
Supplementary Table 16 Gene ontology enrichment analysis of MRs differentially activated in ATRX mutant compared with ATRX wild type LGm6 glioma. 
Supplementary Table 16b Gene ontology terms significantly enriched for the inferred targets of the 10 most active MRs in ATRX wild type.

GO Term originalGeneSetSize actualGeneSetSize Genes Fold Enrichment p-value q-value
STRUCTURAL CONSTITUENT OF RIBOSOME 706 105 RPL18, MRPS36, MRPL42, RPL36A, MRPL41, MRPS33, RPL19, RPL14, RPL13, RPLP2, RPLP0, RPLP1, MRPL36, RPL26L1, FAU, MRPL37, MRPL32, MRPL33, MRPL34, MRPL35, RPL35A, MRPL52, RSL1D1, RPS18, MRPS18C, RPS19, RPS16, RPS14, RPS15, RPS13, MRPL47, RPS11, MRPL48, MRPL45, UBA52, MRPL43, MRPS17, MRPS15, MRPS14, MRPS12, MRPS11, RPS26, RPS27, RPS29, RPL9, RPL8, MRPL55, RPL5, RPL10A, RPL7A, RPS20, RPS21, RPS24, RPSA, MRPS22, MRPS24, RPS9, RPL23A, MRPS21, RPS6, RPS5, RPS8, RPS7, RPL18A, RPL37A, MRP63, RPS3, RPS3A, MRPL1, MRPS7, RPS4X, RPL41, UBB, RPL27A, RPL35, RPL36, RPS15A, RPL37, RPL38, RPL39, MRPL11, MRPL10, MRPL13, RPL30, MRPL12, MRPL15, RPL32, RPL31, MRPL14, RPL34, MRPL17, MRPL18, RPL26, RPL27, RPL24, MRPL30, RPL29, MRPL24, MRPL23, MRPL22, MRPL21, MRPL28, RPL23, MRPL27, RPL2111.49 1.21E-89 1.84E-86
RIBOSOME 757 119 MRPL40, RPL18, MRPS36, MRPS35, RPL36A, MRPL42, MRPL41, MRPS33, RPL19, RPL14, RPL13, RPLP2, RPS6KB2, IMP3, RPLP0, RPLP1, MRPL36, RPL26L1, FAU, MRPL37, MRPL39, MRPL32, MRPL33, MRPL34, MRPL35, MRPL53, RPL35A, MRPL52, MRPL50, RSL1D1, RPS18, RPS19, MRPS18C, RPS16, RPS14, RPS15, RPS13, RPS10, MRPL47, RPS11, MRPL48, MRPL45, MRPL46, UBA52, MRPL43, MRPS17, MRPS15, MRPS14, MRPS12, MRPS11, RPS25, RPS26, RPS27, RPS29, RPL9, RPL8, MRPL54, MRPL55, RPL5, RPL10A, RPL7A, RPS20, RPS21, RPS24, MRPS26, RPSA, MRPS23, MRPS22, MRPS24, RPS9, MRPS21, RPL23A, RPS6, RPS5, RPS8, RPS7, RPL18A, RPL37A, MRP63, RPS3, RPS3A, MRPL1, MRPS7, RPS4X, ZCCHC17, RPL41, UBB, RPL27A, RPL35, RPL36, RPS15A, RPL37, RPL38, RPL39, MRPL11, MRPL10, MRPL13, RPL30, MRPL12, MRPL15, RPL32, RPL31, MRPL14, RPL34, MRPL17, MRPL18, RPL26, RPL27, RPL24, MRPL30, RPL29, MRPL24, MRPL23, MRPL22, MRPL21, MRPL28, RPL23, MRPL27, RPL219.35 9.12E-89 1.30E-85
MITOCHONDRION 757 236 MRPL40, MRPL42, MRPL41, MPV17, STOML2, GFER, C14ORF2, BAK1, MRPL36, MRPL37, MRPL39, MRPL32, MRPL33, MRPL34, BRP44, MRPL35, MTERFD1, MRPL53, MRPL52, MRPL50, SUCLG1, LYRM4, NME4, RDBP, MRPL47, ATPIF1, MRPL48, MRPL45, MRPL46, MDH2, MRPL43, SIVA1, HSD17B10, NAGS, TXN2, FDX1, MTX2, CHCHD2, SFXN4, MTP18, MRPL54, COX6B1, MRPL55, DIABLO, MTCP1, FH, PHB, VDAC3, PTCD3, HEBP2, COX6A1, MRP63, ABCF2, TIMM17B, RG9MTD1, ARL2BP, ACN9, AUH, GPX1, TRIAP1, FXN, GPX4, GBAS, MCEE, FXC1, ATP5S, SLC25A3, ATP5L, ATP5O, COX18, ATP5I, ATP5H, COX17, DNAJC19, ATP5J, FUNDC2, MRPL1, NDUFB11, SLC25A5, NDUFA13, CYB5A, DECR1, DGUOK, NDUFA12, NDUFA11, TXN, TOMM22, MECR, PMPCB, BID, COX7A2L, MRPL11, MRPL10, MRPL13, MRPL12, MRPL15, MRPL14, PARS2, MRPL17, HAAO, MRPL18, TRMU, COX7A2, C20ORF7, MRPL30, MRPL24, SDHB, PRELID1, MRPL23, MRPL22, MRPL21, MRPL28, MRPL27, SDHC, SDHD, POLDIP2, MRPS36, MRPS35, TSPO, MRPS33, NIT2, NDUFAB1, COX5A, COX5B, COX4NB, TBC1D15, DDX28, CISD1, TIMM9, TFB2M, HADH, PECI, TIMM8B, COX6C, TIMM8A, NFU1, SLC25A32, MRPS18C, SL3.67 1.79E-77 2.55E-74
RIBOSOMAL SUBUNIT 757 86 MRPS36, RPL18, MRPS35, MRPL42, MRPL41, RPL19, MRPS33, RPL14, RPLP2, RPS3, RPS3A, RPLP0, RPLP1, MRPL36, RPL26L1, FAU, MRPL32, MRPL34, MRPL1, MRPL52, MRPS7, RPS4X, ZCCHC17, RPS18, RPS19, MRPS18C, RPS16, RPL41, RPS14, RPS15, RPS13, RPS10, RPS11, UBB, UBA52, MRPL43, MRPS17, MRPS15, MRPS12, MRPS11, RPL27A, RPL35, RPS15A, RPL36, RPL37, RPL38, RPL39, RPS25, MRPL11, RPS26, MRPL10, RPS27, RPL30, MRPL13, MRPL12, RPL32, RPS29, MRPL15, RPL31, RPL34, RPL8, MRPL55, RPL5, RPL7A, RPS20, RPS21, RPS24, RPSA, MRPS26, MRPS22, MRPS24, RPL26, RPS9, MRPS21, RPL24, RPL23A, RPS6, RPS5, RPS8, RPL29, RPS7, MRPL23, MRPL22, RPL18A, MRPL27, RPL2111.34 8.76E-74 1.25E-70
TRANSLATION 762 127 EIF6, RPL18, MRPS36, RPL36A, MRPL42, MRPL41, MRPS33, RPL19, RPL14, PSTK, RPL13, EIF5A, RPS6KB2, RPLP2, RPLP0, RPLP1, MRPL36, RPL26L1, FAU, MRPL37, MRPL32, MRPL33, MRPL34, MRPL35, RPL35A, MRPL52, RSL1D1, RPS18, RPS19, MRPS18C, RPS16, RPS14, RPS15, RPS13, RPS10, MRPL47, RPS11, MRPL48, MRPL45, UBA52, MRPL43, MRPS17, MRPS15, EEF1B2, MRPS14, MRPS12, MRPS11, PTRH2, RPS25, RPS26, RPS27, RPS29, EIF3H, RPL9, RPL8, EIF3K, MRPL55, RPL5, EIF3I, RPS20, RPL10A, RPL7A, RPS21, RPS24, RPSA, MRPS24, RPS9, MRPS21, RPL23A, AARSD1, RPS6, RPS5, RPS8, RPS7, EIF4E, RPL18A, RPL37A, LGTN, EIF4E2, MRP63, COPS5, EIF2A, RPS3, RPS3A, MRPL1, SARS, EIF1B, MRPS7, RPS4X, GTF2B, RPL41, EIF5AL1, UBB, RPL27A, RPL35, RPL36, RPS15A, RPL37, RPL38, RPL39, MRPL11, MRPL10, MRPL13, RPL30, MRPL12, MRPL15, RPL32, RPL31, MRPL14, PARS2, ICT1, RPL34, MRPL17, MRPL18, RPL26, RPL27, RPL24, MRPL30, RPL29, MRPL24, MRPL23, MRPL22, MRPL21, MRPL28, RPL23, MRPL27, EEF1E1, RPL216.81 6.52E-73 1.14E-69
RIBONUCLEOPROTEIN COMPLEX 757 151 MRPS36, RPL18, MRPL40, MRPS35, RPL36A, MRPL42, MRPL41, RPL19, MRPS33, RPL14, RPL13, LSM6, RPS6KB2, RPLP2, SNRPD2, IMP3, RPLP0, RPLP1, MRPL36, RPL26L1, RPP30, FAU, MRPL37, LSM3, LSM2, MRPL39, MRPL32, LSM1, MRPL33, MRPL34, MRPL35, MRPL53, RPL35A, MRPL52, MRPL50, EMG1, MAGOH, RRP9, RSL1D1, PSMA1, RPS18, RPS19, MRPS18C, RPS16, RPS14, RPS15, RPS13, RPS10, MRPL47, MRPL48, RPS11, SIP1, MRPL45, MRPL46, UBA52, MRPL43, SNRPG, MRPS17, MRPS15, MRPS14, MRPS12, PPIL1, MRPS11, SNRPB2, RPS25, RPS26, RPS27, RPS29, FRG1, RPL9, RPL8, MRPL54, MRPL55, PPIL3, RPL5, RPS20, RPL10A, RPL7A, RPS21, RPS24, RPSA, MRPS26, MRPS23, NOC4L, MRPS22, SRA1, MRPS24, RPS9, MRPS21, RPL23A, RPS6, RPS5, RPS8, RPS7, PPIH, RPL18A, RPL37A, POP4, POP7, MRP63, PTGES3, CWC15, RPS3, PLRG1, RPS3A, MRPL1, MRPS7, SRPRB, RPS4X, ZCCHC17, TARBP2, RPL41, UBB, RPL27A, RPL35, RPL36, RPS15A, RPL37, RPL38, SF3B5, RPL39, MRPL11, MRPL10, RPL30, MRPL13, MRPL12, RPL32, MRPL15, RPL31, MRPL14, RPL34, MRPL17, MRPL18, GEMIN6, GEMIN7, HSPA8, RPL26, RPL27, RPL24, MRPL30, RPL29,4.95 7.70E-66 1.10E-62
