
>A0A0K9UXX8_VIBCL/1-1085
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSIKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIDWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPAEQDIFKDTCTPSLPVEK
SE
EAVKGTEFKFVADKAVVSSSDYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVAKRTKAIGDETQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYCATAKLAEIESHHLASEGHSPSGNYALMQQQ
AE
QKLAELKTLYRFEPTSAQMRKWRKKDNSFIDEVRWADLDNFLVEHYTELKGLDEQIKQHYAQFMSAFNQL
GL
DPLLFGMDNQDEVQQAYLLALTSQFLVVVTQVNHDEKSLEILKKDLSFDSPKNLMALASTGFSLQANQAI
NN
HIQGFSTAFLSTSNPSDMVAFATAIANWDTFTGDERIQEKAWFKRWIEPAQSSFGALQKAVANQAKESWQ
AV
MELLFPYQNQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNAILQEMNDALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAAMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGLG
GL
LFALNLWNTMTVLENIRYKVAQYPSWNPFKNPALGEAIYATGNTIVVAGAISAGRAWVTIAEQGLLDRTL
KN
ALNTTKVLGTKDALKTFAKSIALVATVGMIASALETWESWGKFNDSSKTDLERFGYLLKAGATGAQGIIF
YI
QFFTLLGSGIGGPSIAAISAGWMLAGFAVIGIVYLIGVILTNVFKRSELEIWLSKSTWGKESAHWPVGKE
LT
ELEHLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQPQREAVTP
IL
INEQQGKWSIEDNQPVYRITLGGSEKDTVGVCVALPLRWGKELSLKFYASGTRAGELDLQSAEANDIATR
NL
VVGKG-----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>C3LU49_VIBCM/1-1088
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSIKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIDWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPAEQDIFKDTCTPSLPVEK
SE
EAVKGTEFKFVADKAVVSSSDYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVAKRTKAIGDETQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYCATAKLAEIESHHLASEGHSPSGNYALMQQQ



AE
QKLAELKTLYRFEPTSAQMRKWRKKDNSFIDEVRWADLDNFLVEHYTELKGLDEQIKQHYAQFMSAFNQL
GL
DPLLFGMDNQDEVQQAYLLALTSQFLVVVTQVNHDEKSLEILKKDLSFDSPKNLMALASTGFSLQANQAI
NN
HIQGFSTAFLSTSNPSDMVAFATAIANWDTFTGDERIQEKAWFKRWIEPAQSSFGALQKAVANQAKESWQ
AV
MELLFPYQNQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNAILQEMNDALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAAMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGLG
GL
LFALNLWNTMTVLENIRYKVAQYPSWNPFKNPALGEAIYATGNTIVVAGAISAGRAWVTIAEQGLLDRTL
KN
ALNTTKVLGTKDALKTFAKSIALVATVGMIASALETWESWGKFNDSSKTDLERFGYLLKAGATGATGAQG
II
FYIQFFTLLGSGIGGPSIAAISAGWMLAGFAVIGIVYLIGVILTNVFKRSELEIWLSKSTWGKESAHWPV
GK
ELTELEHLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQPQREA
VT
PILINEQQGKWSIEDNQPVYRITLGGSEKDTVGVCVALPLRWGKELSLKFYASGTRAGELDLQSAEANDI
AT
RNLVVGKG--------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M8JUQ8_VIBCL/1-1085
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSIKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIDWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPTERDIFKDTCTPSLPVEK
SE
EAVNGTEFKFVADKAVVSSSDYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVAKRTKAVGDETQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYCATAKLAEIESHHLASEGHSPSGNYAFMQQQ
AE
QKLAELKTLYRFEPTSAQMRKWRKKDNSFIDEVRWADLDNFLVEHYTELKGLDEQIKQHYAQFMSAFNQL
GL
DPLLFGMDNQDEVQQAYLLALTSQFLVVVTQVNHDEKSLEILKKDLSFDSPKNLMALASTGFSLQANQAI
NN
HIQGFSSAFLSTSNPSDMVAFATAIANWDTFTGDGRIQEKAWFKRWIEPAQSSFGALKKAVANQAKESWQ
AV
MELLFPYQNQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNAILQEMNDALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAAMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGLG



GL
LFALNLWNTMTVLENIRYKVAQYPSWDPSKNPALGEAIYATGYTIVAAGAISAGRAWVTIAEQGLLDRTL
KN
ALNTTKVLGTKDALKTFAKSIALVATVGMIASALETWESWGKFNDSSKTDLERFGYLLKAGATGAQGIIF
YI
QFFTLLGSGIGGPSIAAISAGWMLAGFAVIGIVYLIGVILANVFKRSELEIWLSKSTWGKESAHWPVGQE
LT
ELERLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQRQREAVTP
IL
INEQQGKWSIEDNQPVYRITLGGSEKDTVGVCVALPLRWGKEQSLKFCASGTRAGELDLQSAEANDIATR
NL
VVGKG-----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A366AHM8_9VIBR/1-1085
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSIKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIDWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPAEQDIFKATCTPLLPVEK
SE
EAVNGTEFKFVADKAVVSSSGYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVAKRTKAVGDETQQHK
MQ
IAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYCATAKLAEIESHHLASEGHSPSGNYAFMQQQ
AE
QKLAELKTLYRFEPTSAQMRKWRKKDNSFIDEVRWADLDNFLVEHYTELKGLDEQIKQHYAQFISAFNQL
GL
DPLLFGMDNQDEVQQAYLLALTSQFLVVVTQVNHDEKSLEILKKDLSFDSPKNLMALASTGFSLQANQAI
NK
HIQGFSTAFLSTSNPSDMVAFSTAIANWDTFTGDERFKDKAWFKRWIEPVQSSFSALQKAVANQAKESWQ
AV
MELLFPYQNQPKGGMPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNAILQGMNDALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAAMNTFQLSVNEKLSALSKNVKTSSASVSQKLGGLG
GL
LFALNLWNTMAVLENIRYKVAQYPSWDPFKNPALGEAIYATGYTIVAAGAISAGRAWGTIVKYELLDKSL
KE
ALGEASSLKAKDALKTFSKSIALVATVGMIASALETWESWGKFNDSSKTDLERFGYLLKAGATGAQGIIF
YI
QFFTLLGSGIGGASIAAISAGWMLTGFAVIGIVYLIGVILTNVFKRSELEIWLLKSAWGKESAHWSVGQE
LT
ELERLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQRQREAVTP
IL
INEQQGKWSIEDSRLVYRITLGGSEKDTVGVCVALPLRWGKEQSLKFCASGTRAGELDLQSAEANDIATR



NL
VVGKG-----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0E3W0F6_VIBCL/1-1086
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSIKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIDWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHIRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPAEQDIFKDTCTPSLPVEK
SE
EAVKGTEFKFVADKAVVSSKDYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVAKRAKAVGDETQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYCATAKLAEIESYALASEGLAPSGNNAPMQQR
AE
QKLAELKTLYRFEPTSAQMRKWRKKDNSFIDEVRWADLDNFLVEHYTELKGLDEQIKQHYAQFMSAFNQL
GL
DPLLFGMDNQDEVQQAYLLALTSQFLVVVTQVNHDEKSLEILKKDLSFDSPKNLMALASTGFSLQANQAI
NN
HIQGFSTAFLSTSNPSDMVAFATAIANWDTFTGDERIQEKAWFKRWIEPAQSSFGALQKAVANQAKESWQ
AV
MELLFPYQNQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNAILQEMNDALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAAMNAFQQSVNEKLSALSKNVKTSSASVSQKLGGLG
GL
LFALNLWNTMTVLENIRYKVAQYPSWNPFKNPALGEAIYATGYTIVAAGAISAGRAWVTIVKYELLDKSL
KE
ALGEASSLKAKDALKTFSKSIALVATVGMIASALETWESWGKFNDSSKTDLERFGYLLKAGATGAQALIF
AI
QLGVYGVSRFIGFGTIAAISAGWMAAGFAVIGIVYLIGVILTNVFKRSELEIWLSKSMWGKESAHWSVGK
EL
TELERLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQRQREAVT
PI
LINEQQGKWSIEDNQPVYRITLGGSEKDTVGVCVALPLHWVKEQSLKFCARGTRVGELDLQSAEANDIAT
RN
LVVGKG----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>C2HYX9_VIBAB/1-1087
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSIKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIDWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPTERDIFKDTCTPSLPVEK
SE
EAVNGTEFKFVADKAVVSSSDYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVAKRTKAVGDETQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYCATAKLAEIESYALASEGLAPSGNYAFMQQQ
AE
QKLAELKTLYRFEPTSAQMRKWRKKDNSFIDEVRWADLDNFLVEHYTELKGLDEKIKQHYAQFMSAFNQL
GL
DPLLFGMDNQDEVQQAYLLALTSQFLVVVTQVNHDEKSLEILKKDLSFDSPKNLMALASTGFSLQANQAI
NN
HIQGFSTAFLSTSSPSDMVAFSTAIANWDTFTGDGRIQEKAWFKKWIEPVQSSFSALQKAVANLAKESWQ
AL
MELLFPYQNQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNAILQEMNDALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAAMNTFQQSVNEKLSALSKNVKTSSVSVSQKLGGLG
GL
LFALNLWNTMTVLENIRYKVAQYPSWDPSKNPALGEAIYATGYTIVAAGAISAGRVWKTIASNQQLLESP
LK
RALQTTAGTTMQDALKTFSKSIALVATVGMIASALETWESWGKFNDSSKTDLERFGYLLKGGATVTQMAI
FA
VQLVLYGVSRFIGFGTIAAISAGWMAAGFAVIGIVYLIGVILTNVFKRSELEIWLSKSMWGKESAHWSVG
KE
LTELERLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQRQREAV
TP
ILINEQQGKWSIEDNQPVYRITLGGSEKDTVGVCVSLPLHWVKEQSLKFCARGTRAGELDLQSAEANDIA
TR
NLVVGKS---------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A395TF89_VIBCL/1-1086
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQELHPLPKADRQWKGQFSIKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIDWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPAEQDIFKATCTPSLPVEK
SE
EAVKGTEFKFVADKAVVSSSDYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVAKRAKAVGDETQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYCATAKLAEIESYALASEGLSPSGNYAPMQQR



AE
QKLAELKTLYRFEPTSAQMRKWRKKDNSFIDEVRWADLDNFLVEHYTELKGLDEQIKQHYAQFMSTFNQL
GL
DPLLFGMDNQDEVQQAYLLALTSQFLVVVTQVNHDEKSLEILKKDLSFDSPKNLMALASTGFSLQANQAI
NN
HIQGFSTAFLSTSSPSDMVAFSTAIANWDTFTGDGRIQEKAWFKKWIEPVQSSFSALQKAVANQAKESWQ
AV
MELLFPYQNQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNAILQEMNDALELKPG
NV
SPRNHQIATAQSAQRKLGQLLSSELPMMFTLKNQAAMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGLG
GL
LFALNLWNTMAVLENIRYKVAQYPSWDPSKNPALGEAIYATGYTIVAAGAISAGRAWKTIVDQGLLKESL
KV
ALKDTAGMTMQDALKTFAKSIALVATVGMIASGLEAWESWGKFKDSSKTDLERFGYLLKAGATGAQTLIF
AF
QLVRLCKSMFIGTSTIAAINAGWMLASFAVIGIVYLIGVILTNVFKRSELEIWLSKSMWGKESADWSVGQ
EL
TELERLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAPPAYYQRQREAVT
PI
LINEQQGKWSIEDNQPVYRITLGGSEKDTVGVCVSLPLHWVKKQSLKFCARGTRAGELDLQSAEANDIAT
RN
LVVGKG----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A223MV67_9VIBR/1-1085
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSTKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGCKLTKIEWSDDEASKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPAEQDIFKATCTPFLPVEK
SE
EAVKGAEFKFVADKAVVSSSGYLQDLPEQNCGLFVALNDPLADVSDLFVTFTTQVEKRTKAVGDETQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYWATAELAEMEFSQLASEGITPSKALSPMQQQ
AD
QQLAELKTLYRFEPTSAQMRKWRKKDNGFNDEVRWADLDNFLVEHYTQLKGLDEQIKQHYAQFMSAFNQL
GL
DPILLGIDNQDEIQQAYLLALISQFLVAVTQVNHDEKALETLKKELSFDSPKNLMALASTGFSLQANQAI
NS
HIQGFSTSFLSTGNPSDMVAFSAAIANWDTFTGDGRIREKAWFKTWIEPVQSSFGALQKAVANQAKESWQ
AV
MELLFPYQTQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNVILQEMNDALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMFTLKNQAAMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGLG



GL
LFALNLWNTMAVLENIRYKVAQYPSWDPSKNPALGEAIYATGYTIVAAGAISAGRAWGTIVKYELLDKSL
KE
ALGEASSLKAKDALKTFSKSIALVATVGMIASGLEAWESWGKFNDNSKTDLERLGYLLKGGATGAQMLIF
VA
QTMRLIQNILGFSSIAAINAGWMLTGFAVIGIVYLIGVILTNVFKRSELEIWLSKSTWGKESAHWSVGQE
LT
ELERLLHRPSLRLSKVTQRKPAQWMDAGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQRQREAVTP
IL
VNEQQGKWSIEDHQSVYRITLGGSDKDTVGVCVSLPLRWVNEQSFKFCASGTRAGKLDLQSAEANDIATR
NL
VVGKG-----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1Y0NX82_VIBAN/1-1086
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDKQGQALHSLPEADRQWKGQFSTKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGSTLTKIEWSDDEASKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHLHAHFAQYLEDYVADIGTPAEQDIFKATCTPSLPVEK
SE
EAAIDTEFKFVADKAVVSCSDYLQDLPEQNCGLFVALNDPLADVSDLFITFTTQVKKRTKAVGNEEQQHA
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYWATAELAEMEFSQLASEGITPSKALSPMQQQ
AD
QQLAELKTLYRFEPTSAQMRKWRKKDNGFNDEVRWADLDNFLVEHYTQLKGLDEQIKQHYAQFMSAFNQL
GL
DPILLGIDNQDEIQQAYLLALISQFLVAVTQVNHDEKALETLKKELSFDSPKNLMALASTGFSLQANQAI
NS
HIQDFSTSFLSTGNPSDMVAFSAAIANWDTFTGDGRIREKAWFKTWIEPVQSSFGALQKAVANQAKESWQ
VV
MELLFPYQTQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAEIKQFETKLNAILQEMNNALELKPG
NV
SPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAVMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGLG
GL
LFALNLWNTMAVLENIRGKVAQYPSWDPSKNPALGEAIYATGYTIVAAGAISAGRAWKTIVKYELLDKSL
KE
ALGEASSLKAKDALKTFSKSIALVATVGMIASALETWESWGKFNDSSKTDLERFGYLLKAGATGAQALIF
AI
QLGVYGVSRFIGFGTIAAISAGWMAAGFAVIGIVYLIGVILTNVFKRSELEIWLSKSMWGKESAHWSVGK
EL
IELERLLHRPSLRLSQVTQRKAAQWMDSGSLQWQLELTLPDYLKGQTIGLQITRLPAQPAYYQRQREAVT
PI
LINEQQGKWSIEDNQPVYRITLGGSEKDTVGVCVALPLHWVKEQSLKFCARGTRVGELDLQSAEANDIAT



