3, SPEN, UBN1, BRWD1, NCOA1, NCOA2, BPTF, ZMIZ1, HIPK2, NCOA6, JMJD1C, LCOR, NSD1, CLOCK, MED1, ZNF275, PRKDC, ZNF75A, NFIX, GON4L, SUFU, CHD8, NFAT5, CHD2, CHD1, ZNF471, CHD6, MLLT6, NFATC3, ZNF454, JARID2, VHL, CREB1, ZNF24, AFF1, STAT3, ATRX, ATXN1, SP2, RBAK, PHF21A, ZNF462, PBX1, CRK1.49 1.73E-06 3.06E-03
CYTOSKELETON ORGANIZATION 665 46 ABLIM1, SSH1, SHROOM4, TLN2, PREX1, VPS54, ABI2, PRKG1, PTK2, NISCH, MACF1, SORBS1, PACSIN2, DMD, CLASP1, DYNC1H1, FMNL3, TAOK2, CKAP5, ROCK2, PCNT, NF1, PRKCI, CECR2, BRCA2, ARHGEF17, CP110, CEP63, PCM1, PROX1, SMC3, TACC2, PPP1R9B, PLCE1, ERBB2IP, LASP1, MYH11, OPHN1, WASL, CRK, DST, NCOR1, CLN8, CDC42BPB, ADD1, MYH102.15 1.86E-06 3.29E-03
POSITIVE REGULATION OF NUCLEOBASE, NUCLEOSIDE, NUCLEOTIDE AND NUCLEIC ACID METABOLIC PROCESS665 59 PPARA, RSF1, ARNT2, FOXO3, ZEB1, FOXO4, GLI3, BRPF1, GUCY1A3, MKL2, INSR, MYST4, MYST3, ATF7IP, SATB2, ZNF287, ARID1A, ARID1B, MED13, PROX1, NCOA1, NCOA2, EP300, BPTF, ZMIZ1, HIPK2, NCOA6, USP22, NSD1, SMARCA2, CLOCK, MED1, SMARCA4, SOX5, PRKDC, SOX6, CHD8, RGMB, NFAT5, TCF4, NFATC3, PLAGL2, KLF7, MLL, VHL, KLF13, CREB1, MAML2, CREBBP, TEAD1, AFF1, DDX5, STAT3, ATXN1, HDAC4, NOTCH1, RNF4, ZNF462, PBX11.92 1.91E-06 3.37E-03
MICROTUBULE 552 31 DYNC1LI2, KIF13A, INCENP, CAMSAP1, DYNC2H1, CLASP1, CAMSAP1L1, DYNC1H1, APC, KIF13B, KIF3B, KIF3A, KIAA0284, NIN, KIF5B, KIF5A, MAP1A, KIF5C, KIF3C, EML4, KIF1C, EML3, KIF1A, KIF1B, SARM1, NAV1, CLIP1, KATNAL1, MAP9, NCOR1, DYNC1I22.62 2.57E-06 3.63E-03
CYTOSKELETAL PROTEIN BINDING 652 51 HIP1R, TLN2, FER, PACSIN2, CEP290, CDK5RAP2, MKL2, FMNL3, CCDC88A, KIF5B, INPPL1, SPAG9, KIF1B, TNS1, OPHN1, CLIP1, WASL, DST, ADD1, ABLIM1, MYO5A, RABGAP1, SHROOM4, SSH1, ABI2, RDX, MYO9A, SORBS1, MACF1, DMD, WIPF2, PKD2, CLASP1, AFAP1, HIP1, APC, PHACTR1, PHACTR4, MAP1A, BRCA2, PPP1R9B, SYNE1, MYO10, SYNE2, NEB, FYN, LASP1, MYH11, TMOD2, SPTBN1, MYH102.01 2.88E-06 4.33E-03