MITOCHONDRIAL PART 757 162 MRPS36, MRPL40, MRPS35, MRPL42, TSPO, MRPL41, MRPS33, NDUFAB1, MPV17, STOML2, COX5A, COX5B, BAK1, DDX28, CISD1, TIMM9, MRPL36, TFB2M, MRPL37, MRPL39, MRPL32, HADH, MRPL34, MRPL35, MRPL52, SUCLG1, TIMM8B, COX6C, TIMM8A, NME4, SLC25A32, MRPS18C, SLC25A34, ATPIF1, MRPL47, MRPL45, MDH2, MRPL43, MRPS17, HSD17B10, MRPS15, NAGS, MRPS14, FDX1, MTX2, MRPS12, MRPS11, COX7B, COX7C, FIS1, TOMM7, MTCH2, GSTK1, COX6B1, MRPL55, FH, MRPS26, ATP5J2, MRPS22, PHB, MRPS24, COX8A, AK2, MRPS21, VDAC3, NDUFV3, SLC25A11, USMG5, SLC25A14, NDUFV2, COX6A1, SLC25A16, MRP63, UQCRC2, ABCF2, TIMM17B, TIMM50, UQCRFS1, UQCRQ, NDUFAF1, ARL2BP, ACN9, NDUFS5, NDUFS4, FXN, GPX4, ATP5S, FXC1, NDUFS8, SLC25A3, ATP5L, ATP5O, COX18, ATP5I, NDUFS3, ATP5H, COX17, DNAJC19, ATP5J, MRPL1, NDUFB11, SSBP1, C17ORF61, SLC25A5, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA12, TIMM22, NDUFA11, IMMP1L, C1QBP, UQCRH, TOMM22, PMPCB, UQCRB, BID, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, ETHE1, TIMM10, ATP5G2, ATP5G1, COX7A2L, ATP5G3, NDUFB1, NDUFB2, MRPL11, MRPL10, 4.60 7.95E-66 1.13E-62
TRANSLATIONAL ELONGATION 762 64 RPL18, RPL36A, RPL19, RPL14, RPL13, RPLP2, RPS3, RPS3A, RPLP0, RPLP1, RPL26L1, FAU, RPL35A, RPS4X, RPS18, RPS19, RPL41, RPS16, RPS14, RPS15, RPS13, RPS10, RPS11, UBB, UBA52, EEF1B2, RPL27A, RPL35, RPS15A, RPL36, RPL37, RPL38, RPL39, RPS25, RPS26, RPL30, RPS27, RPL32, RPS29, RPL31, RPL9, RPL34, RPL8, RPL5, RPL10A, RPL7A, RPS20, RPS21, RPS24, RPSA, RPL26, RPL27, RPS9, RPL23A, RPL24, RPS6, RPS5, RPS8, RPL29, RPS7, RPL23, RPL18A, RPL21, RPL37A11.25 1.80E-53 3.13E-50
CYTOSOLIC RIBOSOME 757 57 RPL18, RPL19, RPL14, RPL13, RPLP2, RPS3, RPS3A, RPLP0, RPLP1, FAU, MRPS7, RPS4X, ZCCHC17, RPS18, RPS19, RPL41, RPS16, RPS14, RPS15, RPS13, RPS10, RPS11, UBB, UBA52, RPL27A, RPL35, RPS15A, RPL36, RPL37, RPL38, RPL39, RPS25, RPS26, RPL30, RPS27, RPL32, RPS29, RPL31, RPL34, RPL8, RPL5, RPL7A, RPS20, RPS21, RPS24, RPSA, RPL26, RPS9, RPL23A, RPL24, RPS6, RPS5, RPS8, RPL29, RPS7, RPL18A, RPL2111.88 3.01E-50 4.29E-47
MITOCHONDRIAL INNER MEMBRANE 757 101 NDUFAB1, STOML2, MPV17, COX5A, COX5B, TIMM9, HADH, SUCLG1, TIMM8B, TIMM8A, COX6C, NME4, SLC25A32, SLC25A34, ATPIF1, MRPL45, MDH2, HSD17B10, COX7B, COX7C, MTCH2, GSTK1, COX6B1, ATP5J2, PHB, COX8A, AK2, VDAC3, NDUFV3, SLC25A11, SLC25A14, USMG5, NDUFV2, COX6A1, SLC25A16, UQCRC2, TIMM17B, TIMM50, UQCRFS1, NDUFAF1, UQCRQ, NDUFS5, NDUFS4, FXC1, ATP5S, GPX4, NDUFS8, SLC25A3, ATP5L, ATP5O, ATP5I, NDUFS3, COX18, ATP5H, DNAJC19, ATP5J, NDUFB11, C17ORF61, SLC25A5, NDUFC2, NDUFA13, NDUFC1, NDUFA12, NDUFA11, TIMM22, IMMP1L, UQCRH, TOMM22, PMPCB, UQCRB, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, TIMM10, ATP5G2, COX7A2L, ATP5G1, ATP5G3, NDUFB1, NDUFB2, MRPL17, SCO2, SCO1, NDUFA4, NDUFA2, NDUFA3, COX7A2, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, C20ORF7, NDUFA1, SDHB, SDHC, PHB2, SDHD5.57 1.79E-48 2.55E-45
MITOCHONDRIAL ENVELOPE 757 115 TSPO, NDUFAB1, MPV17, STOML2, COX5A, COX5B, BAK1, CISD1, TIMM9, HADH, SUCLG1, TIMM8B, TIMM8A, COX6C, NME4, SLC25A32, SLC25A34, ATPIF1, MRPL45, MDH2, HSD17B10, MTX2, COX7B, COX7C, FIS1, TOMM7, MTCH2, GSTK1, COX6B1, ATP5J2, PHB, COX8A, AK2, VDAC3, NDUFV3, SLC25A11, SLC25A14, USMG5, NDUFV2, COX6A1, SLC25A16, UQCRC2, ABCF2, TIMM17B, TIMM50, UQCRFS1, NDUFAF1, UQCRQ, ACN9, ARL2BP, NDUFS5, NDUFS4, FXC1, ATP5S, GPX4, NDUFS8, SLC25A3, ATP5L, ATP5O, ATP5I, NDUFS3, COX18, ATP5H, COX17, DNAJC19, ATP5J, NDUFB11, C17ORF61, SLC25A5, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA12, NDUFA11, TIMM22, IMMP1L, UQCRH, TOMM22, PMPCB, UQCRB, BID, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, TIMM10, ATP5G2, ATP5G1, COX7A2L, ATP5G3, NDUFB1, NDUFB2, MRPL17, HAAO, SCO2, SCO1, NDUFA4, NDUFA2, COX7A2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, C20ORF7, BAD, NDUFA1, SDHB, PHB2, SDHC, SDHD4.63 3.11E-46 4.43E-43
ORGANELLE INNER MEMBRANE 757 102 EIF6, NDUFAB1, MPV17, STOML2, COX5A, COX5B, TIMM9, HADH, SUCLG1, TIMM8B, TIMM8A, COX6C, NME4, SLC25A32, SLC25A34, ATPIF1, MRPL45, MDH2, HSD17B10, COX7B, COX7C, MTCH2, GSTK1, COX6B1, ATP5J2, PHB, COX8A, AK2, VDAC3, NDUFV3, SLC25A11, SLC25A14, USMG5, NDUFV2, COX6A1, SLC25A16, UQCRC2, TIMM17B, TIMM50, UQCRFS1, NDUFAF1, UQCRQ, NDUFS5, NDUFS4, FXC1, ATP5S, GPX4, NDUFS8, SLC25A3, ATP5L, ATP5O, ATP5I, NDUFS3, COX18, ATP5H, DNAJC19, ATP5J, NDUFB11, C17ORF61, SLC25A5, NDUFC2, NDUFA13, NDUFC1, NDUFA12, NDUFA11, TIMM22, IMMP1L, UQCRH, TOMM22, PMPCB, UQCRB, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, TIMM10, ATP5G2, COX7A2L, ATP5G1, ATP5G3, NDUFB1, NDUFB2, MRPL17, SCO2, SCO1, NDUFA4, NDUFA2, NDUFA3, COX7A2, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, C20ORF7, NDUFA1, SDHB, SDHC, PHB2, SDHD5.23 3.86E-46 5.50E-43
MITOCHONDRIAL MEMBRANE 757 111 TSPO, NDUFAB1, MPV17, STOML2, COX5A, COX5B, BAK1, CISD1, TIMM9, HADH, SUCLG1, TIMM8B, TIMM8A, COX6C, NME4, SLC25A32, SLC25A34, ATPIF1, MRPL45, MDH2, HSD17B10, MTX2, COX7B, COX7C, FIS1, TOMM7, MTCH2, GSTK1, COX6B1, ATP5J2, PHB, COX8A, AK2, VDAC3, NDUFV3, SLC25A11, SLC25A14, USMG5, NDUFV2, COX6A1, SLC25A16, UQCRC2, TIMM17B, TIMM50, UQCRFS1, NDUFAF1, UQCRQ, NDUFS5, NDUFS4, FXC1, ATP5S, GPX4, NDUFS8, SLC25A3, ATP5L, ATP5O, ATP5I, NDUFS3, COX18, ATP5H, DNAJC19, ATP5J, NDUFB11, C17ORF61, SLC25A5, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA12, NDUFA11, TIMM22, IMMP1L, UQCRH, TOMM22, PMPCB, UQCRB, BID, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, TIMM10, ATP5G2, ATP5G1, COX7A2L, ATP5G3, NDUFB1, NDUFB2, MRPL17, HAAO, SCO2, SCO1, NDUFA4, NDUFA2, COX7A2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, C20ORF7, BAD, NDUFA1, SDHB, PHB2, SDHC, SDHD4.76 8.80E-46 1.25E-42