RN
LVVGKG----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A241PC54_VIBAN/1-1087
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPVRYAFDVYDDQGQALHPLPKADRQWKGQFSTKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGSTLTKIEWSDDEANKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGTHPHAHFAQYLEDYVADIGTPAEQDIFKATCTPSLPVEK
SE
EAAIDTEFKFVVDKAVVSSSDYVQDLPEQNCGLFVALNDPLADVSDLFITFTTQVADLTKKEVGDEAQKH
KM
QMAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYWATAELAEMEFSQLASEGITPSKALSPMQQ
QA
DQQLAELKTLYRFEPTSAQMRKWRKKDNGFNDEVRWADLDNFLVEHYTQLKGLDEQIKQHYAQFMSAFNQ
LG
LDPILLGIDNQDEIQQAYLLALISQFLVAVTQVNHDEKALETLKKELSFDSPKNLMALASTGFSLQANQA
IN
SHIQGFSTSFLSTGNPSDMVAFSAAIANWDTFTGDGRIREQAWFKAWIEPVQSSFGALQKAVANQAKESW
QA
VMELLFPYQTQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAELKQFETKLNVILQEMNDALELKP
GN
VSPKNHQIATAQSAQRKLGQLLSSELPMMFTLKNQAAMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGL
GG
LLFALNLWNTMAVLENIRYKVAQYPSWDPSKNPALGEAIYATGYTIVAAGAISAGRAWGTIVEQGLLKES
LK
VALKDTAGMAMQDALKTFAKSIALVATVGMIASGLETWESWGKFNDNSKTDLERFGYLLKAGATGAQALI
FA
IQLGVCGVSRIMGFGSIAAINAGWMLAGFAVIGIVFLIGVILTNVFKRSELEIWLSKSTWGKESAHWSVG
QE
LTELERLLHRPNIRLMPVPANKLSYQAYRPTMQWQLELVLPSYMQGQTIGLQITRLPPQEGYSYRTQSAN
PL
VLIDEQQGKWSIEDEQPVYRITLGGSDKDTVGVCVALPLHWLQEQSLKFCARGTRAGELDLQSAEANNIA
TR
NLVVGKG---------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A378MUZ8_VIBAN/1-1087
MSNPNQAAKTGQTNDAQNPASACPFKQPLIGIIPIRYAFDVYDKQGQALHPLPKAERQWKGQFSTKQRSY
TL
RQLRDGWLYVYDETAKTLHEYEVVGSTLTKIEWSDDEASKPTHERGSKGESKSCLLYPAQHTLSIGYAHQ
RW
TWRVCEHMRSNTSSRHAVMRKVSLKQFESNGSHLHAHFAQYLEDYVADIGTPAEQDIFKATCTPSLPVEK
SE
EAAIDTEFKFVVDKAVVSSSDYLQDLPEQNCGLFVALNDPLADVSDLFITFTTQVADLTKKEVGDEAQQH
KM
QMAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYWATAELAEMEFSQLASEGITPSKALSPMQQ
QA
DQQLAELKTLYRFEPTSAQMRKWRKKDNGFNDEVRWADLDNFLVEHYTQLKGLDEQIKQHYAQFMSAFNQ
LG
LDPILLGIDNQDEIQQAYLLALISQFLVAVTQVNHDEKALETLKKELSFDSPKNLMALASTGFSLQANQA
IN
SHIQDFSTSFLSTGNPSDMVAFSAAIANWDTFTGDGRIREKAWFKTWIEPVQSSFGALQKAVANQAKESW
QA
VMELLFPYQTQPKGGTPSLLANLRLLLVESLVREEAVLQHNPKYAAEIKQFETKLNAILQEMNNALELKP
GN
VSPKNHQIATAQSAQRKLGQLLSSELPMMLTLKNQAVMNTFQQSVNEKLSALSKNVKTSSASVSQKLGGL
GG
LLFALNLWNTMAVLENIRGKVAQYPSWDPSKNPALGEAIYATGYTIVAAGAISAGRAWKTIVKYELLDKS
LK
EALGEASSLKAKDALKTFSKSIALVATVGMIASGLEAWESWGKFNDSSKTDLERFGYLLKAGATGAQALI
FA
IQLGVYGVSRIMGFGSIAAINAGWMLAGFAVIGIVYLIGVILTNVFKRSELEIWLSKSTWGKESAHWSVG
QE
LTELERLLHRPNIRLMPVPANKLSYQAYRPTMQWQLELVLPSYMQGQTIGLQITRLPPQEGYSYRTQSAN
PL
VLIDEQQGKWSIEDEQPVYRITLGGSDKDTVGVCVALPLHWVKEQSLKFCARGTRVGELDLQSAEANDIA
TR
NLVVGKG---------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2N7JF06_9VIBR/1-1084
MSTPNKVAKCASTKNAKSSSASCPFQSNKIGIIPVRYAFDDMNKQGQPLHPLPTTDTQWQGRFTPTQRQY
TL
RQLRDGWLYVYDETDKVFHEYQVEGYEFTKIDWSGDEADKPANERGSAGETKSCLVYPAKNTLSMTFAHQ
RW
TWRLCEHMRSHAPNRSIWMRKVNLQQFQSTLSHPHAGLSTELGQYVADVGTDGAPTDVFDSTCTPLTPIE
SG
VDDFKHVADKAGCWDLDYRADLPAQDCGMFIALDDPLADVSDLFLPLSEQVTARSTAYQDEDNLHKLQMA
EF
ARTLGRVKVDHDDLPEQVKGDPIQTMEFERQLTEYIATQYLADKERAALEANYNVNYAPLTHLQEEALEK



RS
ELKETYHFTPTNKQQEHWQRNTVFSDEVNWDELDAFLTQYYTQVKGLDEHIDVLYQDFMTAFEQLGTDPL
AL
GLDNQDEAHLAYLLSLTSQYLAVVKQAVNTEQANEQLKQALSLDSPKTLFALASLGFKLENWQALNVYID
EL
GNSLLSMDNASDMVAVSGAIANWGGFTGDVRMHDKAWFKALAEPVQLSFTALQNAVSGQAHNSWRAVSNF
LL
PSQMNTTATPEGLVSNLRLVVLEAIVNPEAIVVHNPDYPAQIAAWQRTLNTEMATIRRINQAPPGSVTPK
NH
QIQTMRKAQQSMQTLLSSELPMMVMLKHEAVNNTARQMLSDAIERSWQQGKQVTQASWGKLGNMGGIVAI
LN
LWNVSVVLQDIHHKAAQHPSSSLWTNPAIREATYATGYAVSAVTAVWRDAKWDILAKDSKLLKKSLNRAM
AT
SSASELATLKTFAKTTAAVSLFGLIATGLETWESYDKFTDSSNAPMERLGYGLKGLSTGSQVLVFLAQFT
LN
LSSRLGVGSIGAIVASWMLTTLMVAGIVYLIGVVIINVFKRSELEKWLLHSTWGKEQKQWDAIEELTRLE
QI
IHKPQVQLNAIPHRNPSHLMDPGTQQWQLELTLPAFAKGQSIGLQITRKPKDKAYSYAPAEDKPAVMLNE
QN
GTWSQAQEEASPIIYRLDLGGTTDDTIAVLVSMPFNWQADEKQQLGYVATGRRQGDLTVEPAPKEFATRT
IE
VRIE------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0H3ZQU6_9VIBR/1-1086
MSTPNKVAKCASTKNAKSSSASCPFQSNEIGIIPVRYAFDDMNKQGQPLHPLPTTDTQWQGRFTPTQRQY
TL
RQLRDGWLYVYDETDKVFHEYQVEGYEFTKIDWSGDEADKPANERGSAGETKSCLVYPAKNTLSMTFAHQ
RW
TWRLCEHMRSHAPNRSIWMRKVNLQQFQSTLSHPHAGLSTELGQYVADVGTDGAPTDVFDSTCTPLTPIE
SG
VDDFKHVADKAGCWDLDYRADLPAQDCGMFIALDDPLADVSDLFLPLSEQVTARSTAYQDEDNLHKLQMA
EF
ARTLGRVKVDHDDLPEQVKGDPIQTMEFERQLTEYIATQYLADKERTALEANPNVSNAPLTQLQEEALEK
RS
QLKETYHFTPTNKQQEHWQRNTVFSDEVNWDELDAFLTQYYTQVKGLDEHIDVLYQDFMTAFEQLGTDPL
AL
GLDNQDEAHLAYLLSLTSQYLAVVKQAVNTEQANEQLKQALSLDSPKNLFALASLGFKLENWQALNVYID
EL
GNSLLSMDNASDMVAVSGAIANWGGFTGDVRMHDKAWFKALAEPVQLSFTALQNAVSGQAHNSWRAVSNF
LL
PSQMNTTATPEGLVSNLRLVVLEAIVNPEAIVVHNPDYPAQIAAWQRTLNTEMATIRRINQAPPGSVTPK
NH
QIQTMRKAQQSMQTLLSSELPMMVMLKHEAVNNTARQMLSDAIDRSWQQGKQVTQASWGKLGNMGGIVAI



LN
LWNVSVVLQDIHHKAAQHPSSSLWTNPAIREATYATGYAVSAVTAVWRDAKWEILAKDSELLKKSLNLAI
KE
EGASKSATLKTFAKTTAAVSLFGLIATGFETWESYDKFTDSSHAPMERLGYGLKFISTSGQLAIFWVQFG
RN
AASFLGVASTSISAIVASWMLTTLMVAGIVYLIGVIIINAFKRSELEKWLLHSTWGKDPKQWDAIEELTH
LE
QIIHKPQAQLNAIPHRNPSHWMNPGTQQWQLELTLPAFAKGQSIGLQITRKPKDKAYSYAPAEAKPAVML
NE
QNGTWSQAQEEASPIIYRLDLGGTTDDTIAVLVSMPFNWQADEKQQLGYVATGRRQGDLTVEPAPKEFAT
RT
IEVRID----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3S0PQZ1_9VIBR/1-1085
MSTANKAAKCASTNDVKSATSLCQFRHDEIGIIPVRYAFDDKGENGLSLNPLPEKETQWNGRFAPKHRQY
TL
RQLRDGWLYVYDVTDKTFHEYQVQGQQFIKIDWSADEADKPAHERGSIGESKSCLIYPARNTLYMTFAHQ
RW
TWRLCEHMRSNPTNRSMWMRKVNLPQFQSTLSHPHAGRASEIGNYVADIGTQAAPTELFESTCTPLSAFE
GS
IDDFRHVADKAGCWDLDYREDLPAQDSGMFIALDDPLADVSDLFSPLADEVTKRSTVHQDEENLHKLQMA
EL
TRTLGRVKVDYDDLPEQVKDDPIKVMEFERQLTEYVATQYLVDKERTALEANPNVGNAPFTQLQEEALEK
HS
ELKANYHFTPTDEQIESWQRNTVFSDEVNWDELDAFLTQYYTQIKGLDERIDALYQDFMTSFEQLGTDPL
AL
GLDNQDEEHLAYLLSLTNQYLAIVKQAVTTEQANEQLKQALSLDSPKTLFAIASLGFSLDNWQALNSYVD
EL
KPGLLSVESASDMVALSSAIANWEAFTGDARMHDKAWFKALAEPVQLSFIALQKAASGLAQESWRTTSNF
LF
PSQMNTTATTEGLISNLRLVLLEAIVNPEAIVVHNPDYPAQLAAWQRKLNTEMTNIRRVNQLPSGSVTPK
NH
QIQTMRRAQQKMQKLLSSELPMMVMLKHEAINNTAKQMLNDAIERSWQQGKQTTQASWDKLGKMGGVVAI
LN
LWNVSVVLQNVQDKAQQHPNSNFWTNPAIREAVYATGYAVSAVTAVWRDAKWDILAKDSELLKKSLNIAI
KE
EGASRAASLKTFAKTTAAVSLFGLIATGFETWESYDKVKDSSHAPMERLGYGLKGLSTGSQALVFVAQFT
LN
FFSRLGVGSISAIVASWMLTTLMVAGIVYLIAVIIINVFKRSELEKWLLYSTWGKESKQWSSVEELTLLE
QI
IHKPQIQLKSVYSNAPSQTTYHAMGRQWQLEIALPAFTKGQLIGLQITRQPKDRAYSYASAETKTAVMVN
EQ
NGTWSQDKEEGSPVIYRLDLGGSTDDTIAVLVSMPFNWQADENQRLGYVASGSSQGDLTVELAPKEFVTR