INTRACELLULAR ORGANELLE LUMEN 552 116 TGOLN2, PDP2, ARNT2, ZNF638, ZNF251, SETX, ESF1, BRPF1, INTS4, SRRM2, DDX24, DHX33, MYST4, MYST3, MLL2, ANAPC1, SATB2, RBL2, GABPA, KIAA0649, ARID1A, MED13, ARID1B, CLPX, EARS2, EP300, RFC1, HUWE1, NEK4, SMARCA2, EP400, PNMA1, PACS2, TSHZ1, MRE11A, SETD1B, TRRAP, ALS2CR8, SFRS15, DDX3X, ZNF326, HTATSF1, LEO1, TCF4, DDX42, TAF3, MLL, TSR1, SMG6, SMAD7, MAML2, CREBBP, RYBP, BRCA2, TEAD1, SSB, MED13L, DDX5, CDC26, HDAC4, PPIG, NOLC1, SPTBN1, UTP20, ZFHX3, NCOR1, RERE, NCOR2, ADAR, ZMAT1, ZBTB33, ZNF532, CDC14B, YLPM1, ZEB1, GLI3, RRP1B, GTF2A1, RTF1, QKI, KPNB1, FTSJ3, ATF7IP, ZBTB20, PRPF3, SPEN, UBN1, CCDC55, ZMIZ1, HIPK2, NCOA6, USP22, WASL, CLOCK, MED1, ZNF275, NUP98, YPEL2, HCFC1, PRKDC, SUFU, ERCC5, MDC1, RBM25, PDCD11, ADARB1, CREB1, CSNK2A1P, SMC3, STAT3, ATXN1, PPP1R9B, SON, WHSC1L1, PHF21A, PBX11.51 3.25E-06 4.60E-03
ATP BINDING 652 113 ADCY4, DYNC1LI2, PRPF4B, ADCY6, PRKG1, SETX, KIF13A, AAK1, DDX24, DYNC2H1, PIK3CA, DHX33, MAP2K7, INSR, KIF13B, MAGI3, TNIK, KIF5B, KIF5A, ROCK2, KIF5C, WNK1, WNK3, CLPX, EARS2, MAP4K4, KCNT2, RFC1, ATP9A, NEK9, NEK4, SMARCA2, EP400, SMARCA4, CLCN3, NEK1, BMPR2, HSPA1A, MYO9A, PTK2, DDX3X, TTBK2, LMTK2, DDX42, KIF3B, SMCHD1, KIF3A, TAOK2, NIN, TAOK1, ATP11B, SACS, ATP11A, YTHDC2, AFG3L2, DDX5, KIF3C, KDR, GART, NTRK3, MYO10, ATP2A2, NOLC1, ULK2, MYH11, RAD54L2, SCN8A, TNK2, PIP4K2B, ATAD2B, CDC42BPB, MYH10, HELZ, FER, DDR2, ANKRD17, DYNC1H1, TARSL2, MDN1, KIAA0232, AKT3, PRKCA, PIK3C2A, PRKCI, KIF1C, KIF1A, KIF1B, HIPK2, MAP3K13, CAMK1D, MYO5A, PRKDC, CHD9, CHD8, CHD7, STK40, KIF7, CHD2, CHD1, SGK269, CHD6, SPATA5, UPF1, ACLY, DGKH, CSNK2A1P, SMC3, ATRX, ICK, FYN, GSK3B, KATNAL1, ATP8A11.52 3.70E-06 5.56E-03
MICROTUBULE MOTOR ACTIVITY 652 16 KIF3B, KIF3A, KIF5B, KIF5A, KIF5C, KIF3C, SMC3, KIF13A, KIF1C, KIF1A, KIF1B, KIF7, DYNC2H1, DYNC1H1, DYNC1I2, KIF13B4.14 5.27E-06 7.92E-03
CHROMATIN BINDING 652 23 SATB2, SVEP1, UPF1, MLL, ARID4B, HIRA, ZEB1, GLI3, ATRX, CHD9, CHD8, NOTCH1, NCOA1, CHD7, CDYL, NCOA6, CHD2, CHD1, CHD6, NSD1, NFATC3, SMARCA4, MED13.05 5.50E-06 8.27E-03