CYTOSOLIC PART 757 66 RPL18, RPL19, RPL14, RPLP2, PRDX5, PRDX3, RPS3, RPS3A, RPLP0, RPLP1, FAU, PDRG1, EDARADD, MRPS7, RPS4X, ZCCHC17, UXT, RPS18, PFDN1, RPS19, RPL41, RPS16, PFDN5, RPS14, PFDN4, RPS15, RPS13, RPS10, RPS11, UBB, UBA52, RPL27A, RPL35, RPS15A, RPL36, RPL37, RPL38, RPL39, RPS25, RPS26, RPL30, RPS27, RPL32, RPS29, RPL31, RPL34, RPL8, BLOC1S1, RPL5, RPL7A, RPS20, RPS21, RPS24, RPSA, RPL26, RPS9, RPL24, RPL23A, RPS6, RPS5, RPS8, RPL29, RPS7, CCT4, RPL18A, RPL217.33 5.95E-40 8.48E-37
LARGE RIBOSOMAL SUBUNIT 757 45 RPL18, MRPL41, RPL19, RPL14, RPL27A, RPL35, RPL36, RPLP2, RPL37, RPL38, RPL39, MRPL11, MRPL10, MRPL13, RPL30, MRPL12, MRPL15, RPL32, RPL31, RPLP0, RPL34, RPLP1, RPL8, MRPL36, RPL26L1, MRPL55, RPL5, RPL7A, MRPL32, MRPL34, MRPL1, MRPL52, MRPS24, RPL26, RPL24, RPL23A, ZCCHC17, RPL29, MRPL23, MRPL22, RPL18A, RPL41, MRPL27, RPL21, MRPL4311.34 3.91E-38 5.57E-35
MITOCHONDRIAL MEMBRANE PART 757 57 UQCRC2, TIMM17B, NDUFAB1, TIMM50, UQCRFS1, NDUFAF1, NDUFS5, NDUFS4, NDUFS8, TIMM9, ATP5L, ATP5O, NDUFS3, COX18, ATP5I, ATP5H, ATP5J, NDUFC2, NDUFA13, NDUFC1, TIMM8B, UQCRH, ATPIF1, TOMM22, MRPL45, UQCRB, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, COX7B, TIMM10, ATP5G2, COX7A2L, ATP5G1, ATP5G3, NDUFB1, NDUFB2, FIS1, TOMM7, NDUFA4, ATP5J2, NDUFA2, NDUFA3, COX7A2, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, C20ORF7, NDUFA1, NDUFV3, NDUFV2, COX6A17.70 7.29E-36 1.04E-32
SMALL RIBOSOMAL SUBUNIT 757 42 MRPS36, MRPS17, MRPS35, MRPL42, MRPS33, MRPS15, MRPS12, MRPS11, RPS15A, RPS3, RPS25, RPS26, RPS27, RPS29, RPS3A, FAU, RPS20, RPS21, RPS24, MRPS26, RPSA, MRPS22, MRPS24, RPS9, MRPS21, MRPS7, RPS6, RPS4X, RPS5, RPS8, RPS7, RPS18, MRPS18C, RPS19, RPS16, RPS14, RPS15, RPS13, RPS10, RPS11, UBB, UBA5211.26 2.33E-35 3.32E-32
ORGANELLE ENVELOPE 757 125 EIF6, TSPO, NDUFAB1, MPV17, EIF5A, STOML2, COX5A, COX5B, BAK1, CISD1, TIMM9, NUP37, HADH, RAN, SUCLG1, TIMM8B, TIMM8A, COX6C, NME4, SLC25A32, SLC25A34, ATPIF1, MRPL45, MDH2, HSD17B10, HAX1, MTX2, COX7B, COX7C, FIS1, TOMM7, MTCH2, GSTK1, COX6B1, ATP5J2, PHB, COX8A, AK2, VDAC3, NDUFV3, SLC25A11, DNASE1, SLC25A14, USMG5, NDUFV2, COX6A1, SLC25A16, UQCRC2, ABCF2, TIMM17B, TIMM50, UQCRFS1, NDUFAF1, UQCRQ, ARL2BP, ACN9, NDUFS5, NDUFS4, GPX4, FXC1, ATP5S, NDUFS8, SLC25A3, ATP5L, ATP5O, ATP5I, NDUFS3, COX18, ATP5H, COX17, DNAJC19, ATP5J, NDUFB11, C17ORF61, NUP88, SLC25A5, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA12, NDUFA11, TIMM22, IMMP1L, BNIP1, UQCRH, EIF5AL1, TOMM22, PMPCB, UQCRB, BID, NDUFB3, NXT1, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, TIMM10, ATP5G2, ATP5G1, COX7A2L, ATP5G3, NDUFB1, NDUFB2, SUMO1, MRPL17, HAAO, SCO2, SCO1, NDUFA4, NDUFA2, COX7A2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, C20ORF7, BAD, NDUFA1, SDHB, PHB2, SDHC, SDHD3.40 2.62E-35 3.74E-32
ENVELOPE 757 125 EIF6, TSPO, NDUFAB1, MPV17, EIF5A, STOML2, COX5A, COX5B, BAK1, CISD1, TIMM9, NUP37, HADH, RAN, SUCLG1, TIMM8B, TIMM8A, COX6C, NME4, SLC25A32, SLC25A34, ATPIF1, MRPL45, MDH2, HSD17B10, HAX1, MTX2, COX7B, COX7C, FIS1, TOMM7, MTCH2, GSTK1, COX6B1, ATP5J2, PHB, COX8A, AK2, VDAC3, NDUFV3, SLC25A11, DNASE1, SLC25A14, USMG5, NDUFV2, COX6A1, SLC25A16, UQCRC2, ABCF2, TIMM17B, TIMM50, UQCRFS1, NDUFAF1, UQCRQ, ARL2BP, ACN9, NDUFS5, NDUFS4, GPX4, FXC1, ATP5S, NDUFS8, SLC25A3, ATP5L, ATP5O, ATP5I, NDUFS3, COX18, ATP5H, COX17, DNAJC19, ATP5J, NDUFB11, C17ORF61, NUP88, SLC25A5, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA12, NDUFA11, TIMM22, IMMP1L, BNIP1, UQCRH, EIF5AL1, TOMM22, PMPCB, UQCRB, BID, NDUFB3, NXT1, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, TIMM10, ATP5G2, ATP5G1, COX7A2L, ATP5G3, NDUFB1, NDUFB2, SUMO1, MRPL17, HAAO, SCO2, SCO1, NDUFA4, NDUFA2, COX7A2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, C20ORF7, BAD, NDUFA1, SDHB, PHB2, SDHC, SDHD3.39 3.68E-35 5.24E-32
ORGANELLAR RIBOSOME 757 36 MRPS36, MRPL40, MRPS17, MRPS35, MRPL42, MRPS33, MRPL41, MRPS15, MRPS14, MRPS12, MRPS11, MRPL11, MRPL10, MRPL13, MRPL12, MRPL36, MRPL18, MRPL37, MRPL55, MRPL39, MRPL32, MRPL34, MRPL35, MRPS26, MRPL52, MRPL1, MRPS22, MRPS24, MRPS21, MRPL23, MRPS18C, MRPL28, MRPL27, MRPL47, MRPL43, MRP6312.66 4.44E-33 6.32E-30
MITOCHONDRIAL RIBOSOME 757 36 MRPS36, MRPL40, MRPS17, MRPS35, MRPL42, MRPS33, MRPL41, MRPS15, MRPS14, MRPS12, MRPS11, MRPL11, MRPL10, MRPL13, MRPL12, MRPL36, MRPL18, MRPL37, MRPL55, MRPL39, MRPL32, MRPL34, MRPL35, MRPS26, MRPL52, MRPL1, MRPS22, MRPS24, MRPS21, MRPL23, MRPS18C, MRPL28, MRPL27, MRPL47, MRPL43, MRP6312.66 4.44E-33 6.32E-30
STRUCTURAL MOLECULE ACTIVITY 706 114 RPL18, MRPS36, RPL36A, MRPL42, MRPL41, MRPS33, RPL19, RPL14, VAPA, RPL13, RPLP2, RPLP0, RPLP1, MRPL36, RPL26L1, FAU, MRPL37, MRPL32, MRPL33, MRPL34, MRPL35, RPL35A, MRPL52, CD3E, RSL1D1, RPS18, RPS19, MRPS18C, RPS16, RPS14, RPS15, RPS13, MRPL47, RPS11, MRPL48, MRPL45, UBA52, MRPL43, MYL6, MRPS17, MRPS15, MRPS14, MRPS12, MRPS11, RPS26, RPS27, RPS29, RPL9, RPL8, MRPL55, RPL5, RPL10A, RPL7A, RPS20, RPS21, RPS24, YEATS4, RPSA, MRPS22, MRPS24, RPS9, MRPS21, RPL23A, PMF1, RPS6, RPS5, RPS8, RPS7, RPL18A, RPL37A, MRP63, RPS3, RPS3A, MRPL1, MRPS7, RPS4X, ISCA1, ISCA2, RPL41, MOSPD3, MOSPD1, UBB, RPL27A, RPL35, RPL36, RPS15A, RPL37, RPL38, RPL39, MRPL11, MRPL10, MRPL13, RPL30, MRPL12, MRPL15, RPL32, RPL31, MRPL14, RPL34, MRPL17, MRPL18, RPL26, RPL27, RPL24, MRPL30, RPL29, MRPL24, MRPL23, MRPL22, MRPL21, MRPL28, RPL23, MRPL27, RPL213.31 8.16E-31 1.25E-27