TI
EVRIE-----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1B9P5U4_9GAMM/1-1088
MSTANKAAMCASTRDVRSPVGLCPFQRSDIGIIPVRYALDDMNEQGLQMHPFPASDTQWKGRFTPKQRQY
TL
RQLRDGWLYVYDETDKTFHEYQIEGYDFTKIEWSNDEADKPANERGRKGETKSCLVYPAKNTIYMAFAHQ
RW
TWRLCEHMRSHTSNRSLWMRKVNLKQFNSALAHPHTGLSSKLGHYAADIGVNGAPTGIFNSTCTPLTSTE
AQ
TDSFKHVADKPGCWDVDYRVDLPAQDCGMFIALDDPLADVSDLFLPLAEEITLRSAIHKDEDNIHKLQMA
EI
TRNLGRVRLKPEDLPEQISDDPVKVLEFERQLTEYLAIQSLADKESAALESNPSIGNTPFTPLQEEALEK
HS
ELKEKYHFTPSDEQKTAWEKNTLFSDEVNWSELDEFLTQHYTQLKDQDKRIAMLYQDFMEAFELLGTDPL
VI
GIDNQDEDHLTYLLSVISQYLQVIKQAVNTEKEYATLEIALSLDSPKTLFALASLGFSNDNLQALNDHVE
EL
SNHLISINSLGDMGALSGAIASWGGFTDDIRIQDNKWFEALAEPVQLSFIALQNAVTGQAKESWRGIANL
LF
PHQMNTATTPQGMISNLRLVILEALVNPEAIVIHNPDYPAHFAAWQRKMNAEVMIIRQISQPPSGQPTPK
NH
QIQTMRSAQQRMQKLLSSEIPVMVMLKYEAVNNAAKQMLNEAIERSWQQGKDITQASWNKMGKMGGVVAI
LN
LWNTAAVLKNIHHKAEQYPESNVWTNPAVREATYATSYAVSAVTAMWRDVAWGKMATNQSLLSEPLKIAL
RS
STHSYELRQSLATFAKTTAAVSLFGLIATGLETWESHDKFKDTSHSPMERFGYGLKGISTFSQTVVYFFQ
FG
ANVFSRFGVFSTSIGAIIAPWMLTTFMVSSILFFISIIIINAFKRSELEKWLLHSTWGKASKQWEVVDEL
TR
LEQIIHKPQVRLNKVFSSSPSKAIYGSVAGQQWQLEIYLPMYTKGKSIGLQVTRTPMQNKYSYVTSSPKP
TV
VVNEQNGVWSKDETGNPVYRLDLAGTTKDSITVFISLPFNWQASEHEKLGYIASGNSQGELVISPAFKES
SI
RTINVDVN--------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1B9P358_ALILO/1-1089
MSTANKAAMCASTRDAKSPAGLCPFQRSDIGIIPVRYALDEMNEQGLQMHPFPASDPQWKGRFTPKQRQY
TL
RQLRDGWLYVYDETDTTFHEYQIEGYEFTNIDWSSDEADKPANKRGSKGETKSCLVYPAKNTIYMAFAHQ
RW
TWRMCEYMRSHESNCSVWMRKVNLKQFKSTLAHPHAGLSSKLGHYAADIGVNGAPAGIFDSTCTPLASTE
AQ
TDSFKHVADKPGCWDVDYRVDLPAQDCGMFIALDDPLADVSDLFLPLAEEITLRSAIHKDEDNIHKLQMA
EI
TRNLGRVRLKPEELPEQINDDPMKILEFERQLTEYLAIQSLADKESAAFDSNPSIGNAPFTPLQEEALEK
HS
ELKEKYHFTPSDEQKTAWEKNTLFSDEVNWNELDEFLTQHYTQLKDQDKRIAMLYQDFMEAFEQLGTDPF
VI
GIDNQDEAHLTYLLSLISQYVQVIKQTVNTEKEYATLESALSLDSPKTLFSLASLGFSNDNLQALNDHVE
DL
SNHLLSTNSSGDMGALSGAIASWGGFTDDIRIQDNKWFKALAEPVQLSFIALKNAVTGQAKESWRGIANL
LF
PHQMNTATTPQGMISNLRLVILEALVNPEAIVIHNPDYPAHFAAWQRKMNAEVMIIRQISQPPSGQLTPK
NH
QIQTMRSAQQRMQKLLSSELPVMVMLKYEAVNNAAKQMLNEAIERSWQQGKDITQASWNKMGKMGGVVAI
LN
LWNTAAVLKNIHHKAAQHPESDLWTDPAVREATYATSYAVSAVTAMWRDVAWGKMATNQSLLSESLKIAL
RS
STHSYELRQSLATFAKTTAAVSLFGLMATGLETWESHDKFKDTSHSPMERFGYGLKGASTAAQLFVFSMQ
FR
SNIYSLIGRTSISSIIAPWMLTTFMVSSILLFISIIIINAFKRTELEKWLLHSTWGKDAKDWEVVDELTR
LE
QIIHKPQVRLNKVFSGSPSKAIYGSVAGQQWQLEISLPMHTKGKSIGLQVTRTPVQNNYSYVASSPKPAV
FV
NEQNGIWSKDGTGNPVYRLDLGGTTKDSITAFISLPFNWQSSEHDQLGYIASGNSQGELVILPARKDNVI
RT
IKVEVNDEF-------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1S6HL18_9GAMM/1-1110
MSDPNKAAKCAPAKESNSPVGLCPLRFNEIGIIPVRYAFDDVDEQGSAVHSLPDSAEWRGRFKPVNSQYT
LR
QLRDGWLYVYNQTAKTFHEYQVEGFEFIKIDWSDSEANKPASERGTPGERKSCLIYPKTDTIHLVFAHQR
WT
WRVCEHMRSNSQSRQTWMRKLDLKRYSSTMKAPHAQDARKLAESVADVSLQGEATDVFVQTCTPLVPDGE
SR
SDDFKLVANKPDCSDLDYLADLPAQDSGVFIALDDPLADVSDLFLKLSVEVTERVAILGDEETIHKTQMA
EL
ARSLGRVRVEYDELPASLKEDPLQVLAFEKALTKYLALRHLADNAREGLDNNPDMSDNALFKDALTNVQE



RA
NQKLAELQAEYQFTPTQKQTDKWIANTAFSDEVSWSDLDAYLIEHYTQLKGKDERIAALYDDFMDAFTQL
AT
DPLALGLDNQDEYDQAYLLTLISQFLIVVKQVPTTEAQIKDLDKALSLDSPNNLFALASLGFSMQNWQAL
NE
HVDNISQSVLSTSSSGDMTALWSRLADWDGLTGDTRIQDKVWFKALVEPVQLSFLALQKAAMGQALHSWR
AT
MDLLFPSQWAKTASVPSLFANLRLVILETMMTEEAITTRNPEYKSANKSFHNKLNVALKNVKDVTHINPG
QV
AAKKHLINTARDAQLNIQRLFTSELPPLIMLKNDAVNHAAKKMINEYLESLWRQTSATTMTASKAIGGFG
GI
VAVLNLWNASAILLDLKFKMEQEPGTDALINPALREAIYVSSYAVASVPAVFMGKVWDEIIKDKELLKQT
LA
ITIKDGTSTEAQLAKTFAKHMVIVSSFGLIATVLETFESFDKLSDSSNSSMARAGYGLKFGATGAQVVVF
GS
QLSRTVLSRLGLGVIGKVLAPWMVSTFMVAGILYLISILIINVFTRSDLEKWLRQSSWGVDNQAWSHIDE
VK
RLERIIHRPQVSLKKVPSRVPSQWMDPGSFQWQVNITLPPFTQGRNLGLKIIRIPKKQTSYHSSYQSQAP
SS
AASGQSDHVIVNEQEGVWQRDDNNIPSYSLILGGSDTDHVVVAIKMPLNWLAPSADQHLFYLAKGVQPGA
LN
VGTRDALNNDSNKESRKEISTRIITVGGKL----------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S7X8J4_9GAMM/1-1086
MSTANKAAMCASTRDVRSPVGLCPFQRSDIGIIPVSYALDDMNEQGLQMHPFPASDAQWKGRFTPKQRQY
TL
RQLRDGWLYVYDETDKTFHEYQIEGYEFTKIEWSNDEADKLANERGSKGETKSCLVYPAKNTIYMAFAHQ
RW
TWRLCEHMRSHTSNRSLWMRKVNLKQFNSALAHPHTGLSSKLGHYAADIGVNGAPTGIFNSTCTPLTSTE
AQ
TDSFKHVADKPGCWDVDYRVDLPAQDCGMFIALDDPLADVSDLFLPLAEEITLRSAIHKDEYNIHKLQMA
EI
TRNLGRVRLKPEELPEQVSDDPMKVLEFERQLTEYLAIQSLADKESAAFESNPSIGNTPFTPLQEEALEK
HS
ELKEKYHFTPSDEQKTAWEKNTLFSDEVNWNELDEFLTQHYTQRKDQDKRIAMLYQDFMEAFEQLGADPL
VI
GIDNQDEDHLTYLLSVISQYLQVIKQAVNTEKELATLEIALSLDSPKTLFALASLGFSNDNLQALNDHVE
EL
SNHLISTNSSGDMGALSGAIASWGGFTEDIRIQDNKWFKALAEPVQLSFIALQNAVTGQAKESWRGIANL
LF
PHQMNTATTPLGMISNLRLVILEALVNPEAVVIHNPDYPAHFAAWQRKMNAEVMIIRQISQPPSGQPTPK
NH
QIQTMRSAQQRMQKLLSSELPVMVMLKYEAVNNAAKQMLNEAIERSWQQGKDITQASWNKMGKMGGVVAI



LN
LWNTAAVLKNLHHKAAQHPESDLWTDPAVREATYATSYAVSAVTAMWRDVTWSKMATDGELLKKSLHLAI
KE
ASVSETIALKTFAKTTAAVSLFGLIATGLETWESHDKFKDTSHSPMERFGYGLKGVSTFSQTFVYFFQFG
AN
VFSRFGIFSTSIGAIIAPWMLTTFMVSAILFFISIIIINTFKRSELEKWLLHSTWGKASKQWEVVDELTR
LE
QIIHKPQVRLNKVISSLPSKAMYASAVGQQWQLEISLPMYTKGKSIGLQVTRTPMQNKYSYVTSSPKPTV
VV
NEQNGIWSKDEAGNPVYRLDLAGTTKDSITVFISLPFNWQASEHEQLGYIASCNSQGELVISPAFKESSI
RT
INVDVN----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1E5APV7_ALIFS/1-1092
MSTANKAAMCASTRDVKSPAGLCPFQRSDIGIIPVRYALDDMNEQGLQMHPFPATDTQWKGRFTPKKRQY
TL
RQLRDGWLYVYDETDKTFHEYQIEGYEFTKIEWSNDEADKPANERGSKGETKSCLVYPAKNTIYMAFAHQ
RW
TWRLCEHMRSHETNRSLWMRKVNLKQFNSALAHPHTGLSSKLGHYAADIGVNGAPTGMFDSTCTPLTSTE
AQ
TDSFKHVADKPGCWDVDYRVDLPAQDCGMFIALDDPLADVSDLFLPLAEEITLRSAIHKDEDNIHKLQMA
EI
TRNLGRVRLKPEDLPEQISDDPVKVLEFERQLTEYLAIQSLADKESAAFDSNPSIGNVPFTPLQEEALEK
HS
ELKEKYHFTPSDEQKTAWEKNTLFSDEVNWSELDEFLTQYYTQLKDQDKRIAMLYQDFMEAFEQLGTDPL
VI
GIDNQDEDHLTYLLSVISQYLQVIKQAVNTEKEYATLESALSLDSPKTLFALASLGFSNDHLQALNDHVE
EL
SNHLISTNSSGDMGALSGAIASWGGFTDDIRIQDNKWFKALAEPVQLSFLALQNAVTGQAKESWRGIANL
LF
PHQMNTATTPQGMISNLRLVILEALVNPEAVVIHNPDYPAHFAAWQRKMNAEVMVIRQISQPPSGQPTPK
NH
QIQTMRSAQQRMQKLLSSELPVMVMLKYDAVNNATKQMLNEAIERSWQQGKDITQASWNKMGKMGGVVAT
LN
LWNTAAVLKNIHHKAAQHPESDLWTDPAVREATYATSYAVSAVTAVWRDVAWGKMATDGELLKKSLSEAI
KR
SASSELVTLKTFAKTTAAVSLFGLIATGLEAWESHDKFKDTSHSPMERFGYGLKGFSTVIQTIVFGGQLT
AL
ISSRLGWTFRSFGLLGSIIAPWILTTFMVGSILFLISIIIINAFKRTELEKWLLHSAWGKDAKHWEAVDE
LT
RLEQIIHKPQVRLNKVISSLPSKAIYGSAAGQQWQLEISLPMHTKGKSIGLQVTRTPMQNKYSYVSSSPK
PA
VLVNEQNGIWSKDDMGNPIYQLDLGGTSRDTITILVNMPFNWQASEHDQLGYIASGNSQGELVILPTRKD