TRANSCRIPTION COFACTOR ACTIVITY 652 40 HIRA, HCFC1, ZEB1, TRRAP, SUFU, TMF1, TCF20, GTF2A1, MKL2, TCF4, MYST3, NR2F1, ATF7IP, KLF7, CREB1, GABPA, CREBBP, MAML2, RYBP, MECP2, ARID1B, MED13, SPEN, DDX5, PROX1, NCOA1, NCOA2, EP300, RNF4, HIPK2, NCOA6, MNT, GRLF1, RAD54L2, USP22, NSD1, NCOR1, SMARCA2, NCOR2, MED12.19 5.73E-06 8.61E-03
POSITIVE REGULATION OF NITROGEN COMPOUND METABOLIC PROCESS 665 59 PPARA, RSF1, ARNT2, FOXO3, ZEB1, FOXO4, GLI3, BRPF1, GUCY1A3, MKL2, INSR, MYST4, MYST3, ATF7IP, SATB2, ZNF287, ARID1A, ARID1B, MED13, PROX1, NCOA1, NCOA2, EP300, BPTF, ZMIZ1, HIPK2, NCOA6, USP22, NSD1, SMARCA2, CLOCK, MED1, SMARCA4, SOX5, PRKDC, SOX6, CHD8, RGMB, NFAT5, TCF4, NFATC3, PLAGL2, KLF7, MLL, VHL, KLF13, CREB1, MAML2, CREBBP, TEAD1, AFF1, DDX5, STAT3, ATXN1, HDAC4, NOTCH1, RNF4, ZNF462, PBX11.86 5.14E-06 9.07E-03
IN UTERO EMBRYONIC DEVELOPMENT 665 25 ALS2, GNA13, ZFAND5, ARNT2, GABPA, RPGRIP1L, BRCA2, GLI3, MFN2, MIB1, CHD8, CHD7, GRIN2B, ZMIZ1, ANKRD11, NCOA6, PKD2, PKD1, MKL2, APBA1, MLL2, MED1, MYH10, ADD1, SMARCA42.89 5.32E-06 9.39E-03
REGULATION OF RNA METABOLIC PROCESS 665 130 ARNT2, HIRA, FOXO3, FOXO4, NFXL1, ZNF251, TRAK1, YEATS2, ZNF397, MLL3, INSR, MYST4, MLL2, ZNF43, SATB2, GABPA, ZNF790, MECP2, ZNF791, ARID1A, MED13, ARID1B, PROX1, FOXN3, ZNF37A, ZNF192, ZNF236, EP300, ZNF197, MNT, MGA, PRDM2, ERC1, SMARCA2, SUPT6H, SMARCA4, TSHZ1, SOX5, SOX6, ALS2CR8, TCF20, ZNF324, HTATSF1, TCF4, ZNF70, PLAGL2, KLF7, MLL, EHMT1, CREBZF, SMAD7, KLF13, CREBBP, MAML2, ZNF621, RYBP, BRCA2, TEAD1, CELSR2, ZNF221, MED13L, ZNF585A, HDAC4, NOTCH1, TULP4, RNF4, TRPS1, HIVEP1, ZNF117, NCOR1, ZFHX3, NCOR2, RERE, ZNF19, PPARA, RSF1, ZNF154, ZEB2, ZKSCAN1, ZEB1, TMF1, MKL2, NR2F1, ATF7IP, ZNF287, ZNF91, FOXJ3, SPEN, UBN1, BRWD1, NCOA1, NCOA2, BPTF, ZMIZ1, HIPK2, NCOA6, JMJD1C, LCOR, NSD1, CLOCK, MED1, ZNF275, PRKDC, ZNF75A, NFIX, GON4L, SUFU, CHD8, NFAT5, CHD2, CHD1, ZNF471, CHD6, MLLT6, NFATC3, ZNF454, JARID2, VHL, CREB1, ZNF24, AFF1, STAT3, ATRX, ATXN1, SP2, RBAK, PHF21A, ZNF462, PBX1, CRK1.46 5.45E-06 9.62E-03