GENERATION OF PRECURSOR METABOLITES AND ENERGY 762 78 UQCRC2, LDHB, ATP6V0E1, NDUFAB1, PGAM1, UQCRFS1, NDUFAF1, UQCRQ, NDUFS5, NDUFS4, FXN, NDUFS8, SLC25A3, ATP5L, ATP5O, NDUFS3, ATP5I, COX17, ATP5H, EDARADD, ATP5J, TXNL1, NDUFB11, SUCLG1, PHKG2, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA12, ATP6V1F, COX6C, NDUFA11, ATP6V1C2, UQCRH, TXN, ATPIF1, MDH2, UQCRB, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, FDX1, TXN2, NDUFB9, COX7C, ATP5G2, ATP5G1, ATP5G3, NDUFB1, ATP6V0B, NDUFB2, GLRX2, CYB561D2, PPP1R3D, FH, SCO1, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, COX8A, ATP5F1, GYG1, NDUFA1, NDUFV3, SDHB, SLC25A14, SDHC, SDHD, ATP6V1E2, NDUFV2, COX6A14.42 1.93E-29 3.36E-26
RESPIRATORY CHAIN 757 40 UQCRC2, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, COX7B, NDUFAB1, COX7A2L, UQCRFS1, UQCRQ, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFB11, NDUFA2, NDUFA3, COX7A2, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFA12, NDUFA11, NDUFV3, UQCRH, SDHC, NDUFV2, COX6A1, UQCRB9.01 2.02E-28 2.88E-25
OXIDATIVE PHOSPHORYLATION 762 44 UQCRC2, NDUFB3, NDUFB4, NDUFB5, ATP6V0E1, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, ATP5G2, ATP5G1, ATP5G3, NDUFAF1, NDUFB1, ATP6V0B, NDUFB2, NDUFS5, NDUFS4, FXN, NDUFS8, ATP5L, ATP5O, NDUFS3, ATP5I, ATP5H, ATP5J, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, ATP5F1, NDUFC2, NDUFC1, NDUFA1, ATP6V1F, NDUFV3, ATP6V1C2, UQCRH, NDUFV2, ATP6V1E2, UQCRB7.97 3.47E-28 6.04E-25
ELECTRON TRANSPORT CHAIN 762 45 UQCRC2, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, FDX1, TXN2, NDUFB9, NDUFAB1, UQCRFS1, UQCRQ, NDUFAF1, NDUFB1, GLRX2, NDUFB2, CYB561D2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, TXNL1, NDUFB11, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA1, NDUFA12, NDUFA11, NDUFV3, SDHB, UQCRH, SDHC, NDUFV2, TXN, SDHD, UQCRB7.01 5.29E-26 9.21E-23
CYTOSOLIC SMALL RIBOSOMAL SUBUNIT 757 29 RPS15A, RPS3, RPS25, RPS26, RPS27, RPS29, RPS3A, FAU, RPS20, RPS21, RPS24, RPSA, RPS9, MRPS7, RPS6, RPS4X, RPS5, RPS8, RPS7, RPS18, RPS19, RPS16, RPS14, RPS15, RPS13, RPS10, RPS11, UBB, UBA5212.24 7.04E-26 1.00E-22
MITOCHONDRIAL RESPIRATORY CHAIN 757 35 UQCRC2, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, COX7B, NDUFAB1, COX7A2L, UQCRFS1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, COX7A2, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFV3, UQCRH, NDUFV2, COX6A1, UQCRB9.23 2.43E-25 3.47E-22
ORGANELLE MEMBRANE 757 152 EIF6, TSPO, VAPA, CHMP6, NDUFAB1, MPV17, STOML2, COX5A, COX5B, BAK1, CISD1, TIMM9, RPN1, HADH, DDOST, SUCLG1, TIMM8B, COX6C, TIMM8A, NME4, SLC25A32, SEC61B, SLC25A34, ATPIF1, MRPL45, MDH2, HSD17B10, DERL2, STX8, HAX1, CNIH, MTX2, COX7B, COPZ1, COX7C, RABEPK, RER1, DERL3, FIS1, TOMM7, MTCH2, GSTK1, COX6B1, GABARAPL2, ATP5J2, SEC11C, PHB, COX8A, AK2, RFNG, VDAC3, NDUFV3, SLC25A11, USMG5, SLC25A14, NDUFV2, COX6A1, SPCS1, GOSR2, CYP2R1, SLC25A16, UQCRC2, AP2S1, TIMM17B, ALG3, TIMM50, UQCRFS1, UQCRQ, NDUFAF1, AP1S1, POMGNT1, NDUFS5, NDUFS4, PIGF, GPX4, ATP5S, FXC1, NDUFS8, PXMP4, SLC25A3, PIGC, ATP5L, ATP5O, COX18, ATP5I, NDUFS3, ATP5H, DNAJC19, ATP5J, STX5, NDUFB11, C17ORF61, SLC25A5, NDUFC2, NDUFA13, CYB5A, NDUFC1, NDUFA12, TIMM22, NDUFA11, ATP6V1F, IMMP1L, BNIP1, UQCRH, TOMM22, PMPCB, UQCRB, BID, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, TIMM10, ATP5G2, ATP5G1, COX7A2L, FKBP1B, ATP5G3, NDUFB1, NDUFB2, SUMO1, PEX19, MRPL17, DAD1, HAAO, SEC22A, PEX12, SCO2, SCO1, NDUFA4, NDUFA2, COX7A2, NDUFA3, NDUFA8, NDUF2.34 2.34E-24 3.34E-21
CYTOSOL 757 172 ITGB3BP, RPL18, RPL36A, RPL19, RPL14, ATOX1, CHMP5, RPL13, PGAM1, EIF5A, RPLP2, SNRPD2, BAK1, EIF4EBP1, FNTA, RPLP0, RPLP1, RPL26L1, FAU, PDRG1, BPNT1, EDARADD, CLNS1A, RPL35A, RAN, HBXIP, PSMA2, UXT, PSMA1, NFU1, RPS18, RPS19, RPS16, PSMA5, NME1, RPS14, PSMA4, RPS15, RPS13, RPS10, RPS11, SIP1, UBA52, SNRPG, CNBP, EEF1B2, COPZ1, ANAPC10, ANAPC11, PSMA7, BANF1, RBX1, PSMB5, RPS25, RPS26, PSMB7, RPS27, RPS29, PSMB1, EIF3H, RPL9, PSMB2, BLOC1S1, RPL8, EIF3K, CDA, DIABLO, GALE, EIF3I, RPL5, RPS20, RPL10A, RPL7A, RPS21, RPS24, GABARAPL2, UNC119, RPSA, ODC1, MOCS2, RPS9, RPL23A, CDC20, RPS6, RPS5, RPS8, PSMB8, RPS7, URM1, NOSIP, CCT4, EIF4E, TXNDC17, RPL18A, HDAC1, PPIA, POMP, RPL37A, RAP1B, PHPT1, GUK1, PTGES3, AP2S1, UCHL1, PRDX5, PRDX3, RPS3, CDC42, GPX1, AP1S1, CRYL1, FXN, DYNLL1, RPS3A, GPX4, PSMD8, UFD1L, NUP88, SARS, DGUOK, CBR3, MRPS7, RPS4X, ZCCHC17, CDK5, PFDN1, RPL41, EIF5AL1, PFDN5, TXN, PFDN4, UBB, UROD, BID, RPL27A, RPL35, RPL36, RPS15A, RPL37, RPL38, RPL39, FKBP1B, RPL30, ANXA9, DOM3Z, RPL32, AKR1A1,2.18 2.81E-24 4.00E-21
CYTOSOLIC LARGE RIBOSOMAL SUBUNIT 757 27 RPL18, RPL19, RPL14, RPL27A, RPL35, RPLP2, RPL36, RPL37, RPL38, RPL39, RPL30, RPL32, RPL31, RPL34, RPLP0, RPL8, RPLP1, RPL5, RPL7A, RPL26, RPL23A, RPL24, ZCCHC17, RPL29, RPL41, RPL18A, RPL2112.00 1.04E-23 1.48E-20
NADH DEHYDROGENASE (UBIQUINONE) ACTIVITY 706 27 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFA12, NDUFV3, NDUFV211.55 1.38E-22 2.11E-19
NADH DEHYDROGENASE ACTIVITY 706 27 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFA12, NDUFV3, NDUFV211.55 1.38E-22 2.11E-19
NADH DEHYDROGENASE (QUINONE) ACTIVITY 706 27 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFA12, NDUFV3, NDUFV211.55 1.38E-22 2.11E-19
MITOCHONDRIAL RESPIRATORY CHAIN COMPLEX I 757 27 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFV3, NDUFV210.85 5.06E-22 7.21E-19
RESPIRATORY CHAIN COMPLEX I 757 27 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFV3, NDUFV210.85 5.06E-22 7.21E-19