NV
IRTIKVEVNDGF----------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A090IQ83_9GAMM/1-1092
MSEANNAAMCGSKKDAKNPVGACPVKFGVIDIIPVRYAIDDMDNEEKEQKHPLLDTHKGHGFFDVAHSKY
TL
RQLRDGWLYVYSNKDKTFHEYQVKGTQFIKIDWGSNEADKAPEERGQAGEAKSCLSYSKNDTLTISFSHQ
RW
TWRLCEHMRSNTQCRNEWMRTVDLKTYSNTLEIEHGGGMRDFVHAVADIGTPKPSDVLFEKTCSPLKDDD
PS
DDEFHLATHKKTVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSSEMAEKAAIMGDEDKQYKLQMA
EL
TRTLGRVRLDENELPKEIRKDPISIFQFEKELTDYLYIQGLANEEQALPAAESVHYEPVYTPQAKAKLQE
LK
NTYSYKPDSKLLKKFKEATAYTSDVNWEGLDEFVISHYSQLKGTSERINNYLSDFIAAVTQLGIDPLILG
LD
NQYENHQAYLLNLVSQFLIVVKQVPELEEQMKELDELLSFDSPNNLLALAPVGFSFDNWEALNDHINEGG
KP
LIDPFSAGDMDAFWSRFSEWDSFTGDARIQEKAWFQSLVLPIQKSFAALEGAVKNQVDTSWRATMDLLFP
SQ
WKKGASSINVVSNLRLIFLESMMTDSAIVEVNKSYKTQRATFLNKLNVHIEELKKATKTVPGQRASKNHQ
VK
STQAIQQRIQTILSSEMPAVLALKNSAVNAQAKQLVNNYVDTVWTQTKEVIEKNGKGLGKLGGVLAALNI
WE
LAVVTKDVNYKAEQAGDTFYEQFKPVWREVAHASAYVVANISTLFRDKAWGEIKGNKRLLELSLKDVSLG
HK
SVEKSTVNIFAKHALITASFGLIATGLEAWESFDQIKDENKRVDERFGYWLKFGALTGQFTVFLAQGSLA
LL
SRLGISGISSILAPWMLSTLMVSGVLYLIAIMIINIFTRTELQNWLYESCWGKGDLQWGNIEAISRLESI
LH
KPQLSLKKIIGRNPTHSQDPGSMQWQLIVDLPSFTKNKQIGLKIKRIPYAPTFQYGFKQPEKLKPILVDE
QG
GQWVRTVNNSPRYIVTVGGTVKDGVEIELKMPFQWLNSDIDNKRYYLAQGNREGDLIIRTLNDKTIREKS
MN
QVLVVRDNNNEQ----------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1V3H5J0_9GAMM/1-1081
MSDPISAAKCANNQDSRDPTGPCPLKGGSVGFVPVRYAFDNGYDQDDYTPIFALPKKWQGEAWIEAEYSQ
RT
LRQLRDGWLYVYDQDAERLDEYQVSGTKLIKKLNDDSDGETSSRLNYPVKHTVYLAFSHLRWTVRLKALM
QE
KDQLRSAWMRELDLDYYRENMAHPHTGSLKQLGQSVIDIGEDSAPTGLFASTCTPLDEVDDLETDEQDVQ
QH
QHVAQKPGSTVTDYKVDLDKPNEGFFIALDDRLADVSDLFLPLSQEVARQSVILKDEENMHKLQMAELTR
ML
AGVKLDQDEVPSSVKGDPIRELAFERHVIDYLATQRLADQERAALESNPNVATVPMTSLQEEALNKGALL
EE
QYDYQLTEEQKQRWSMFSDEVDWEALEAFLSDHYNQLQGLDARIANRYKDFMHGLKQLSTEPAIVGVDNQ
DT
DHLVYLLSLVSQYLVGVKHAINNEEAQAELNKVLDFDQPDNLLALASVGFSKDNWQALNDEVQKIEHHFI
GL
DKPGDMLALFSAIANYDGFTGDVRIQEKEWFKSLAEPVKNSFSALQHATSGAAEQTWRAITNLLFPSQMN
TT
HSPAGMISNLRLVILEAIVNPEAIVAHNPDYPAQVSAWQRKMNAEVAIITRISQPPVGQPTPKNHQIQTM
HA
AQQRLQKLLSSELPQMVTLKHQAANDAAKKMLNQAIERIWQKGTQAAQTSWNKLGKMGGILAILNIWNSA
SV
LHNIRYKAEQHPETSLWANPALREATYSTAYAVSQVAGLWRDEAWKKIITDEELLKRSLSKVLERTSSAS
KA
AALKTFAKTTAMVSLFGLFATGLETWDSYKKYDDLSNTPMESLGYVLKGLAAGSQAVVFLAQAVANFASR
FG
ILGTSIGSIIAPWMMTTLMVAGIVSLLSVLIINLVKRSDLEIWLLHSTWGKQTKKWDFLEDLTSLENIIN
KP
QIRLTAIPSRQPSQWMDAGTEQWQLELTLPAFTRDTKIGLQITRKPKDKSYHYRVAQPKSAVVVNEQGGT
WS
TDEASGSPIYRLNMGGTTDDTVAVLVSMPFAWQASEKETLGYIAVGSHQGDLLVNPAPKDKKLAKRTIEV
RV
Y---------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1E5AM92_ALIFS/1-1094
MSEANNAAMCGSKKDMKNPAGACPVKFGVIDIIPVRYAIDDMDNEEKEQKHPLLDTHKGHGFFDVAHSKY
TL
RQLRDGWLYVYSNKDKTFHEYQVKGTQFIKMDWGSNEADKAPEERGQAGEAKSCLSYSKNDTVKISFSHQ
RW
TWRLCEHMRSNTQCRNEWMRTVDLKTYSNTLEIEHGGGMRDFVHAVADIGTPKPSDVLFEKTCSPLKADD
PS
DDEFHLATHKKPVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSSEVAEKAAIMGDEDKQYKLQMA
EL
TRTLGRVRLDENELPKEIREDPISIFQFEKELTDYLYIQDLAYEEQALPAAESVHYEPVYTPQAKVKLQE



LK
NNYSYEPDSKLLKKFKETTAYTSDVNWEELDDFVTSHYSQLKDTSKRINKYLSDFMAAVTQLGIDPLILG
LD
NQYENHQAYLLNIVSQFLIVVKQVPELEEQMKELDELLSFDSPNNLLALAPVGFSFDNWEALNDHINEGG
KP
LIDPFSAGDMDAFWSRFSEWDSFTGDARIQEKAWFQSLVLPIQKSFAALESAVKNQVGTSWRATMDLLFP
SQ
WKKGASSINVVSNLRLIFLESMMTDSAIVEVNKSYKSQRAAFLNKLNVLIEELKKATKPVPGQTASKNHQ
IK
STQAIQQRIQQVLSSEMPTVLVLKNSAINAQAKQLVNNYVDTVWTQTKEVTEKNWKGLGKWGGVLAALNI
WE
LAVVTKDVNYKAEQAGDTFYEQFKPVWREVTHASAYVVANISAIFRDKAWVEIKGNKRLLELSLKDVSLG
YK
SVEKSTVNIFAKHALITASFGLIATGLEAWETFDKAKDKNKRLDERFGYWMKFGALTGQFSTFSMQLLIT
LS
SRFLSTKQITLGAISAPWMISVFMVTGILYLISIIIINIFTRTDLQNWLYESCWGKGDQQWEKIEAVNRL
DS
ILYKPQLSLKKIIGRKSTHSQDQGTMQWQLIVDLPSFTENKYIDLKVKRIPYIPTFQYRFNAPEKLEPIV
VN
EQSGQWVQESNDSPRYVIAMGGTVKDSVEVTLKMPSQWLNPNIDNGKYYLAQGNREGGVIIKTVNSKTIR
EN
SMNQVLVTGDKTNA--------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1B9PC63_ALIFS/1-1099
MSEENNAAKCGNKKDAKNPAGSCPVKFGVIDIVPVRYAIDDMDDEEKEQKHPLLDTHKGYGFFDVSHSKY
TL
RQLRDGWLYVYSNKDKTFHEYQVKGTQFIKMDWGSNEADKAPDERGQAGEAKSCLSYSKNDTLTISFSHQ
RW
TWRLCEHMRSNTQCRNEWMRTVDLKTYSNTLEIVHGGGMRDFVHAVADIGTPKPSDTLFGKTCSPLKDDD
PS
DEFHLASYKKPVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSSEVAEKAAIMGDEDKQYKLQMAE
LT
RTLGRVRLDENELPKEIREDPISIFQFEKELTDYLYIQGLAYEEQALPAAESVHYEPVYTPQAKVKLQEL
KN
NYSYEPDSKLLKKFKETTAYTSDVNWEELDEFVISHYSQLKGTSERINKYLSDFIAAVTQLGIDPLILGL
DN
QYENHQAYLLNLVSQFLIVVKQVPELEEQMKELDELLSFDSPNNLLALAPVGFSFDNWEALNDHINDGGK
PL
IDPFSAGDMDAFWSRFSEWDSFTGDARIQEKAWFQSLVLPIQKSFAALESAVKNQVGTSWRATMDLLFPS
QW
KKGASSINVVSNLRLIFLESMMTDSAIVEVNKSYKTQRAAFLNKINVLIEELKKATKPVPGQTASKNHQI
KS
TQAIQQRIQQVLSSEMPTVLALKNSAVNAQAKQLVNNYVDTVWTQTKEITDQKWKGLGKWGGVLAVLNIW



EL
AVVTKDVNYKAEQAGDSFYEQFKPVWREVTHASAYVVANISAIFRDKAWGEIEGNKRLLQRSLREIHFYR
IN
KSNVVLKEIDSIKAFAKHALITSTFGLIAIGMEIWESNDKAIDSTKRLDERVGYWLKIGALAGQLTVYAG
QF
IISITNRYFQARWATIGSILAPWMLTTLMISGVIYLISITIINLFTRTELQNWLYESCWGKGDLQWGKIE
AI
SRLEAILYKPQLSLKKTMGRIPTHSQDPGGMQWQLIVDLPSFTKNKYIELKIKRIPYTPTFQYGFKQPEK
LN
PILVDEQGGQWVRTVNNSPRYVITIGGTVKDDVEVELKMPSNGSKNDIEYESHYLASGKKEGSLVIKSLS
NK
TIKGESLRGVLLVGEENNA---------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1N6M7W2_9VIBR/1-1100
MSNPNDVQGSRKPMNNPVGECPVKSSVMSIVPVRYALDDLEPVEYHAFLKRQLNPLPKEEHWQGPLKLKE
AQ
YTLRQLRDGWLYVYDETDKTFHEYQVSGSELIKIDWGSNEAESDTDKRGSAGKSQPFLEYPSQNKLYMAF
SY
HRWSWRVCEHMRSDSSSRHKWMRQVNLKQFCQTMKVPHCSFIDTLSEQVADIYDGEAPSDDLFGETCTPL
KK
PKQQPDNDFPYALVAEKPATDKGSLLKGMKSPSTAMYVALDDVLADITDLVMGLSYAKVEKEATLGDKEN
IH
KMRMAEIVRQLGRVSVPKDKMDKQIRDDITHVLACEELLNQYLLMSSLAEEDKRRLESPGYDPQEGDMPA
SG
AAEAAEKMKATLKDSYGLTVTPEMHEQWSRAKTYQKDVDWDGMTTYLTEQYHALKGLDEVIAARYDEVLL
GI
NALEDNALSVGIDTQAATDVSYLLDLTGQSLVVLKNSVTDEKRHRQLEKTFSVVSPKNLFALAGYGFSQE
TR
QTIDEQIQTLHKQLLSVGSAGDNLALAAALANWDALIGDGRIQDKSWYLTLVQPVKDSFSALAKAVQTTA
TH
SWRSILDLTRPSYSNPESLIDHLRMLLMGAIVDEKAVLQVNRNYVKEMEALGKQLKPLLKGMSNLTHPET
GA
IVQVNKYKKIQAEIDRIIVKKQPQLLRVKGDALNEKLQQTLTEYVEKLRGGGSRVGQALKSSVEEVGGLG
GL
LVGLGVWNTFVVLMNLPEKLKDAETDEERYKTLLEPLYSALYTCQFAYAVSLSPVWKKISANQSLMRTSV
NR
VLAKKAFSVESQVLVSRFSNLMLTTASLGALASGLEAWDSYNKTSGKDNTLLETAGYWLKFGATLGNTGI
FG
YQLIVHIASRMGSSVAIGATLAPWMLTGLFWMGMIYLVGVVLINLFHRDDVSLFLYHSVWGKNRAGWSLQ
EE
LTQFEQLMYRPVVRLVKIDAPDQRYASIYAPKHQWQVEIDLPPLVNKGDTLGLQMTRTPMSSGVTNMAGS
PV
LINEQNGQWQRIEKDQRSLLRYSAAAGGSDNDMIALLLQMPLYLWPATQKEAPEASCHLLYSTYGYNEGV



MN
LQVVDAETNTKSTRSVVVTV--------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1V3HWK4_9GAMM/1-864
MAYNTEQLQLQSAKPSHGFLQRLLTKGQVFPFTEANDTIALSLARETMPRQSVILKDEENMHKLQMAELT
RM
LAGVKLEQDEVPSSVKGDPIRELAFERHVIDYLATQRLADQERAALESNPNVATVPMTPLQEEALNKGAL
LE
EQYDYQLTEEQKQRWSMFSDEVDWEALEAFLSDHYNQLQGLDARIATRYKDFMHGLKQLSTEPAIVGVDN
QD
TDHLVYLLSLVSQYLVGVKHAINNEEAQAELNKVLDFDQPDNLLALASVGFSKDNWQALNDEVQKIEHHF
IG
LDKPGDMLALFSAIANYDGFTGDVRIQEKEWFKSLSEPVKKSFAALQHATSGAAEQTWRAITNLLFPSQM
NT
AHSPAGMISNLRLVILEAIVNPEAIVAHNPDYPAQVSAWQRKVNAEVAMITRISQPPVGQPTPKNHQIKS
MH
AAQQRLQKLLSSELPQMVTLKHQAANDAAKKMLNQAIERIWQKGTQAAQTSWNKLGKMGGILAILNIWNS
AS
VLHNIRYKAEQHPETSFWANPALREATYSTAYAVSQIAGLWRDVAWKKIVKDGTLLELSLREAIDEQGKL
KG
ATLKTFAKTTAMVSLFGLLATGLETWESGEKVLNSDHAPMERFGYGLKGLATTAQVFVFSMQIRATYYNF
RG
TRVIGTMLSRWMLTTLMVAGIVYMIAVMVINAFKRSELEKWLRHSLWGKDSKQWDPIDELTSLEHIINKP
QA
KLIPVLNRRPSQWMDPGSEQWQLELTLPAFTRDTKIGLQITRKPKAKSYRYRNADPQPAVMVNEEQGSWS
KD
KASGSPIYRLNIGGSTDDTVAVLVSMPFAWQASEDETLGYVAIGNNRGDLLVTPAPKDKELAKRTIEVSV
DV
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1B9PQD5_9GAMM/1-1086
MSEANNAAMCGSKKDAKNPAGACPVKFGVIDIIPVRYAIDDMDDEEKEQKHPLLDAHKGHGFFDVAHSKY
TL
RQLRDGWLYVYSNKDKTFHEYQVKGSQFIKIDWGSNEADKAPEERGQAGEAKSCLSYSKNDTVTISFSHQ
RW
TWRLCEHMRSNTQCRNEWMRTVDLKTYSNTLEIEHGGGMRDFVHAVADIGTPKPSDVLFEKTCSPLKDDD
PS
DDEFHLATHKKTVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSETYVRIVELQGTEEDEYKAQMA
EL
TRSLARVTFSDDQLPENIKSDPIERLKLEIEINEYLYQEQNVQQSSASYEYHVGEGVENTSWYEALEAKK
QA
IKERFNFEIKKDHTSQWKKQYRNFDEIRWNELNEYLFEKYDKLSEVETLNSKLIYQHKEVTDAIEQMGID
PM
YFGIDNQTEVGQRYLSELFSPITVELVQSGFNVPEIKHYLEKMLDLSNPNNLLALAPFAYSKEVVDELTT
YS
EGGAALNMSSPSDMIALHTRLSEFDTLTGDVRIQDSDWYKLLHIDIKAVFAAFIASNKANPILQFRPSME
ML
NAIQPRTNQFSALSFMTRFRVLIMENLADSSFIVSVNPNYPKELAAFNKKYDQFLLSNSKTMAAIIRKEQ
FA
AVLVQKASEFISENMPQMLKVSQNGSMLNIKGAISKGVAESWAAYKNTKADLVSFSERKWKGSASWNGVV
AA
LNIWNSITVFSNLLQRNQESKTTEEYKSVAAEVVYTASWTVNACALVSRDASWVEVMKDKKLLNKNRYIA
LK
SNKELITKFINLTKLVAVTGLIASVSEIYYVYKRLDSPLLSKEERMAEILKSGSLVGPAFIYSIQLISCF
MN
GSIGAIVAPWMVIGLVIFGVIYIAATVFINMFKRTDMELWLVQSIWGVKTAKWSPEIELVKLQNILNKPV
VQ
IDTGIVRTYQSSNDSDKQWTLTIDLPDYLSDKWFGIKVIKSTSKKVIKHYNFIGNKETSQSEVEANFTKV
SN
DNNCYQMKIERNHSEVISNITIYLDVLANRTSHVISYSGFQSGDGDVKLNINKIISFNDYSKKENLGMDI
VG
LNNANS----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>Q5E5H0_ALIF1/1-1086
MSEENNAAKCGNKKDAKNPAGSCPVKFGVIDIVPVRYAIDDMDDEEKEQKNPLLDTHKGYGFFDVAHSKY
TL
RQLRDGWLYVYSNKDNTFHEYQVKGSQFIKMDWGSNEADKAPEERGKAGEAKSCLSYSKNDTLTISFSHQ
RW
TWRLCEHMRSNTQCRNEWMRTVDLKTYSNTLEIEHGGSMRDFVHAVADIGTPKPSGILFEKTCSPLKDDD
SS
DDEFHLATHKKPVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSETYVRIVELQGTEEDEYKAQMA
EL
TRSLARVTFSDDQLPEHIKSDPIERLKLEIEINEYLYQEQNVQQSSASYEYHVGEGVENTSWYKALEAKK