NADH DEHYDROGENASE COMPLEX 757 27 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFV3, NDUFV210.85 5.06E-22 7.21E-19
MITOCHONDRIAL ELECTRON TRANSPORT, NADH TO UBIQUINONE 762 26 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFC1, NDUFA1, NDUFV3, NDUFV210.99 3.82E-21 6.65E-18
RNA BINDING 706 105 RPL18, RPL36A, RPL19, RPL14, RPL13, LSM6, RPLP2, EIF5A, IMP3, DDX28, WIBG, RPLP0, RPLP1, DHX34, FAU, LSM3, LSM2, LSM1, RPL35A, RPUSD4, SF3B14, MAGOH, RRP9, RNMTL1, RSL1D1, PSMA1, RPS18, RPS19, PSMA6, RPS16, RPS14, RDBP, RPS13, RPS11, MCTS1, SNRPG, MRPS17, PUS3, CNBP, SNRPB2, RPS25, RPS26, RPL9, RPL8, RPL5, RPL10A, RPL7A, RPS20, C14ORF156, RPS9, RPL23A, RPS5, RPS7, EIF4E, RPL18A, POP4, LGTN, EIF4E2, DDX52, GTF3A, CWC15, TIMM50, EIF2A, RPS3, AUH, RPS3A, MRPL1, EXOSC7, SARS, EXOSC4, EXOSC2, APTX, ERAL1, MRPS7, RPS4X, ZCCHC17, TARBP2, RPL41, EIF5AL1, CPSF4, TRUB2, POLR2G, PUSL1, RPL27A, RPL35, RPS15A, RPL37, RPL38, RPL39, DIMT1L, MRPL11, RPL30, MRPL12, RPL31, RPL34, DAZ1, TRMU, PNO1, RPL26, RPL24, RPL29, MRPL23, MRPL21, RPL21, LSM10, SCAND12.69 4.77E-21 7.28E-18
CELLULAR RESPIRATION 762 37 UQCRC2, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, FXN, NDUFS8, NDUFS3, FH, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, SUCLG1, NDUFA7, NDUFC2, NDUFC1, NDUFA1, NDUFV3, SDHB, SLC25A14, UQCRH, SDHC, NDUFV2, SDHD, MDH2, UQCRB6.77 7.96E-21 1.39E-17
OXIDOREDUCTASE ACTIVITY, ACTING ON NADH OR NADPH, QUINONE OR SIMILAR COMPOUND AS ACCEPTOR 706 27 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFA12, NDUFV3, NDUFV210.13 1.38E-20 2.11E-17
MITOCHONDRIAL LUMEN 757 56 MRPS36, MRPL40, MRPS35, MRPL42, MRPL41, MRPS33, NDUFAB1, DDX28, FXN, MRPL36, MRPL37, TFB2M, MRPL39, HADH, MRPL32, MRPL34, MRPL35, MRPL1, MRPL52, SSBP1, SLC25A5, SUCLG1, MRPS18C, C1QBP, MRPL47, MRPL43, PMPCB, MDH2, MRPS17, MRPS15, MRPS14, NAGS, FDX1, ETHE1, MRPS12, MRPS11, MRPL11, MRPL10, MRPL13, MRPL12, PARS2, GSTK1, MRPL55, MRPL18, FH, MRPS26, NDUFA9, MRPS22, MRPS24, ATP5F1, MRPS21, MRPL23, MRPL28, MRPL27, POLDIP2, MRP634.17 5.59E-20 7.97E-17
MITOCHONDRIAL MATRIX 757 56 MRPS36, MRPL40, MRPS35, MRPL42, MRPL41, MRPS33, NDUFAB1, DDX28, FXN, MRPL36, MRPL37, TFB2M, MRPL39, HADH, MRPL32, MRPL34, MRPL35, MRPL1, MRPL52, SSBP1, SLC25A5, SUCLG1, MRPS18C, C1QBP, MRPL47, MRPL43, PMPCB, MDH2, MRPS17, MRPS15, MRPS14, NAGS, FDX1, ETHE1, MRPS12, MRPS11, MRPL11, MRPL10, MRPL13, MRPL12, PARS2, GSTK1, MRPL55, MRPL18, FH, MRPS26, NDUFA9, MRPS22, MRPS24, ATP5F1, MRPS21, MRPL23, MRPL28, MRPL27, POLDIP2, MRP634.17 5.59E-20 7.97E-17
ATP SYNTHESIS COUPLED ELECTRON TRANSPORT 762 28 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFC1, NDUFA1, NDUFV3, UQCRH, NDUFV2, UQCRB8.88 1.68E-19 2.93E-16
MITOCHONDRIAL ATP SYNTHESIS COUPLED ELECTRON TRANSPORT 762 28 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFC1, NDUFA1, NDUFV3, UQCRH, NDUFV2, UQCRB8.88 1.68E-19 2.93E-16
RESPIRATORY ELECTRON TRANSPORT CHAIN 762 29 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFC1, NDUFA1, NDUFV3, SDHB, UQCRH, NDUFV2, UQCRB8.04 9.39E-19 1.64E-15
MEMBRANE-ENCLOSED LUMEN 757 198 ITGB3BP, MRPL40, MEF2B, MRPL42, MRPL41, MED21, MED20, MRPL36, MRPL37, RPP30, MRPL39, MRPL32, TBPL1, MRPL34, MRPL35, MRPL52, RARG, RPP21, EMG1, RAN, SUCLG1, MED11, POLB, RAD9A, MED19, NME4, RPS19, SERPINF2, RPS14, RPS15, RDBP, RPS13, MRPL47, SIP1, MDH2, MRPL43, SIVA1, NAGS, FDX1, TXN2, ZNRD1, RPS25, FRG1, COX6B1, MRPL55, FH, YEATS4, NOC4L, SUB1, PHB, SRA1, RPS9, CDC20, PMF1, RPS6, RPS7, POP4, POP7, MRP63, ENY2, COPS5, TSG101, ACN9, ARL2BP, FXN, ASH2L, FXC1, COX17, MRPL1, STX5, RBBP4, BRF2, SLC25A5, CCNH, EXOSC7, EXOSC4, EXOSC2, NDUFA13, APTX, ZCCHC17, GTF2B, MED7, TAF10, TAF12, PMPCB, POLR2H, POLR2G, POLR2K, POLR2J, POLR2I, RPL35, RPL36, POLR2C, DIMT1L, MRPL11, MRPL10, SUMO1, MRPL13, MRPL12, PARS2, MRPL18, SUPT4H1, POLR3K, GMNN, MRPL23, RPL23, MRPL28, MRPL27, POLDIP2, ZNF259, TCEB2, PHF5A, TCEB1, MPHOSPH6, CALM2, EIF6, MRPS36, MRPS35, RPL36A, MRPS33, NDUFAB1, RPS6KB2, SNRPD2, TBP, IMP3, DDX28, SMARCD3, WIBG, TIMM9, SEP15, TFB2M, HADH, ZNF593, MAGOH, RRP9, PECI, TIMM8B, MRTO4, TIMM8A, RSL1D1, RPAIN, MRPS18C, UB1.80 3.89E-18 5.54E-15
ENERGY DERIVATION BY OXIDATION OF ORGANIC COMPOUNDS 762 40 UQCRC2, NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, NDUFAF1, NDUFB1, NDUFB2, PPP1R3D, NDUFS5, NDUFS4, FXN, NDUFS8, NDUFS3, FH, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, PHKG2, NDUFA6, SUCLG1, NDUFA7, NDUFC2, NDUFC1, GYG1, NDUFA1, NDUFV3, SDHB, SLC25A14, UQCRH, SDHC, NDUFV2, SDHD, MDH2, UQCRB4.93 5.39E-17 9.39E-14
INTRACELLULAR ORGANELLE LUMEN 757 186 EIF6, MRPS36, ITGB3BP, MRPL40, MRPS35, MEF2B, RPL36A, MRPL42, MRPL41, MRPS33, NDUFAB1, RPS6KB2, SNRPD2, TBP, MED21, MED20, IMP3, DDX28, SMARCD3, WIBG, SEP15, MRPL36, TFB2M, RPP30, MRPL37, MRPL39, MRPL32, HADH, TBPL1, MRPL34, MRPL35, MRPL52, ZNF593, RARG, RPP21, EMG1, RAN, MAGOH, SUCLG1, MED11, RAD9A, POLB, RRP9, PECI, MRTO4, RSL1D1, MED19, RPS19, RPAIN, MRPS18C, RPS14, RPS15, RDBP, RPS13, MRPL47, SIP1, UBA52, MDH2, MRPL43, SNRPG, SIVA1, MRPS17, MRPS15, NAGS, MRPS14, TXN2, FDX1, MRPS12, MRPS11, ANAPC10, ZNRD1, ANAPC11, RPS25, FRG1, GSTK1, RPL9, MRPL55, NPM3, LIAS, RPL5, HIST1H4J, HIST1H4H, FH, YEATS4, MRPS26, TSR1, NOC4L, SUB1, MRPS22, PHB, MRPS24, SRA1, TAF7, RPS9, MRPS21, CDC20, PMF1, INTS10, RPS6, RPS7, PPIH, HDAC1, POLD2, POP4, DDX52, POP7, MRP63, ENY2, COPS5, TSG101, DEDD, UCHL1, TIMM50, CCDC104, FXN, PLRG1, ASH2L, RPS3A, GTF2A2, CIRH1A, PSMD8, MRPL1, STX5, ATPAF2, RBBP4, SSBP1, BRF2, SLC25A5, EXOSC7, CCNH, EXOSC4, EXOSC2, APTX, NDUFA13, ZCCHC17, GTF2B, PCGF1, TAF10, MED7, TAF12, C1QBP, UBB, PMPCB, POLR2H1.77 9.13E-16 1.27E-12
OXIDOREDUCTASE ACTIVITY, ACTING ON NADH OR NADPH 706 29 NDUFB3, NDUFB4, NDUFB5, NDUFB6, NDUFB7, NDUFB9, NDUFAB1, PRDX3, NDUFB1, NDUFB2, NDUFS5, NDUFS4, NDUFS8, NDUFS3, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, NDUFC2, NDUFA13, NDUFC1, NDUFA1, NDUFA12, NDUFV3, TXNDC17, NDUFV26.43 1.30E-15 2.03E-12
HYDROGEN ION TRANSMEMBRANE TRANSPORTER ACTIVITY 706 30 ATP6V0E1, COX7B, COX7C, C1ORF31, ATP5G2, COX7A2L, ATP5G1, UQCRFS1, COX5A, UQCRQ, ATP5G3, COX5B, ATP6V0B, ATP5S, COX6B1, ATP5L, ATP5O, ATP5I, ATP5H, ATP5J, COX7A2, COX8A, ATP5F1, CYB5A, COX6C, ATP6V1F, UQCRH, ATP6V1E2, COX6A1, UQCRB6.13 1.69E-15 2.54E-12
ORGANELLE LUMEN 757 187 EIF6, MRPS36, ITGB3BP, MRPL40, MRPS35, MEF2B, RPL36A, MRPL42, MRPL41, MRPS33, NDUFAB1, RPS6KB2, SNRPD2, TBP, MED21, MED20, IMP3, DDX28, SMARCD3, WIBG, SEP15, MRPL36, TFB2M, RPP30, MRPL37, MRPL39, MRPL32, HADH, TBPL1, MRPL34, MRPL35, MRPL52, ZNF593, RARG, RPP21, RAN, EMG1, MAGOH, SUCLG1, MED11, RAD9A, POLB, RRP9, PECI, MRTO4, RSL1D1, MED19, RPS19, RPAIN, MRPS18C, SERPINF2, RPS14, RPS15, RDBP, RPS13, MRPL47, SIP1, UBA52, MDH2, MRPL43, SNRPG, SIVA1, MRPS17, MRPS15, NAGS, MRPS14, TXN2, FDX1, MRPS12, MRPS11, ANAPC10, ZNRD1, ANAPC11, RPS25, FRG1, GSTK1, RPL9, MRPL55, NPM3, LIAS, RPL5, HIST1H4J, HIST1H4H, FH, YEATS4, MRPS26, TSR1, NOC4L, SUB1, MRPS22, PHB, MRPS24, SRA1, TAF7, RPS9, MRPS21, CDC20, PMF1, INTS10, RPS6, RPS7, PPIH, HDAC1, POLD2, POP4, DDX52, POP7, MRP63, ENY2, COPS5, TSG101, DEDD, UCHL1, TIMM50, CCDC104, FXN, PLRG1, ASH2L, RPS3A, GTF2A2, CIRH1A, PSMD8, MRPL1, STX5, ATPAF2, RBBP4, SSBP1, BRF2, SLC25A5, EXOSC7, CCNH, EXOSC4, EXOSC2, APTX, NDUFA13, ZCCHC17, GTF2B, PCGF1, TAF10, MED7, TAF12, C1QBP, UBB, PMP1.73 4.16E-15 6.01E-12
MONOVALENT INORGANIC CATION TRANSMEMBRANE TRANSPORTER ACTIVITY 706 30 ATP6V0E1, COX7B, COX7C, C1ORF31, ATP5G2, COX7A2L, ATP5G1, UQCRFS1, COX5A, UQCRQ, ATP5G3, COX5B, ATP6V0B, ATP5S, COX6B1, ATP5L, ATP5O, ATP5I, ATP5H, ATP5J, COX7A2, COX8A, ATP5F1, CYB5A, COX6C, ATP6V1F, UQCRH, ATP6V1E2, COX6A1, UQCRB5.30 1.13E-13 1.73E-10
ORGANELLAR LARGE RIBOSOMAL SUBUNIT 757 14 MRPL1, MRPL52, MRPL41, MRPS24, MRPL11, MRPL23, MRPL10, MRPL13, MRPL12, MRPL27, MRPL36, MRPL55, MRPL43, MRPL3413.13 6.38E-13 9.09E-10
MITOCHONDRIAL LARGE RIBOSOMAL SUBUNIT 757 14 MRPL1, MRPL52, MRPL41, MRPS24, MRPL11, MRPL23, MRPL10, MRPL13, MRPL12, MRPL27, MRPL36, MRPL55, MRPL43, MRPL3413.13 6.38E-13 9.09E-10
NCRNA PROCESSING 762 40 HSD17B10, PUS3, ELAC1, RPL14, PUSL1, LSM6, RG9MTD1, TRPT1, DIMT1L, IMP3, FRG1, ADAT3, NPM3, TFB2M, RPP30, RPL5, FTSJ1, RPS24, RPL35A, TRMU, RPP21, EMG1, EXOSC7, SARS, EXOSC4, RPL26, EXOSC2, RRP9, RPS6, INTS10, RPS7, URM1, TARBP2, RPS19, RPS16, RPS14, RPS15, POP4, TRUB2, POP73.80 6.84E-13 1.19E-09
RNA PROCESSING 762 74 RPL36A, RPL14, LSM6, CWC15, RG9MTD1, SNRPD2, IMP3, PLRG1, RPP30, TFB2M, LSM3, LSM2, LSM1, FTSJ1, CLNS1A, RPL35A, MRPL1, RPP21, EMG1, EXOSC7, SF3B14, MAGOH, EXOSC4, SARS, EXOSC2, RRP9, RNMTL1, RSL1D1, TARBP2, RPS19, RPS16, RPS14, RPS15, CPSF4, SIP1, TRUB2, SSU72, SNRPG, POLR2H, HSD17B10, POLR2G, ELAC1, PUS3, POLR2K, POLR2J, PPIL1, PUSL1, POLR2I, SNRPB2, TRPT1, SF3B5, DIMT1L, POLR2C, FRG1, ADAT3, PPIL3, NPM3, RPL5, SCNM1, RPL10A, GEMIN6, GEMIN7, RPS24, TRMU, RPL26, INTS10, RPS6, RPS7, URM1, PPIH, LSM10, POP4, PHF5A, POP72.40 3.30E-12 5.74E-09
RIBOSOME BIOGENESIS 762 31 EIF6, RPL14, LSM6, EIF2A, DIMT1L, IMP3, FRG1, RPLP0, NPM3, TFB2M, RPL5, RPL7A, FTSJ1, RPS24, RPL35A, TSR1, EXOSC7, EMG1, EXOSC4, RPL26, EXOSC2, RPL24, RRP9, RPS6, MRTO4, RPS7, RPS19, RPS16, RPS14, RPS15, POP44.51 3.90E-12 6.80E-09
RIBONUCLEOPROTEIN COMPLEX BIOGENESIS 762 38 EIF6, RPL14, LSM6, SNRPD2, EIF2A, DIMT1L, IMP3, FRG1, RPLP0, NPM3, TFB2M, RPL5, RPL7A, FTSJ1, GEMIN6, GEMIN7, RPS24, CLNS1A, RPL35A, TSR1, EMG1, EXOSC7, EXOSC4, RPL26, EXOSC2, RPL24, RRP9, RPS6, MRTO4, RPS7, TARBP2, RPS19, RPS16, RPS14, RPS15, POP4, SIP1, SNRPG3.75 4.26E-12 7.41E-09
OXIDATION REDUCTION 762 80 UQCRC2, SEPX1, STEAP4, LDHB, NDUFAB1, PRDX4, GFER, PRDX5, PRDX2, PRDX3, UQCRFS1, COX5A, NDUFAF1, UQCRQ, GPX1, NDUFS5, NDUFS4, PLOD3, GPX4, NDUFS8, GPX7, NDUFS3, HADH, TXNL1, NDUFB11, NDUFC2, NDUFA13, CYB5A, GRHPR, DECR1, CBR3, NDUFC1, DHRS7B, NDUFA12, COQ6, NDUFA11, UQCRH, TXN, AOC2, RFESD, MECR, MDH2, UQCRB, NDUFB3, NDUFB4, HSD17B10, NDUFB5, NDUFB6, NDUFB7, FDX1, TXN2, NDUFB9, NDUFB1, NDUFB2, GLRX2, CYB561D2, AKR1A1, COX6B1, HAAO, TSTA3, SCO2, NDUFA4, NDUFA2, NDUFA3, NDUFA8, NDUFA9, NDUFA6, NDUFA7, PHYH, NDUFA1, NDUFV3, ADI1, SDHB, SDHC, SDHD, AKR1B1, NDUFV2, CYP2R1, RDH16, DCXR2.22 2.08E-11 3.62E-08
ANAPHASE-PROMOTING COMPLEX-DEPENDENT PROTEASOMAL UBIQUITIN-DEPENDENT PROTEIN CATABOLIC PROCESS 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD86.01 2.50E-11 4.34E-08
NEGATIVE REGULATION OF UBIQUITIN-PROTEIN LIGASE ACTIVITY DURING MITOTIC CELL CYCLE 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD86.01 2.50E-11 4.34E-08
THREONINE-TYPE ENDOPEPTIDASE ACTIVITY 706 13 PSMA7, PSMB8, PSMB5, PSMA2, PSMA1, PSMB4, PSMB7, PSMA6, PSMB1, PSMA5, PSMA4, PSMB3, PSMB211.95 5.06E-11 7.72E-08
THREONINE-TYPE PEPTIDASE ACTIVITY 706 13 PSMA7, PSMB8, PSMB5, PSMA2, PSMA1, PSMB4, PSMB7, PSMA6, PSMB1, PSMA5, PSMA4, PSMB3, PSMB211.95 5.06E-11 7.72E-08
NEGATIVE REGULATION OF UBIQUITIN-PROTEIN LIGASE ACTIVITY 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.83 4.79E-11 8.34E-08
NEGATIVE REGULATION OF LIGASE ACTIVITY 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.83 4.79E-11 8.34E-08
NEGATIVE REGULATION OF PROTEIN UBIQUITINATION 762 23 ANAPC10, CDC20, ANAPC11, PSMA7, CDK5, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.52 5.33E-11 9.29E-08