QA
IKERFNFEIKKEHTSQWKRQYRNFDEIRWNELNEYLFEQYDKLSEVETLNSKLVYQHKEVTDAIEQMGID
PM
YFGIDNQTEVGQHYLSELFSPITVELVQSGFNVPEIKHYLEKMLDLSKPNNLLALAPFAYSKEVVDELTT
YS
EGGAALNMSSPSDMIALHTRLSEFDTLTGDVRIQDSDWYKLLHIDIKAVFAAFIASNKANPILQFRPSME
ML
NAIQPRTNQFSALSFMTRFRVLIMENLADSSFIVSVNPNYPKELAAFNKKYDQFLLSNSKTMAAIIRKEQ
FA
AVLVQKTSEFISENMPQMLKVSQNGSMLNIKGAISKGVAESWAAYKNTKADLVSFSERKWKGSASWNGVV
AA
LNIWNSITVFSNLLQRNQESKTTEEYKSVAAEVVYTASWTVNACALVSRDAAWAEVMKDKDLLKKFKKEA
IG
IRPELVNKFINLTKLVAVTGLIASVSEIYYVYKRLDSPLLSKEERMAEILKSGSLVGQAFIYSTQLISCF
MN
GAIGAIFAPWMVIGLVIFGVIYIAATVFINMFKRTDMELWLVQSIWGVKMAKWSPEIELVNLQNILNKPV
VQ
INTGIVRTYQSISDSDKQWTLTIELPDYLSDKWFGIKVIKSTSKKAIKHYNFIGNKEVSQSEVEVNFTKV
NN
DNNCYQMKIERNHSEDISNITIYLDVLANRTPHVISYSGFQGGSGDIKLNVNKVTSFNDYSKKENLDMEI
VR
LNNANS----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S7XIT1_9GAMM/1-1086
MSEANNAAMCGSKKDAKNPVGSCPVKFGVIDIIPVRYAIDDMDDEEKEQIHPLLDTHKGHGFFDVAHSKY
TL
RQLRDGWLYVYSNRDKTFHEYQVKGTQFIKIDWGSNEADKAPEERGQAGEAKSCLSYSKNDTLTISFSHQ
RW
TWRLCEHMRSNTQCRNEWMRTVDLKTYSNTLEIEHGGGMRDFAHAIADVGTPKPSDVLFEKTCSPLKDDD
PS
DDEFHLATYKKPVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSETYVRIVELQGTEEDEYKAQMA
EL
TRSLARVTFSDDQLPEHIKSDPIERLKLEIEINEYLYQEQNVQQSSASYEYHVGEGVENTSWYKALEAKK
QA
IKERFNFEIKKEHTSQWKRQYRNFDEIRWHELNEYLFEKYDKLSEVEILNSKLVYQHKEVTDAIEQMGID
PM
YFGIDNQTEVGQRYLSELFSPITVELVQSGFNVPEIKHYLEEMLDLSNPNNLLALAPFAYSKEVVDELTT
YS
EGGAALNMSSPSDMIALHTRLSEFDTLTGDVRIQDSDWYKLLHIDIKAVFAAFIASNKANPILQFRPSME
ML
NAIQPRTNQFSALSFMTRFRVLIMENLADSSFIVSVNPNYPKELAAFNKKYDQFLLSNSKTMAAIIRKEQ
FA
AVLVQKASEFISENMPQMLKVSQNGSRLNVKGAISKGVADSWAAYKNTKADLVSFSERKWKGSASWNGVV



AA
LNIWNSITVFSNLLQRNQESKTTEEYKSVAAELVYTASWTVNACALVSRDAAWAEVMKDKRLLELQRKQA
LK
ANKKLITKFVNLTRLVAVTGLIASVSEIYYVYKRLDSPLLSKEERIAEKLKLFALGGQVVVFSVQLISCF
MN
GTIGAIFAPWMVIWLSVFGIAYIAATAFINMFKRTDMELWLVQSIWGVKTAKWAPEIELVNLQNILNKPV
AQ
IDTGIVRTYQSISDSDKQWTLTIDLPDYLSDKWFGIKVIKSTSKKAIKHYNFIGNNEVNQSEVEVNFTKV
NN
DNNCYQMKIERNHSEDISNITIYLDVLANRTPHVISYSGFQGGSGDINLSINKITSFNDYSKYANLGMKI
VR
LNNANS----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S7XDB4_9GAMM/1-1088
MSEANNAAMCGSKKDAKNPAGACPVKFGVIDIIPVRYAIDDMDNEEKEQKHSLLDTHKGNGFFDVAHSKY
TL
RQLRDGWLYVYSNKDKTFHEYQVKGTQFIKMDWGSNEADKAPEERGKAGEAKSCLSYSKNDMVTISFSHQ
RW
TWRLCEHMRSNSQCRNEWMRIVDLKTYSNTLEIEHGGGMRDFAHAVADIGTPKPSDTLFGKTCSPLKDDD
PS
DDEFHLATHKKPVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSETYVRIVELQGTEEDEYKAQMA
EL
TRSLARVTFSDDQLPENIKSDPIERLKLEIEINEYLYQEQNVQQSSASYEYHVGEGVENTSWYKALEAKK
QT
IKERFNFEIKKEHTSQWKRQYRNFDEIRWNELNEYLFEKYDKLSEVEILNSKLVYQHKEVTDAIEQMGID
PM
YFGIDNQTEVGQRYLSELFSPITVELVQSGFNVPEIKHYLEEMLDLSNPNNLLALAPFAYSKEVVNELTT
YS
EGGAALNMSSPSDMIALHTRLSEFDTLTGDVRIQDSDWYKLLHIDIKAVFAAFIASNKTNPILQFRPSME
ML
NAIQPRTNQFSALSFMTRFRVLIMENLADSSFIVSVNPNYPKELAAFNKKYDQFLLSNSKTMAAIIRKEQ
FA
AVLVQKTSEFISENMPQMLKVSQNGSMVNVKGAISKGVAESWAAYKNTKADLVSFSERKWKGSASWNGVV
AA
LNIWNSITVFSNLLQRNQESKTTEEYKSVAAEVVYTASWTVNACALVSRDAAWAEVMKDKRLLKLQRNKA
LV
SNKKLITKFVNLTRLVAVTGLIASVSEIYYVYKRLDSPLLSKEERMAEILKSGSLVGQAFIYSTQLISCF
MN
GTIGAIFAPWMVIGLVIFGVIYIAATVFINMFKRTDMELWLVQSIWGVKTAKWAPEIELVNLQNILNKPV
AQ
IDTGIVRTYQSSSDSDKQWTLTIELPDYLSDKWFGIKVIKSSSKKAIKHYNFIGNNEVNQSEVEVNFTKV
NN
DNNCYKMKIERNHSEDISNITIYLDVLANRTPHVISYSGFQGGSGDINLNININKITSFNDYSKNTNLGI



EI
VRLNNANS--------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>B5FDW7_ALIFM/1-1085
MSEENNAAKCGNKKDAKNPAGSCPVKFGVIDIVPVRYAIDDMDDEEKEQKHPLLDTHKGNGFFDVAHSKY
TL
RQLRDGWLYVYSNKDKTFHEYQVKGTQFIKIDWGSNEADKAPEERGQAGEAKSCLSYSKNDTVTISFSHQ
RW
TWRLCEHMRSNTQCRNEWMRTVDLKTYSNTLEIEHGGGMRDFVHAVADIGTPKPSDVLFEKTCSPLKDDD
PS
DDEFHLATHKKPVLETDYQCDLLEKNSALYIALDDQLADITDLFLKLSETYVRIVELQGTEEDEYKAQMA
EL
TRSLARVTFSDDQLPEHIKSDPIERLKLEIEINEYLYQEQNVQQSSASYEYHVGEGVENTSWYKALEAKK
QA
IKERFNFEIKKEHTSQWKRQYRNFDEIRWNELNEYLFEQYDKLSELETLNSKLVYQHKEVTDAIEQVGIN
PM
YFGIDNQTEVGQRYLSELFSPITVELVQSAFNVPEIKHYLEKMLDLSYPNNLLALAPFAYSKEVVDELTT
YS
EGGAALNMSSPSDMIALHTRLSEFDTLTGDVRIQDSDWYKLLHIDIKAVFAAFIASNKANPILQFRPSME
ML
NAIQPRTNQFSALSFMTRFRVLIMENLADSSFIVSVNPNYPKELAAFNKKHDQFLLSNSKTMAAIIRKEQ
FA
AVLVQKTSEFISENMPQMLKVSQNGSSLNIKGAISKSVVESWAAYKNTKADLVSFSERKWKGSASWNGVV
AA
LNIWNSITVFSNLLQRNQESKTTEEYKSVAAEVVYTASWTVNACALVSRDAAWAEVMKDKRVLKLQRKQA
ID
INKKLITKFVNLTRLVAVTGLIASVSEIYYVYQRLDSPLLSKEEVLAEKLKVISLIGQAGIFTTQLISCF
MN
GSIGAIFAPWMVIWLSVFGIAYIAATVFINMFKRTDMELWLVQSIWGVKTVKWSPEIELVNLQNILNKPV
AQ
IDTGIVRTYQASTYSDKQWTLTIELPDYLSNKWFGIKVIKNSSKKAIKHYNFIGNKEMSQSEVEVNFTKV
SN
DNCYEMKIERNHSEDISNITIYLDVLANRTPHVISYSGFQGGSGDIKLNVNKVTSFNDYSKKENLGMEIV
RL
NNANS-----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3S7DPB1_9GAMM/1-1056
MSTPNQAAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFVVPLKLKESGY
AL
RQLRDGWLYVYDEKTKTFDEYEIKGSTFISQSKGSKGHLLYPASHTLSLAYSPQRWTGRIKHEMEKSGGL
RT
TWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMSNKGFVLSSTPLAKPAEEDKQGIKLLAHKPASSPTA
YK
AGIPDPKSAMVVALEDPLADLADLSMKVNQLLAKREALLGKDDATIKVNSHKLMMAEVTRNLARVRLDEK
EL
PASVRGNVARSQAFEEALDDYLGDRYLADMESMTAEPGMVRINSPMEKRADEKLKILREQYGFNPSQKQV
SQ
WKERAAFQDEVNWSGLNAFIKQYQVPLNELELALTRAHEDLFNGVTRLKADPLPFGLDNRTPKGQAYLQT
LF
AEAGPVLSLSCRTEERKKALEKLLGEKSRDNLLALAPYGFDAALHKGLSELTVDNAWLSTSSGDMTALFG
RT
ADLEMLLGDERFKQKSWFQMIEAVIEAMKVAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKVWIIVKEMSAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYIGDYLASVRSGVNQRITAMNERIPNLATFGGLVALLNLWNLTVVIAGTAQNAQSIGRERANM
QL
GSAFAWTGNAIAALYQGAAWEKLKPLVINGKTLTSLPISDVLGSESGALIKSFSMRMLAFAGLGMVAAGA
EM
WDTFQASKDPLISDMEKTLLQMKAGVLLGQGIIFGAQLFYLLGNGLGFSSIAAIFAPWMLVGLFVLGAAY
LV
LTVLLNIFKRSDLEKWLLQSTWGKQPANWSSEDELARFEMLVNKPGASLTVVRSRPQGWMDTGRPQWQLQ
LS
LPAHLRGHTIGLNVTSQPLARAGQMVPVRSKEDLARYQAAMQPKTLETQRGCWDDMVYTLPLGIATNSAI
KL
ELGYMGGMVQREIIFRGSGNNNGPITLDTSSGELEKMPALVVGNQGNK----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2I8R5K2_9GAMM/1-1056
MSTPNQTAQCASTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPLQKQPHPVPAGAGFVVPFKLKESGY
AL
RQLRDGWLYVYDEKTKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLAYSPQRWTGRIKHEMEKSGGL
RT
TWMRQVKVGSFASTMKASHCGLPDVLDKVADLGMSNKGFVLSSTPLAKPAEEDKQGIKLLAHKPASSPTA
YK
AGIPDPKSAMVVALEDPLADLADLSMKVNQLLAKREALLGKDDATIKVNSHKLMMAEVTRNLARVRFDEK
EL
PASVRGNVARTQAFEEALDDYLGDRYLADMESMTAEPGMAMFSSPMEKRADEKLKILREQYGFNPSQKQV