POSITIVE REGULATION OF UBIQUITIN-PROTEIN LIGASE ACTIVITY DURING MITOTIC CELL CYCLE 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.74 6.57E-11 1.14E-07
PROTEASOME CORE COMPLEX 757 13 PSMA7, PSMB8, PSMB5, PSMA2, PSMA1, PSMB4, PSMB7, PSMA6, PSMB1, PSMA5, PSMA4, PSMB3, PSMB210.98 1.37E-10 1.95E-07
POSITIVE REGULATION OF UBIQUITIN-PROTEIN LIGASE ACTIVITY 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.58 1.21E-10 2.11E-07
NCRNA METABOLIC PROCESS 762 41 HSD17B10, ELAC1, PUS3, RPL14, PUSL1, LSM6, RG9MTD1, TRPT1, DIMT1L, IMP3, PARS2, FRG1, ADAT3, NPM3, TFB2M, RPP30, RPL5, FTSJ1, RPS24, RPL35A, TRMU, RPP21, EMG1, EXOSC7, SARS, EXOSC4, RPL26, EXOSC2, RRP9, AARSD1, RPS6, INTS10, RPS7, URM1, RPS19, RPS16, RPS14, RPS15, POP4, TRUB2, POP73.16 1.37E-10 2.38E-07
REGULATION OF UBIQUITIN-PROTEIN LIGASE ACTIVITY DURING MITOTIC CELL CYCLE 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.50 1.63E-10 2.84E-07
POSITIVE REGULATION OF LIGASE ACTIVITY 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.35 2.90E-10 5.06E-07
INTRACELLULAR NON-MEMBRANE-BOUNDED ORGANELLE 757 224 ITGB3BP, RPL18, MRPL40, MRPL42, MRPL41, RPL19, RPL14, VAPA, RPL13, AURKC, STOML2, RPLP2, FAM125A, IFT20, RPLP0, RPLP1, MRPL36, RPL26L1, FAU, MRPL37, RPP30, NUP37, MRPL39, MRPL32, MRPL33, MRPL34, MRPL35, MRPL53, CLNS1A, MRPL52, MRPL50, RPP21, EMG1, RAN, POLB, RAD9A, DCTN6, UXT, RPS18, RPS19, RPS16, NME1, RPS14, RPS15, RDBP, RPS13, RPS10, MRPL47, MRPL48, RPS11, MRPL45, MRPL46, MRPL43, TXN2, ZNRD1, BANF1, C3ORF10, RPS25, RPS26, RPS27, RPS29, FRG1, MRPL54, MRPL55, RPS20, RPS21, RPS24, RPSA, NOC4L, SUB1, RPS9, CDC20, PMF1, RPS6, RPS5, RPS8, RPS7, RPL18A, H3F3A, POP4, POP7, MRP63, COPS5, TSG101, ARL2BP, DYNLL1, ACTR6, CAP1, MRPL1, STX5, RBBP4, SLC25A5, EXOSC7, EXOSC4, EXOSC2, APTX, ZCCHC17, TAF12, RPL41, PFDN5, ADAM17, TOP3B, POLR2H, RPL35, RPL27A, RPL36, KLC4, RPL37, RPL38, RPL39, DIMT1L, MRPL11, MRPL10, MRPL13, RPL30, MRPL12, RPL32, MRPL15, RPL31, MRPL14, MRPL17, RPL34, MRPL18, RPL26, RPL27, RPL24, MRPL30, MIS12, GABARAP, RPL29, MRPL24, MRPL23, MRPL22, MRPL21, RPL23, MRPL28, MRPL27, RPL21, POLDIP2, ZNF259, MPHOSP1.46 3.71E-10 5.29E-07
NON-MEMBRANE-BOUNDED ORGANELLE 757 224 ITGB3BP, RPL18, MRPL40, MRPL42, MRPL41, RPL19, RPL14, VAPA, RPL13, AURKC, STOML2, RPLP2, FAM125A, IFT20, RPLP0, RPLP1, MRPL36, RPL26L1, FAU, MRPL37, RPP30, NUP37, MRPL39, MRPL32, MRPL33, MRPL34, MRPL35, MRPL53, CLNS1A, MRPL52, MRPL50, RPP21, EMG1, RAN, POLB, RAD9A, DCTN6, UXT, RPS18, RPS19, RPS16, NME1, RPS14, RPS15, RDBP, RPS13, RPS10, MRPL47, MRPL48, RPS11, MRPL45, MRPL46, MRPL43, TXN2, ZNRD1, BANF1, C3ORF10, RPS25, RPS26, RPS27, RPS29, FRG1, MRPL54, MRPL55, RPS20, RPS21, RPS24, RPSA, NOC4L, SUB1, RPS9, CDC20, PMF1, RPS6, RPS5, RPS8, RPS7, RPL18A, H3F3A, POP4, POP7, MRP63, COPS5, TSG101, ARL2BP, DYNLL1, ACTR6, CAP1, MRPL1, STX5, RBBP4, SLC25A5, EXOSC7, EXOSC4, EXOSC2, APTX, ZCCHC17, TAF12, RPL41, PFDN5, ADAM17, TOP3B, POLR2H, RPL35, RPL27A, RPL36, KLC4, RPL37, RPL38, RPL39, DIMT1L, MRPL11, MRPL10, MRPL13, RPL30, MRPL12, RPL32, MRPL15, RPL31, MRPL14, MRPL17, RPL34, MRPL18, RPL26, RPL27, RPL24, MRPL30, MIS12, GABARAP, RPL29, MRPL24, MRPL23, MRPL22, MRPL21, RPL23, MRPL28, MRPL27, RPL21, POLDIP2, ZNF259, MPHOSP1.46 3.71E-10 5.29E-07
INORGANIC CATION TRANSMEMBRANE TRANSPORTER ACTIVITY 706 31 ATP6V0E1, COX7B, COX7C, C1ORF31, ATP5G2, COX7A2L, ATP5G1, UQCRFS1, COX5A, UQCRQ, ATP5G3, COX5B, ATP6V0B, ATP5S, COX6B1, ATP5L, ATP5O, SLC39A4, ATP5I, ATP5H, ATP5J, COX7A2, COX8A, ATP5F1, CYB5A, COX6C, ATP6V1F, UQCRH, ATP6V1E2, COX6A1, UQCRB3.78 4.68E-10 7.14E-07
MITOCHONDRIAL SMALL RIBOSOMAL SUBUNIT 757 12 MRPS36, MRPS26, MRPS35, MRPS17, MRPL42, MRPS18C, MRPS33, MRPS15, MRPS22, MRPS24, MRPS11, MRPS2111.26 6.27E-10 8.93E-07
ORGANELLAR SMALL RIBOSOMAL SUBUNIT 757 12 MRPS36, MRPS26, MRPS35, MRPS17, MRPL42, MRPS18C, MRPS33, MRPS15, MRPS22, MRPS24, MRPS11, MRPS2111.26 6.27E-10 8.93E-07
POSITIVE REGULATION OF PROTEIN UBIQUITINATION 762 23 NDFIP1, ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD84.86 8.02E-10 1.40E-06
RRNA PROCESSING 762 24 RPL35A, RPL14, EXOSC7, EMG1, LSM6, EXOSC4, RPL26, EXOSC2, RRP9, RPS6, DIMT1L, RPS7, IMP3, RPS19, RPS16, FRG1, RPS14, RPS15, NPM3, TFB2M, RPL5, POP4, FTSJ1, RPS244.63 9.01E-10 1.57E-06
PROTON-TRANSPORTING ATP SYNTHASE COMPLEX, COUPLING FACTOR F(O) 757 11 ATP5J2, ATP5S, ATP5F1, ATP5L, ATP5G2, ATP5O, ATP5G1, ATP5I, ATP5H, ATP5G3, ATP5J12.38 1.13E-09 1.61E-06
REGULATION OF PROTEIN UBIQUITINATION 762 25 NDFIP1, ANAPC10, CDC20, ANAPC11, PSMA7, CDK5, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, RNF139, UBB, UBA52, PSMD84.44 9.57E-10 1.67E-06
REGULATION OF UBIQUITIN-PROTEIN LIGASE ACTIVITY 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD85.01 1.12E-09 1.95E-06
PROTEASOMAL UBIQUITIN-DEPENDENT PROTEIN CATABOLIC PROCESS 762 25 DERL2, ANAPC10, CDC20, ANAPC11, PSMA7, DERL3, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, SEC61B, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD84.35 1.47E-09 2.57E-06
PROTEASOMAL PROTEIN CATABOLIC PROCESS 762 25 DERL2, ANAPC10, CDC20, ANAPC11, PSMA7, DERL3, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, SEC61B, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD84.35 1.47E-09 2.57E-06
PROTON-TRANSPORTING TWO-SECTOR ATPASE COMPLEX, PROTON-TRANSPORTING DOMAIN 757 13 ATP5J2, ATP6V0E1, ATP5S, ATP5F1, ATP5L, ATP5G2, ATP5O, ATP5G1, ATP5I, ATP5H, ATP5G3, ATP6V0B, ATP5J9.15 2.35E-09 3.35E-06
PROTON-TRANSPORTING TWO-SECTOR ATPASE COMPLEX 757 17 ATP5J2, ATP6V0E1, ATP5F1, ATP5G2, ATP5G1, ATP5G3, ATP6V0B, ATP6V1F, ATP6V1C2, ATP5S, ATP6V1E2, ATP5L, ATP5O, ATPIF1, ATP5I, ATP5H, ATP5J6.38 2.46E-09 3.51E-06