SQ
WKERAAFQDEVNWSGLNAFIKQYQVPLNELELALTRAHEDLFNGVTRLKADPLPFGLDNRTPKGQAYLQT
LF
AEVGPVLSLSCHTEERKKALEKLLGEKSRDNLLALAPYGFDAALHKGLSELTVDNAWLSTSSGDMTALYG
RT
ADLETLLGDERFKQKSWFQTLEAVIEAMKMAGKSMAKGAHAQIMAAILPHAWKNNLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKIWIIVKEMSAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYVGDYLASVRSGVNQRITAMNERIPNLATFGGLVALLNLWNLTVVIAGTAQNAQSIGRERANM
QL
GSAFAWTGNAIAALYQGAAWEKLKPLVINGKTLTSLPISDVLGSKSGALIKSFSMRMLAFAGLGMVAAGA
EM
WDTFQASKDPLISDMEKTLLQMKAGVLLGQGIIFGAQLFYLLGNGLGFSSIAAIFAPWMLVGLFVLGAAY
LV
LTVLLNIFKRSDLEKWLLQSTWGKQPANRSSEDELARFEMLVNKPGASLTVVRSRPQGWMDTGRPQWQLQ
LS
LPAHLRGQTIGLNVTSQPLARAGQMVPVRSKEDLARYQAAMQPKTLETQRGRWDDMVYTLPLGIATNSAI
KL
ELGYMGGMVQREIIFKGSGNNNGPITLDTSSGELEKMPALVVGNQGNK----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0M0IEZ6_9VIBR/1-441
LPTTDMQWQGRFTPKQRQYTLRQLRDGWLYVYDETDKTFHEYQVEGYEFTKIDWSGDEADKPANERGSKG
ET
KSCLVYPAKNTLYMTFAHQRWTWRLCEHMRSHAPNRSVWMRKVNLQQFQSTLSHPHAGLSSQLGKYVADI
GS
DGAPTGVFDATCTPLTPVEGGVDDFKHVADKAGCWDLDYRADLPAQDCGMFIALDDPLADVSDLFLPLSE
QV
AARSTAYQDEDNLHKLQMAELTRTLGRVKVEHDELPEQVKDDPIKVMEFERQLTEYVATQYLADKERTAL
EA
NPNVGNAPFTQLQEEALEKLSELKETYRFTPTDKQQEHWQRNTVFSDEVNWDELDAFLTQYYTQVKGLDE
RV
DVLYQDFMSAFEQLGTDPLVLGLDNQDETHLAYLLSLTSQYLAVVQQAVNTEQANEQLKQALSLDSPKTL
FA
LASLGFKLE-------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A433G6Q4_9GAMM/1-1059
MSTPNQAAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFVVPLKLKESGY
AL
RQLRDGWLYVYDEKTKTFDEYEIKGSTFINQSKGSKGHLLYPASHTLSLAYSPQRWTGRIKHEMEKSGGL
RT
TWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMSNKGFVLSSTPLAKPAEEDKQGIKLLAHKPASLPTA
YK
AGIPDPKSAMVVALEDPLADLADLSMKVNQLLAKREALLGKDDATIKVNSHKLMMAEVTRNLARVRLDEK
EL
PASVRGNVARTQAFEEALDDYLGDRYLADMESMTAEPGMVRINSPMEKRADEKLKILREQYGFNPSQKQV
SQ
WKERAAFQDEVNWSGLNAFIKQYQVPLNELDLALTRAHEDLFNGVTRLKADPLPFGLDNRTPKGQAYLQT
LF
AEAGPVLSLSCRTEERKKALEKLLGEKSRDNLLALAPYGFDAALHKGLSELTVDNAWLSTSSGDITALFG
RT
ADLETLLGDERFKQKSWFQTIEAVIEAMKVAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKVWIIVKEMSAISSPPPGRSTTVKAINSQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYVGDYLASVRSGVNQRITAMNERIPNLATFGGLVALLNLWNLTVVIAGTAQNAQSIGRERANL
QL
GSAFAWTGNAIAALYQGAAWEKLKPLTTDGGKRALTAISIKAAIKEGEHAVWVRSFAWRMVAFSSLGMAA
AG
AEMWDTFQASKDPLISSMEKTLLQMKAGVLLGQGIIFGAQLFYLLGNGLGFSSVAAIFAPWMLVGLFVLG
AA
YLVLTVLLNIFKRSDLEKWLLQSTWGKQPANWSTEDELARFEMLVNKPGASLTVVRTAPQGWMDTGRSQW
QL
QLSLPAHLRGQTIGLNVTSQPLASAGQMIPARSKQELDRYLAAMKPKMIETLRGRWDDMVYSLPLGVDTN
SA
IKLELGYLGGMIQREFIFKGSSNSSGPVTLNGSSGDLGTMPALVVGKQGNK-------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>W0A2C7_AERHY/1-1060
MSTPNQAAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSTPQKQPHPVPAGAGFVIPLKLKESGY
AL
RQLRDGWLYVYDEKAKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLGYSPQRWTGRIKNEMEKSSGL
RS
AWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMPNKGFVLSSTPLAKPAEEDKQGIKLLAHKPACSPAA
YK
AGILDPKSTMVVALEDPLADLADLSMKVNQLLAKREALLGKDDATIKANSHKLMMAEVTRNLARVRLDEK
EL
PASVRGNVARTQAFEEALDDYLGDRYLADMESMTAEPGMVRFNSPMEKRADEKLQILREQYGFNPSQKQV
AQ
WKERAAFQDEVNWSGLNAFIKQYQVPLNELELALTRAHEDLFNGVTRLKADPLPFGLDNRTTRGQAYLQA
LF
AEAGQVLSLSCRTEERKKALEKLLGEKSRDNLLALALYGFDAELHKGLSEQTVDNAWLSTSSGDMTALFG
RT
ADLETLLGDERIKQKPWFQKVEAVIGAMKEAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKVWIIVKEMSAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYIGDYLASVRSGVSQRITAMNNIERVPNLATFGGLVALLNLWNLSVVIAGTAQNAQSIGRERA
NM
QLGSAFAWTGNAIAALYQGAAWEKLKPLAAQDGNPLRSLSIKNAIKEGDHAVLVKAFTWRMVAFSSLGLA
AA
GAEMWDTLQASKDPLISSMEKTLLQMKAVVLLGQGGIFFTQLVFLGINGLGGSSIAAIFAPWMAVGLFVL
GA
AYLVLTVLLNIFKRSDLEKWLLQSTWGKQPANWSAEDELARFEILVNKPGASLTVVRTAPQGWMDTGRSQ
WQ
LQLSLPAHLRGQTIGLKVIGQPIARAGQMIPARSKEELDRYLVAMKPKVIETLRGRWDDMVYSLPLGVDT
NS
AIKLELGYLGGMSQREFIFKGSSTSSGPVTLNGSSGDLGTMPALVVSKLGNN------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>K1JD30_9GAMM/1-1061
MSTPNQAAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFVVPLKLKESGY
AL
RQLRDGWLYVYDEKTKTFDEYEIKGSTFINQSKGSKGHLLYPASHTLSLAYSPQRWTGRIKHEMEKSGGL
RT
TWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMSNKGFVLSSTPLAKPAEEDKQGIKLLAHKPASLPTA
YK
AGIPDPKSAMVVALEDPLADLADLSMKVNQLLAKREALLGKGDATIKVNSHKLMMAEITRNLARVRLDEK
VL
PASVRGNVARTQAFEEALDDYLGDRYLADMESMTAEPGMVRINSPMEKRADEKLKILREQYGFNPSQKQV
AQ
WKERAAFQDEVNWSGLNAFIKQYQVPLNELELALTRAHEDLFNGVARLKADPLPFGLDNRTPKGQAYLQT
LF
AEAGPVLSLSCRTEERKKALEKLLGEKSRDNLLALAPYGFDAALHKGLSELTVDNAWLSTSSGDMTALFG
RT
ADLETLLGDERFKQKSWFQTIEAVIEAMKVAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKVWIIVKEMSAISSPPPGRSTTVKAINSQLKTLQQQLDNLIASEMPLLVKLKG
DL
YQQQARQYVGDYLASVRSGVNQRITAMNERIPNLATFGGLVALLNLWNLTVVIAGTAQNAQSIGRERANM
QL
GSAFAWTGNAIAALYQGAVWEKLKPLVINGKTLTSLPISDVLGSESGALIKSFSMRMLAFAGLGMVAAGA
EM
WDTFQASQDPLISDMEKTLLQMKAVVLLGQGGIFFTQLVFLGINGLGGLSIAAIFAPWMTVGLFVLGAAY
LV
LTVLLNIFKRSDLEKWLLQSTWGKQPANWSAEDELARFELLVNKPGASLTVVRSPAKGWMDTGRPQWQLQ
LS
LPAHLRGQTIGLNVTSQPLARAGQMVPVRSKEELARYQATMQPRTLETQRGRWDDLVYTLPLGVDTNSAI
KL
ELGYMGGMVQRQFVFKGNGNSGGPITLNSSSGELSSMPALVVGKQGINNEQHE-----------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0M0IN83_9VIBR/1-600
LGFKLENWQALNAYIDVLGNSLLSMENSSDMVTVSGAIANWGGFTGDVRMHEKEWFKALTEPVQLSFMAL
QK
AVSGLAQESWRATSNLLFPSQMNTTATPEGLISNLRLVILEAIVNPEAIVIHNPDYPAQIAAWQRKLNAE
MA
SIRRINQLPSGSVTPKNHQIQTMRSAQQKMQKLLSSELPMMVMLKHNAVNNTAKQMLNDVVERSWQQGKQ
VT
QASWDKLGKMGGVVAILNLWNVSVVLQDIRHKVAQHPNTSLWTNPAIREATYATSYAVSAVTAVWRDAKW
EI
LAKDSELLKKSLNRAMVISSASEVATLKTFAKTTAAVSLFGLIATGFETWESYDKFTDSSHAPMERFGYG



LK
WGATLAQIAVFGVQGVFNLLSCTSLLKISISSIIASWMLTTLMVAGIVYLIAVIIINVFKRSELEKWLLH
ST
WGNESKQWKPIEELTLLEHIIHQPQVQLNSVPNRKPSQWMDSGTNQWQLELTLPAFTKGQSIGLQITRKP
KD
RAYSYVPTEAKPAVMINEQNGTWSQDKKDGSPVIYRLDLGGSTDDTITVLVRMPFNWQADEEQRLGYVTT
GS
SQGDLTVEPAPKEFATRIIEVRID----------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1Z1NR49_AERSA/1-1059
MSTPNQAAQCASPNNSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFMAPIKFKESDY
AL
RQLRDGWLYVYDEKAKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLIYSPQRWTGRIRKEMEKSSSL
RS
AWMRQVKLGSFASSMKAPHCGLPDLLDKVADLGMSNQGFVLSCAPLAKPAEEDQQGIKLLAHKPAGSPAA
YK
AGMPDPQSAMVVALEDPLADLADLSMKVNQLLAKREALMGEDEKLRKVNTHKLMMAEVTRNLARVRLDEK
DL
PASVRGNVARTQAFEEALDDYLGDRYLADMESMTAEPGVVRFDSPMEKQADAKLKLLREQYGFNPSQKQV
RQ
WKERAAFQDEVNWTGLNAFIKQYQVPLNELELALGRAHEDLFNGVTRLKAEPLPFGLDNRTTKGQAYLQT
LF
AEAGQALSLSCSTETRKKALEKLLGEKSRDNLLALAPYGFDIALYKGLSEQTVDNAWLSTSSGDMTALFG
RA
ADLETLLGDERLKQKSWFQTAEAVIEAMKVAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNSGYRMLYNSFQQRVWSIVKEMSAISSPPPGRNTTVQAINGQLKTLQQRLDTLIASEMPMLVKLKG
DL
YQQQARQYVGDYLASVRSGVNQRITVMNERVPNLATFGGLVALLNLWNLTVVIDGAAQNAKSVGRSRANM



QL
GSALAWTGNAIAALYQGAAWEKLKPLTADGGKRALTAISIKAAIKEGEHAVWVKAFSLRMLAFSSLGLAA
AG
LEALDSWQASQDPLISGMEKTLLQMKAGVLFGQGGIFLIQLAYLGVNSLGFSSVAAIFAPWMVVGLFVLG
IA
YLALTVLLNIFKRSDLEKWLLQSTWGKQPANWSAEDELARFEQLVNKPGASLTVVRSAPQGWMDTGRPQW
QL
QLSLPAHLRGQTIGLKVIGQPLARAGQVVPARTKEDLDRYHAAMQPKVIETQRGRWDELVYILLLGVDTN
SA
IKLELGYLGGMVQRQFIFKGSGNSNGPITLDANQGELNSMPALVVGKQGNK-------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1C7PRV7_9GAMM/1-1059
MNTPNQAAQCASPNNSKSPAGVCPLKNKNVAIIPVRYALDEPFAPPQKQPHPLPAGAGFVAPLKFKESGY
AL
RQLRDGWLYVYDEKAKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLIYSPQRWTGRIKKEMEKSSGL
RS
AWMRQVKLGSFASTMKAPHCGLPDSLDKVTDLGLPNQGFVLSCTPLAKPAEEDKQGIKLLAHKAAGSPAA
YK
AGMPDPQSAMVVALEDPLADLADLSMKVNQLLAKREALMGKDKKLHKANTHKLMMAEVTRNLARVRLDEK
DL
PASVRGNVARIQAFEEALDDYLGDRYLADTEKMTAEPGMVRFDSPMAKRADAKLKILREQYGFNPSHKQV
SQ
WKERAAFQDEVNWTGLNAFIKQYQVPLNELELALSRAHEDLFNGVTRLKADPLPFGLDNRTAKGQAYLQL
LF
AEAGQALSLSCSTEARKKALEKRLGEKSSDNLLALAPYGFDAALYKGLSEQTVDNAWLSTSSGDMTAFFS
RI
GELEALLGDEKLKQKPWFQTVEAVIDAMKAAGKSLAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLS
DK
PLQVNSGYRMLEKSFQQRVWSIAKEMSAISSPPPGRNTTVKAINSQLKTLQQKLDALIASEMPMLVKLKG
DL
YQQQARQYIGDYLASVRTGVSKGITAMNDKVPNLGSFGGLVALLNIWNLTVVIGGMVQNAQSVGRLRANM
QL
GSAFAWTGNAIAALYQGATWEKLKPLAAQDGNPLRSLSIKNAIKEGDHAVWVKAFTWRMVAFSSLGMAAA
GA
EMWDTLQARKDPLISSMEKTLLQIKAGVLAGQGAIFFIQLAYLGANGLLGFSSIAAIFAPWMAVGFFVLG
AA
YLVLTMLLNIFKRSDLEKWLLQSTWGKQTANWSVEDELARFELLVNKPGASLTVVRSAPQGWQDTGRAQW
QL
QLSLPAHLREQTIGLSVISQPLAKAGQMVPAQPPEALATYLAAMKPKVIETQCGRWDELLYTLPLGVDTD
SA
IKLELGYLGGMVQRQLIFKGRGNSNGPITLDANQGELGPMPALMVGKQGNK-------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3R5MUL2_9ZZZZ/1-1059
MSTPNQAAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFVVPLKLKESGY
AL
RQLRDGWLYVYDEKAKTFDEYEIKGAIFISQSKGSKGHLLYPASHTLSLVYSPQRWTGRIRKEMEKSCGL
RS
VWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMSNKGFVLSSTPLAKPAEEDKQGIKLLAHKPAGSPAT
YK
AGIPDPKSAMVVALEDPLADLADLSMKVNQLLAKREALLGKDDATIKVNSHKLMMAEVTRNLARVRLDEK
EL
PASVRGNVARTQAFEEALDDYLGDRYLADIENMTAEPGMVRFNSPMEKRADAKLQTLREQYGFNPSQKQV
SQ
WKERAAFQDEVNWSGLNAFIKQYQVPLNELELALTRAHEDLFNGVTRLKADPLPFGLDNRTTRGQAYLQT
LF
AEAGQALSLSCRTEGRKKALEKLLGEKSRDNLLALAPYGFDAELHKGLSELTVDNVWLSTSSGDMTALFG
RT
ADLETLLGDERFKQKSWFQKVEAVIGAMKEAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKVWIIVKEMSAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYIGDYLASVRSGVSQRITAMNNIERVPNLATFGGLVALLNLWNLTVVIDGAAQNAKSVGQSRA
SM
QLGSALAWTGNAIAALYQGAVWGEIKQLRAGEKALTSISIKNASIGEHAAVVKSFSLRMLALSSLGIVAA
GL
EAWDSALASQDPLISGIEKSLLVAKTIVLGGQAAIFGAQTFIALGSMGGTSITIGAVFAPWMIISLFVLG
FA
YLFLVMLLNIFKRSELEKWLLQSTWGRQPANWSAEDELARFELLVNKPGASLTVVRSKPQGWMDTGRPQW
QL
QLSLPTHLRGQTIGLNVTSQPLASAGQMIPARSKQELDRYLAAMKPKMIDTLRGRWDDMVYSLPLGVDTN
SA
IKLELGYLGGMIQREFIFKGSSSSSGPVTLNGDSGELDTMSALVVGNRENK-------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A2X4NKJ8_AERCA/1-1057
MSTPNQAAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFVVPLKLKESGY
AL
RQLRDGWLYVYDEKTKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLAYSPQRWTGRIKNEMEKSGGL
RT
TWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMSNKGFVLSSTPLAKPAEEDKQGIKLLAHKPASSATA
YK
AGIPDPKSAMVVALEDPLADLADLSMKVNQLLAKREALLGKDDATIKVNSHKLMMAEVTRNLARVRLDEK
EL
PASVRGNVARTQAFEEALDDYLGDRYLADMESMTAEPGMVRFNSPMEKRADEKLKILREQYGFNPSQKQV
SQ
WKERAAFQDEVNWSGLNAFIKQYQVPLNELELALTRAHEDLFNGVTRLKADPLPFGLDNRTTQGQAYLQT
LF
AEAGPVLSLSCRTEERKKALEKLLGEKSRDNLLALAPYGFDAALHKGLSELTVDNAWLSTSSGDMTALYG
RT
ADLETLLGDERFKQKSWFQTIEAVIEAMKMAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKVWIIVKEMSAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYVGDYLASVRSGVNQRITAMNERIPNLATFGGLVALLNLWNLTVVIAGTAQNAQSIGRERANL
QL
GSAFAWTGNAIAALYQGAVWEKIKISSAGDKALTLLSIKTAKDGEHGVLVKAFSLRMLAFAGLGMAAAGA
EM
WDTLQATHDPLISGMEKTLSQMKMGVLGGQFFIFFAQIVQLGINGLLGYSSIGAICATWMGVGFFVLGAA
YL
VLTVLLNIFKRSDLEKWLLQSTWGKQPANWSAEDELARFEMLVNKPGASLTVVRTAPQGWMDTGRSQWQL
QL
SLPAHLRGQTIGLKVIGQPIARAGQMVAARSKEELVRYQAAMQPKVIETLRGRWDDMVYSLPLGVDINSA
IK
LELGYLGGMIQREFIFKGSSSSSGPVTLNSSSGDLGTMPALVVGKLGNN---------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A443VZX0_AERCA/1-1057
MSTPNQAAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFVVPLKLKESGY
AL
RQLRDGWLYVYDEKTKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLAYSPQRWTGRIKHEMEKSGGL
RT
TWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMSNKGFVLSSTPLAKPAEEDKQGIKLLAHKPASSPTA
YK
AGIPDPKSAMVVALEDPLADLADLSMKVNQLLAKREALLGKDDATIKVNSHKLMMAEVTRNLARVRLDEK
EL
PASVRGNVARTQAFEEALDDYLGDRYLADMESMTAEPGMVRFNSPMEKRADEKLKILREQYGFNPSQKQV