RRNA METABOLIC PROCESS 762 24 RPL35A, RPL14, EXOSC7, EMG1, LSM6, EXOSC4, RPL26, EXOSC2, RRP9, RPS6, DIMT1L, RPS7, IMP3, RPS19, RPS16, FRG1, RPS14, RPS15, NPM3, TFB2M, RPL5, POP4, FTSJ1, RPS244.44 2.22E-09 3.86E-06
REGULATION OF LIGASE ACTIVITY 762 22 ANAPC10, CDC20, ANAPC11, PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD84.82 2.38E-09 4.14E-06
PROTON-TRANSPORTING ATP SYNTHASE COMPLEX 757 12 ATP5J2, ATP5S, ATP5F1, ATP5L, ATP5G2, ATP5O, ATPIF1, ATP5G1, ATP5I, ATP5H, ATP5G3, ATP5J9.65 5.89E-09 8.40E-06
PROTEASOME COMPLEX 757 19 PSMA7, PSMB8, PSMB5, PSMA2, PSMB4, PSMA1, PSMD14, PSMB7, PSMD13, PSMA6, PSMB1, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, POMP, HSPB1, PSMD85.26 7.58E-09 1.08E-05
MITOCHONDRION ORGANIZATION 762 28 BID, TSPO, SSBP1, MTX2, TIMM17B, TIMM10, MPV17, C20ORF7, TIMM50, PRDX3, TP73, TIMM8B, TIMM8A, FIS1, BAK1, GPX1, NDUFS5, NDUFS4, MRPL12, TOMM7, FXN, FXC1, TIMM9, NDUFS8, TFB2M, TOMM22, COX18, DNAJC193.60 1.06E-08 1.84E-05
MITOCHONDRIAL PROTON-TRANSPORTING ATP SYNTHASE COMPLEX 757 11 ATP5J2, ATP5F1, ATP5L, ATP5G2, ATP5O, ATPIF1, ATP5G1, ATP5I, ATP5H, ATP5G3, ATP5J9.78 2.80E-08 3.99E-05
NEGATIVE REGULATION OF PROTEIN MODIFICATION PROCESS 762 25 TAF7, ANAPC10, CDC20, ANAPC11, PSMA7, CDK5, PSMB8, PSMB5, PSMA2, BAK1, PSMB4, PSMA1, PSMB7, PSMD14, PSMD13, PSMB1, PSMA6, PSMA5, PSMB3, PSMA4, PSMC2, PSMB2, UBB, UBA52, PSMD83.73 3.76E-08 6.55E-05
OXIDOREDUCTASE ACTIVITY, ACTING ON HEME GROUP OF DONORS, OXYGEN AS ACCEPTOR 706 12 COX7A2, COX7B, COX8A, COX6B1, COX7C, COX6A1, C1ORF31, CYB5A, COX7A2L, COX5A, COX5B, COX6C7.88 1.03E-07 1.57E-04
OXIDOREDUCTASE ACTIVITY, ACTING ON HEME GROUP OF DONORS 706 12 COX7A2, COX7B, COX8A, COX6B1, COX7C, COX6A1, C1ORF31, CYB5A, COX7A2L, COX5A, COX5B, COX6C7.88 1.03E-07 1.57E-04
CYTOCHROME-C OXIDASE ACTIVITY 706 12 COX7A2, COX7B, COX8A, COX6B1, COX7C, COX6A1, C1ORF31, CYB5A, COX7A2L, COX5A, COX5B, COX6C7.88 1.03E-07 1.57E-04
HEME-COPPER TERMINAL OXIDASE ACTIVITY 706 12 COX7A2, COX7B, COX8A, COX6B1, COX7C, COX6A1, C1ORF31, CYB5A, COX7A2L, COX5A, COX5B, COX6C7.88 1.03E-07 1.57E-04
RRNA BINDING 706 12 MRPL11, MRPS17, IMP3, RPS18, RPL9, RPL8, RPS9, RPL37, RPL5, RPL23A, RPS11, RPS4X7.61 1.58E-07 2.41E-04
ATP SYNTHESIS COUPLED PROTON TRANSPORT 762 14 ATP6V1C2, ATP6V0E1, ATP6V1E2, ATP5F1, ATP5L, ATP5G2, ATP5O, ATP5G1, ATP5I, ATP5H, ATP5G3, ATP6V0B, ATP6V1F, ATP5J6.21 1.49E-07 2.59E-04
ENERGY COUPLED PROTON TRANSPORT, DOWN ELECTROCHEMICAL GRADIENT 762 14 ATP6V1C2, ATP6V0E1, ATP6V1E2, ATP5F1, ATP5L, ATP5G2, ATP5O, ATP5G1, ATP5I, ATP5H, ATP5G3, ATP6V0B, ATP6V1F, ATP5J6.21 1.49E-07 2.59E-04
PROTON TRANSPORT 762 16 ATP6V0E1, ATP5J2, ATP5F1, ATP5G2, ATP5G1, ATP5G3, ATP6V0B, ATP6V1F, ATP6V1C2, ATP5S, ATP6V1E2, ATP5L, ATP5O, ATP5I, ATP5H, ATP5J4.66 9.69E-07 1.69E-03
TRANSLATION REGULATOR ACTIVITY 706 11 MRPL11, DAZ1, MRPL28, RPS14, MRPL18, MRPL37, RPS9, MRPL32, MRPL34, MRPL43, MRPL356.98 1.63E-06 2.49E-03
PROTEIN LOCALIZATION IN MITOCHONDRION 762 12 BID, TSPO, TOMM7, MTX2, FXC1, TIMM9, TIMM17B, TIMM10, TOMM22, TIMM8B, DNAJC19, TIMM8A6.27 1.44E-06 2.51E-03
PROTEIN TARGETING TO MITOCHONDRION 762 12 BID, TSPO, TOMM7, MTX2, FXC1, TIMM9, TIMM17B, TIMM10, TOMM22, TIMM8B, DNAJC19, TIMM8A6.27 1.44E-06 2.51E-03
HYDROGEN TRANSPORT 762 16 ATP6V0E1, ATP5J2, ATP5F1, ATP5G2, ATP5G1, ATP5G3, ATP6V0B, ATP6V1F, ATP6V1C2, ATP5S, ATP6V1E2, ATP5L, ATP5O, ATP5I, ATP5H, ATP5J4.51 1.51E-06 2.63E-03
IRON-SULFUR CLUSTER BINDING 706 14 FDX1, UQCRFS1, RPS3, GLRX2, ISCA1, SDHB, NFU1, ISCA2, CISD1, FXN, NDUFS8, NDUFV2, LIAS, RFESD5.15 1.75E-06 2.67E-03
METAL CLUSTER BINDING 706 14 FDX1, UQCRFS1, RPS3, GLRX2, ISCA1, SDHB, NFU1, ISCA2, CISD1, FXN, NDUFS8, NDUFV2, LIAS, RFESD5.15 1.75E-06 2.67E-03
RNA ELONGATION FROM RNA POLYMERASE II PROMOTER 762 14 POLR2H, POLR2G, CCNH, POLR2K, POLR2J, POLR2I, TBP, POLR2C, GTF2B, TAF10, TAF12, GTF2A2, TCEB2, SUPT4H15.18 1.57E-06 2.74E-03
NUCLEAR LUMEN 757 128 EIF6, ITGB3BP, MEF2B, RPL36A, SNRPD2, RPS6KB2, TBP, MED21, MED20, IMP3, SMARCD3, WIBG, RPP30, TBPL1, ZNF593, RARG, RPP21, EMG1, RAN, MAGOH, MED11, POLB, RAD9A, RRP9, MRTO4, RSL1D1, MED19, RPS19, RPAIN, RPS14, RPS15, RDBP, RPS13, SIP1, UBA52, SNRPG, SIVA1, TXN2, ANAPC10, ZNRD1, ANAPC11, RPS25, FRG1, RPL9, NPM3, RPL5, LIAS, HIST1H4J, HIST1H4H, YEATS4, TSR1, NOC4L, SUB1, PHB, TAF7, SRA1, RPS9, CDC20, PMF1, RPS6, INTS10, RPS7, PPIH, HDAC1, POLD2, POP4, DDX52, POP7, ENY2, COPS5, TSG101, DEDD, UCHL1, TIMM50, CCDC104, PLRG1, ASH2L, RPS3A, GTF2A2, CIRH1A, PSMD8, STX5, ATPAF2, RBBP4, BRF2, CCNH, EXOSC7, EXOSC4, EXOSC2, APTX, NDUFA13, ZCCHC17, GTF2B, PCGF1, MED7, TAF10, TAF12, UBB, POLR2H, CKS1B, ING4, POLR2G, POLR2K, POLR2J, POLR2I, RPL35, RPL36, DIMT1L, SMUG1, POLR2C, RPA3, RPA2, SUMO1, SUPT4H1, GEMIN6, GEMIN7, POLR3K, GMNN, PNO1, MED31, MPG, RPL23, ZNF259, TCEB2, PHF5A, TCEB1, MPHOSPH6, CALM2, VPS251.49 2.43E-06 3.46E-03
ION TRANSMEMBRANE TRANSPORT 762 14 ATP6V1C2, ATP6V0E1, ATP6V1E2, ATP5F1, ATP5L, ATP5G2, ATP5O, ATP5G1, ATP5I, ATP5H, ATP5G3, ATP6V0B, ATP6V1F, ATP5J5.07 2.03E-06 3.53E-03
RNA ELONGATION 762 14 POLR2H, POLR2G, CCNH, POLR2K, POLR2J, POLR2I, TBP, POLR2C, GTF2B, TAF10, TAF12, GTF2A2, TCEB2, SUPT4H14.87 3.32E-06 5.77E-03
PEROXIDASE ACTIVITY 706 11 MGST3, GPX1, TXNDC17, GSTK1, GPX4, SEP15, PRDX4, PRDX5, PRDX2, PRDX3, GPX76.32 4.53E-06 6.92E-03
OXIDOREDUCTASE ACTIVITY, ACTING ON PEROXIDE AS ACCEPTOR 706 11 MGST3, GPX1, TXNDC17, GSTK1, GPX4, SEP15, PRDX4, PRDX5, PRDX2, PRDX3, GPX76.32 4.53E-06 6.92E-03
COFACTOR METABOLIC PROCESS 762 29 LDHB, TSPO, PPCDC, GLRX2, GPX1, FXN, GPX4, MCEE, GSTK1, HAAO, LIAS, FH, MOCS2, SUCLG1, COQ9, COQ5, OXSM, COQ6, ISCA1, CIAO1, NFU1, SDHB, PGLS, ISCA2, SDHC, SDHD, UROD, DCXR, MDH22.64 4.45E-06 7.75E-03