SQ
WKERAAFQDEVNWIGLNAFIKQYQVPLNELGLALTRAHEDLFNGVARLKADPLPFGLDNRTTQGQAYLQT
LF
AEAGPVLSLSCHTEERKKALEKLLGEKSRDNLLALAPYGFDAALHKGLSELTVDNVWLSTSSGDMTALFS
RI
AELETLLGEGRLKQKPWFQKVEAVIGAMKEAGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHNRFQQKVWIIVKEMSAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYVGDYLASVRSGVNQRITAMNERIPNLATFGGLVALLNLWNLTVVIAGTAQNAQSIGRERANM
QL
GSAFAWTGNAIAALYQGAAWGEMKQLRAGEKALTSISIKNASIGEYAGMVKSFSLRMLAFSSLGVVAAGL
EA
WDSALASQDPLISGIEKSLLVAKTIVLGGQAAIFGAQTIIALGSMGGTSITIGAVFAPWMIISLFVLGFA
YL
FLVMLLNIFKRSDLEKWLLQSTWGKQPANWSAEDELARFELLVNKPGASLTVVRSKPQGWMDTGRPQWQL
QL
SLPAHLRGQTIGLNVTSQPLASAGQMIPARSKQELDRYLAAMKPKMIETLRGRWDDMVYSLPLGVDTNSA
IK
LELGYLGGMIQREFIFKGSSSSSGSVTLNGYNGELDTMSALVVGNRENK---------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2R7PWZ9_9GAMM/1-1059
MNTPNQAAQCASPNNSKSPAGVCPLKNKNIAIVPVRYALDEPFAPLQRQPHPLPAGAGFVAPLKFKESGY
AL
RQLRDGWLYVYDEKAKVLDEYEVKEATFISQSKGSKGHLLYPATHTLSLIYSPQRWTGRIKKEMEKSSGL
RS
AWMRQAKLGSFASTMKAPHCGLPDSLDKVADLGLPNQGFVLSCTPLAKPAEEDKQGIKLLAHKPAGSPAA
YK
AGMPDPQSAMVVALEDPLADLADLSMTVNQLLAKREALMGKDEKLRKANTHKLMMAEVTRNLARVRLDEK
DL
PASVRGNVARTQAFEEALDDYLGDRYLADTENMTAEPGVVSFDSPMEKQADAKLKILREQYGFNPSHKQV
SQ
WKERAAFQDEVNWTGLNAFIKQYQAPLNELALALARAHEDLLNGLTRLKANPLPLGLDNCTAEGQAYLQT
LF
AEAGQALSLSCSAEDNKKALEKLLAEKVSDNLLALAPYGFDAALHKGLSEQTVDNAWLSTSSGDMAALFG
RT
ADLEALLGDEKLKQKPWFQTVEAVIDAMKEAGKSLAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
DQ
PLQVNSGYRMLFKSFQQRGWLIVKEMSAISSPPPGSNTTVQAITGQLQSLQQKLDVLIAREMPMLVKLKG
DL
YQQQARQYIGDYLASVRSGVNQRITAMNERVPNLATFGGLVALLNLWNLSVVIAGTAQNAQSVGRVRANI



QL
GSAFAWTGNAIAALYQGAAWGQLKPLVLEDGRLLRSLPIKEVIKDVDHGALVKTFSLRMLAFSGLGMAAA
GA
ELWDTLQASKDPLISDIEKTLLQMKVGVLGGQIVIFFAQFAQLGINGLLGYSSIGAICATWMGIGFFVLG
AA
YLVVIVLLNIFKTSDLENWLRQSTWGKQPAGWSAEEELARFELLVNKPGASLSVVRTPPQGWMDTGRPQW
QL
QLSLPAHLRGQTIGLKVISQPIAKAGQMIPARSKEELDRYHVSMQPKVIETLRGRWDELVYTLPLGVDTN
SA
IKLELGYLGGMIQREFIFKGSSSSSGPITLETSSGGLGAMPALMVGKQGNK-------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2M8HEZ6_9GAMM/1-1057
MSSPNQAAQCASTTNGKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQSHPVPAGAGFVVPLKLKESGY
AL
RQLRDGWLYVYDEKAKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLIYSPQRWTGRIKKEMGKNSSL
RS
GWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMPNKGFVLSSTPLAKPVEEDKQGIKLLAHKPAGSPAA
NK
AGIPDPKSALVVALEDPLADLADLSMKVNQLLAKHEALLGKDDATIKANSHKLMMAEVTRNLAKVRLDEK
EL
PASVRGNVAKTQAFEEALDDYLGDRYLADMENMTAEPGMAMFSSPMEKRADAKLKILREQYGFNPSHKLV
SQ
WKERAAFQDEVKWSGLNTFIKQYQVPLNELELALTRAHEDLFNGVTRLKADPLPFGLDNRTDKGQAYLQV
LF
AEAGQALSLSCRTEARKKALEKLLGEKSSDNLLALAPYGFDIALYKGLSEQTVGNTWLSTSSGDMTAFFS
RI
GELEALLGDERLKQKSWFQAVEAVIEAMKVVGKSMAKGAHAQIMAAILPHSWKNSLAGNLRLVLLESLLG
DQ
PLQVNRDYRMLHSRFQQKVWIIVKEMLAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPMLVKLKG
DL
YQQQARQYISDYLASVRSGVSQRITAMNERVPNLATFGGLVALLNLWNLTVVIGGTAQNAQSIGKERANM
QL
GSAFAWTGNAIAALYQGAVWEKIKISSAGDKALTSLSIKAAKDGEHGVLVRAFSLRMLAFAGLGMAAAGA
EM
WDTLQATHDPLISGMEKTLSQMKMGVLGGQFFIFFAQIVQLGINGLLGYSSIGAICATWMGVGFFVLGAA
YL
VLTVLLNIFKRSDLEKWLLQSTWGKQPANWSAEDELARFEMLVNKPGASLTVVRTAPQGWRDTGRAQWQL
QL
SLPAHLRGKTIGLNVIGQPLAKAGQMVPAQPPEALATYLAAMKPKVIETQRGRWDELVYTLPLGVDTNSA
IK
LELGYLGGMIQREFIFKGSSSSSGPVTLNGSSGDLGTMPALVVGKLGNN---------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0M0IFK8_9VIBR/1-598
LGFKLENWQALNAYVDELGNSLLSMENSSDMVTVSGAIANWGGFTSDVRMHDKAWFKALTEPVQLSFTAL
QN
VVSGQAHNSWRAISNFLFPSQMNTTATPEGLVSNLRLVILEAIVNPEAIVIHNPDYPAQIAAWQQKLRTE
SE
IVRRVSLLESGEVTPANNQLKNMQSAQKKIQKLLSSELPMMVMLKHEAVNNTAKQMLSDAVERSWQQGKQ
LT
QASWDKLGKMGGVVAMLNLWNVSVVLQDIRHKAAQHPNTSLWTNPAIREATYATSYAVSSVTAVWRDAKW
ET
LAKDSKLLGETLNEAIKNSNASKAATLKTFAKTTTAVSLFGLIATGFETWESYDKFKDSSHAPMERLGYG
LK
GLSTGSQALVFVAQFTLNFFSRLGVGSISAIIASWMLTTLMVAGIVYLIAVIIINVFKRSELEKWLLHST
WG
NESKQWKPIEELTLLEHIIHKPQVQLNSVPNRKPSQWMDSGSNQWQLELALPAFTKGQSIGLQITRKPKD
RA
YSYSLTKGKPAMMINEQNGTWSQDKEENSSVIYRLDLGGSTDDIITVLVSMPFNWQAGEEQRLGYVATGS
SQ
GDLTVEPAPKEFATRIIEVRIE------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1V3GJH3_9GAMM/1-676
MSDPISAAKCANNQDSRDPTGPCPLKGGSVGFVPVRYAFDNGYDQDDYTPIFALPKKWQGEAWIEAEYSQ
RT
LRQLRDGWLYVYDQDAERLDEYQVSGTKLIKKLGDDSDGETSSRLNYPVKHTVYLAFSHLRWTARLKTLM
QE
KGQLRSAWMRELDLDYYRENMGHPHTGSLKQLGKSVIDIGEESAPAGLFTSTCTPLDEIDDLETDDQDDQ
QH
QHVAQKPGSTVTDYKVDLDKPNEGFFVALDDRLADVTDLFFPLSTDVQQLVGLQGDEDTTHKLQMAEITR
AL
GRVKLPEEKLPSHIRNNPIQVLEFERDLSEYVALQQRSNQVEGTTSNSVYYNTDDPITAEDKLAKETLDF
LS
ESAKNAKLQLEDKYDTQVDESLIEEASRQSIFTDEVDWEALDQFLSDHYSQLQGLDERIATRYQDFMYGI
EQ
LSTDPAIVGVDNQDTDHLVYLLSLVSQYLVGVKHAVNNEEAHAELNKVLDFDQPANLLALASVGFSKDNW
QA
LNDEVQNIEHHFLAIDSSADMSALFGAIESWNGFTGDVRIQEKEWFQSFAEPVKKSFAALQHATSGAAEQ
TW
RATTNLLFPSQMNTTNSSLGMISNLRLVILEAIVNPEAIVAHNPDYPAQVSAWQRKVNAEVAMITRTSQP
PV
GQPTPKNHQIKSMHAAQQRLQKLLSSES------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A327Q9R6_AERSA/1-1120
MGKTYLVKQGDTLGDIARRNNTTVDAIAKLNGITDPNKINSGQTLKLPESNSAAAGDTSTQPKGGANADA
LA
SGITDCQSPAGVCPCNGDISLVPVRYAIDEQPASKGGAQPHPLPKGPDFRWPLALKGSAYTLRQLRDGWL
YV
YNETSKELDEYEIKGAQFIHASKGSKGHVIYPRSAMLSLCYSPHVWSERIKSIMSDVDKGKSVRSQWMRT
LS
LPAFVRNLGHTHGAPIDQLNNVADMNDGNQAFVLSCTPLLKDVDEDQQGDVRLLSHKAAYSQSIYMTNMP
DP
KSAMMIALDDPLADVADLSMVVNSLMAQQDVLLGSNDEERKQTSHKLMMAEVTRNLARVRVGEQDLPASV



RG
DAAKAYEFETVLDEYLGYRNLEQMEEMSGEALGAMRGIRSPLAKRVDDLQKTLANEYGFTPSLAQEKAWS
ER
SRFQNEVNWKGLNDFVARYQAPLAELAHELALAHQDLSVAISHLKADPLPLGLDPEQVKGQAYLSLLFAE
AG
QALSLSCQDERAVEAMKKLASTPSNLLALGPYGFDVRLFDGLTAQTVDQPWLTGSSGDMTAFWGRLADLE
SL
LGDEHIKQKGWYQASAAVFDAMREASRELANGARETLLAIVLPHGNINNLGTLLRLVLLESVLGEMPLQL
AE
HGAYRTKQKAFEQSVAKEQQSSHTDRSGGYQSKHHLDAQSVIKQQKMLALMQEASPLIQLKADAYTEAGR
QY
VRGYLTRVSEALGSGKRELFTALNSNNTVPNMGTVGGLVALINLWNLLVVTQATGESINSVGGGRAAAQW
GA
AVGWTGNAVMALYQGQAWTALQEVPSLKNMSIKLAISESDHVAIVKTFTNRMLAFAGLGLVAAAAEAWDT
FE
AAKDPLLGEVERLLMRAKIWVLGGQGVVFFIQVATLGSSSFGLGAISAIFATWMLTSLFVLGVAYLLLTV
LI
NIFKRSELEKWLAQSTWGTQPNTHWTAEQELKELEHIVHKPAARIVTKEASSRFGWGGTSYDRYLEIDLP
GY
LQGQWFDLHLSGQPQLGIGQGAGIRSVEEVKRLAASMTPYTPVLSDGRWQGSQFSLWLGPQNSEYRLTVS
YG
GLYGGQLIFSGKASRGEMTLSASSTGALAMTRLPVGTAKG------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3Q9QEK3_AERHY/1-834
MSTPNQVAQCANTTDSKSPAGVCPLKNKKIAIIPVRYALDEPFSPPQKQPHPVPAGAGFVVPFKLKESGY
AL
RQLRDGWLYVYDEKAKTFDEYEIKGATFISQSKGSKGHLLYPASHTLSLIYSPQRWTGRIKKEMGKNSSL
RS
VWMRQVKLGSFASTMKAPHCGLPDVLDKVADLGMPNKGFVLSSTPLAKPVEEDKQGIKLLAHKPAGSPAA
NK
AGIPDPKSALVVALEDPLADLADLSMKVNQLLAKYEALLGKDDASIKVNSHKLMMAEVTRNLAKVRLDEK
EL
PASVRGNVAKTQAFEEALDDYLGDRYLADMESMTAEPGMAMFSSPMEKRADAKLKILREQYGFNPSHKLV
SQ
WKERSAFQDEVNWIGLNAFIKQYQVPLNELELALTRAHEDLFNGVTRLKADPLPFGLDNRTPKGQAYLQT
LF
AEAGQALSLSCRTEARKKALEKLLGEKNSDNLLALAPYGFDIALYKGLSEQTVANAWLSTSSGDMTALFG
RT
ADLETLLGDERLKQKSWFQAVEAVIEAMKVVGKSMAKGAHAQIMAAILPHAWKNSLAGNLRLVLLESLLG
EQ
PLQVNRDYRILHSRFQQKVWIIVKEMSAISSPPPGRSTTVKAINGQLKTLQQQLDTLIASEMPLLVKLKG
DL
YQQQARQYVGDYLASVRSGVNQRITAMNERIPNLATFGGLVALLNLWNLTVVIAGTAQNAQSIGRERANM



QL
GSAFAWTGNAIAALYQGAAWEKLKPLAAQDGNPIRSLSIKNAIKEGDHTVLVKAFTWRMVAFSSLGLAAA
GA
EMWDTLQASKDPLISSMEKTLLQMKAVVLLGQGGSFLPSWCS----------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1T4UIT5_9GAMM/1-1035
MSSDAYNAAKIGGSASPSSPAGACPLQAKQIGIIPVRYAIDGVMGEAPSYPLPDGTHWKPPFKLHQHYTL
RQ
LRDGWLYVFSEKLKVLHTYKIEGEIFTAQHEGGTCASCLTYDSDDTIWLSYAHQAWTSRIVTLFSNEEKC
RK
KWMRLLNISAFKRSMNGPHAGMAKNLESSVADIGSVSQDIINGFSITSTPLEADTSTSEGEFSRTKKAIA
AP
TYQAALPNANVDNGLFIALEDPLADITDIALKLGTFQAQKEYIFGSDTDKHKLLMSEFTRSIARVPYDPK
TA
PMALKNKLKDSPLETLKFEAALNEYLRYQFPLSQMQYGSEAYAAYALSSDTVRSATRNTLQNTYSYTPTD
KD
IEHFKSREKNIGEINWELMSTFLTNKYNDLDKLEGEAAPLIEDLDNALISLGEDALRVGIDIESEQGQSF
LN
QLFSQLFSLMTAVSKDWKAAQKQSLLALAPYYYSPEFQSVIHTQISNDAVSFSSSSDITNMVSRIGESYG
LL
VDGRIPDTDDAIKATLVAAKSAFSKASSSAWKGLMDSLFPYHFSGKNGLASGLQLIVARSLVSKENKIQI
SS
DYSTQLAKFNKTLTPFLQQAERQSGQLHSQNTTAMRNALAKTKQQIANHIAQEMPLLITFEKEAMNTAVR
EK
LTASIVGLRSRIGQSMESINGAGTVIGGFAAICNLWNLSVVSKQVASKLNNASSTQEQADVYIELASTIS
WT
LSAFAGVGRDAQVIPNEFIKKSVQAALRTASNIEPQVIIKRFAAAAKVTAIFGLFAASTEMYLTGRQWSQ
SD
DAFERVLLIGKIGALFAQGVVSLAQLAYITSNVAIGSIVAAWMVSTLFYAGLAYLIFSGLYNYFHRDEMQ
KW
LKGSTWGKSPKTQTPEQELMGLENIIWKPKIELTKDSVDIYLPSYLFDDEKQHLDLQIVVQKKSKNINLS
YA
PPHIIQEEMNKPRKVMIDVSQAKRKKTANGVSYIAVPVTHDEGDTVVIAINYDRAWTHNCQSYVGRLNKT
GT
FDLEKTKDVISNSNGAVGIKLSIAGLK-------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S2CH27_9GAMM/1-1036
MPSDAYNSAEIAGTKSPSSPAGTCPLQTKEVGIIPVRYAIDATMGTKALFPLPEGDDWQPTFNINLPYTL
RQ
LRDGWLYVYSKKQKVLHTYQIENAVFTAQHEGGTCAACLTYDSDDTLWLSYSHQRWTSRLIELFSTEKKY
RE
QWMRKLNIQAFRLNMRGPHAGMAKKLESSVADIGSVTQDIINGFAITSTPLNADDTESNSGFEFNKAKPA
NP
ASTYQVTLPESNVGNGLFIALEDPLADITDIALKLGSLHAQKEMVFGSDEDKHKQLISEFVRSIARVSYD
PK
TAPEALKTKLKDNPQEVLKFESVLNQYLRYQSPLNQAQYGSEAYAANALPYDQPRQEAQSILNNTYHYTP
TD
KDFEHFESRKKNIDLVDWDKMSIFLDKKYAKLKAIEGDAATMLAELNRAFKDLGVYAARVGVDIEETQGQ
LY
LNTFFGHLFPLMAAVSQKWDAAEEETLLALAPFYYSPEFSKAINKAIPNDALSVTNASDMTNMVSRLGET
IG
FIYDGRIPESDEATKALITRVIQAAKNAITTAGDHVWDGLMDGLFPHQVSGESGLDSGLRLMVARSLVSK
EG
KLLISSDYVSKFDSFSDKLNPLLQKAEQLSGRLHANSTTAMRNNLNEIKEKIAKLIADEMPLLIKFEQEA
MN
NAVREKLAASMSRFTSTVGKTLDNVNGVGTVVGGFAAICNLWNLWAVSQQVTSKLNNANSTQEQADVYIE
MA
SALSWTLSAFAGVGRDAQVIASKFVEMTVKDAITKTASNLNQQVVIKRFVAAAKVTAIFGLFAASTEIYL
TG
RQWQQSDDTFEQALLIGKMGSLAAQGAVSAFQLARVLGSTALLGEIIAAWMVSTLFYAGIAYLLFSALYN
YF
HRDEMQTWLQNGSWGKSPKPQTLEQELMALENIIWKPKIELTKNSVDIYLPSYLLDDEKKHFDLQIVVHE
KI
NSIYVSMYHHSNETLKSTLIDVSQAKRKNTANGVGYISIPVPHNEGDEVIIAINYDRAWTDECQSYVGTR
SS
AGTFDLERTKDVVSKRHGVAGLRLPVAG------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1X9U0H6_PHODD/1-1043
MPSDAYNSAEIAGTKSPSSPAGTCPLQTKEVGIIPVRYAIDATMGTKALFPLPEGDDWQPTFNINLPYTL
RQ
LRDGWLYVYSKKQKVLHTYQIENAVFTAQHEGGTCAACLTYDSDDTLWLSYSHQRWTPRLIELFSTEKKY
RE
QWMRQLNIQAFKLNMRGPHAGMAKKLESSVADIGSVTQDIINGFAITSTPLNADDTESNSGFEFNKVKPV
NP
ASTYQVTLPESNVGNGLFIALEDPLADITDIALKLGSLHAQKEMVFGSDEDKHKQLISEFVRSIARVSYD
PK
TAPEALKTKLKDNPQEVLKFESVLNQYLRYQSPLNQAQYGSEAYAVNALYDQPRREAQSILNNTYHYTPT
DK
DFEHFESRKKNIDHVDWDKMSIFLDKKYAKLKAIEGDAATMLAELNRAFKDLGIYAARVGVDIEETQGQL
YL
NTLFGHLFPLMAAVSQKWDAAEEETLLALAPFYYSPELSKAINKAIPNDALSVTNASDMTNMVSRLGESI
GF
IYDGRIPESDEATKALITRVIQAAKNAITTAGDHVWDGLMDGLFPHQVSGESGLDSGLRLMVARSLVSKE
GK
LLISSDYVSKFDSFNDKLNPLLQKAEQLSGQLYANGTTAMRNNLNEIKEKIAKLIADEMPLLIKFEQEAM
ND
AVRGKLAASIRGLRSRFTSTVGQAVDNVNGVGTVVGGFAAICNLWNLWAVSQQVTSKLNNANSTQDQADV
YI
ELASALSWTLSAFAGVGRDAQVIASKFVEMSVKSALAESANNLNQQMVIKRFAAAAKATAIFGLFAASTE
TY
LTIRQMFKSDSFFEQMLLVGKAGALVVQGGVSFAQLAYITTDVAIGGIVAAWMVSTLFYAGIAYLLFSAL
YN
YYHRDEMQKWLLHCAWGKSPKPQTLEQELTALENIIWKPNIELTKNSVDIYLPSYLLDDDKKHFDVQIVT
KN
KYENANLSYASPEEIRRCKEQFEPKQIDVSKARRKNTANGVGYISIPVLHNEGDEIIIAINYDRAWTEEC
QS
YVGTRSSTGTFDLERTKDVVSKRHGVAGLTLPVAG-----------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1T5HY29_9GAMM/1-1040
MSSDAYNAAEIGGSASPSSPAGACPLQATEVGIIPVRYAIDGSMGEKPSYSLPDGTHWKPTFKLHQHYML
RQ
LRDGWLYVFSEKLKVLHTYKIEGEIFTAQHDGGTCSSCLTYDSDDTLWLSYAHQAWTPRIVTLFSNEEKY
RN
KWMRPLNISAFKRRMNGPHAGMAKNLESSVADIGSVSQDIINGFSITSTPLKADTSTSEGEFSRTKTAIT
AP
TYQAALPNANVNDGLFIALEDPLADITDIALKLGTFQAQKEYIFGSDTDKHKLLMSEFTRSIARVPYDPK
TA
PMALKSKLKDSPLETLKFEAALNEYLRYQFPLKQTPYGSEANAVNALSSETVRSAALNTLQNTYGYTPTD



KD
IEHFKSREKNIGEINWELMSTFLTNKYNDLDKLEGEAAPLIEDLDNALISLGEDALRVGIDIESEQGQSF
LN
QLFSQLFSLMTSVSKEWKAAQKQSLLALAPYYYSPEFQSVIHTQISNDAVSFSSSSDITNMASRVGESYG
LL
VDGRIPDTDDAIKATLVAAKSAFSKASSSAWKGLMDSLFPYHFSGKNGLASGLQLIVARSLVSKENKIQI
SS
DYSTQLAKFNKTLTPFLQQAERQSGQLHSQNTTAMRNALAKTKQQIANHIAQEMPLLITFETEAMNTAVR
EK
LTASIVGLRSRIGQSMESINGAGTVIGGFAAICNLWNLSVVSKQVVSKLNSASSTQEQADVYIELASTIS
WT
LSAFAGVGRDAQVIPKTLIEKSVREAIGSASNIEQQVVIKRFVAAAKVTAIFGLFAASSEAYLTVKQIQK
SD
DFFEQIILTSKGLALGLQGYVSGYQLVNFVRGAVLSEIVAAWMISALFYAGIAYLIFSGLYNYFHRNEMQ
KW
LQGSTWGNSPKTQTPEQELMELENIIWKPKIELTKKNVDIYLPSYLFDDEKQHYDLQIVVQKKSKNINLS
YA
PPHVIQEEMNKPRKVMIDVSQAKRKKTANGVSYIAVPVTHDEGDTVVIAINYDRAWTHNCQSYAGRLNKT
GT
FDLEKTKDVIIAPNGVAGIKLPTTGETNENTR--------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A137S7F3_9GAMM/1-1180
MSDKSSVYTVVSGDNLTLIARRFGFRNYQTIYDHELNSEFKKSRPNPNIIHPGDEIIIPNKVMKTVPAAE
GK
VQVYRLVKEKQIPSSGGQQIGILPVRYAFSDKMAESLDEEREQLDSTGTNLESGLMSSGMRDYTLRQLRD
GW
LYVYNDTKSELDEYQITGSTYTKYEWDTIDQHATSQAGDAKSILLYNTSDKLTIAFAPLRWTDRVCEHMS
ND
AGSRDAWMRQLNVSDYKVAPHTANITKLSELVADVDIEGEETFNNTCTPLSYPELEGNNDGLVSHKAAST
EV
DHTVDLPENTAAIIVALDDSLADVKDLYIALAQPYARHSLVMGSTEEEVAENTRKWEMAQFTKSLARVQL
SG
DELPSKIKDNPKLKSKFNIDFNEYLNRVEAKNAYSQTYAATQDMLGTVGQKYDDKIVESKNKLLAKYNFE
ST
GKQDLDFIAQQKNKYQDEVRWDELDAFCDDIEPKLKVNLPLIKQAHQDLLVSLQVIGIDAMKLGFDVENT
ES
MIYLLNLSNALTSMLMLTTLDEDGGACLKSFLTQQSPDNLLSLTTFCFSTEYKKEFEERMSLFRELKTET
DS
GNYSFARSAANGSLWVGRFSEIDTLMGFNVAGAQGSTWYPLVQSAIQRTFSAFKEAAKGAASSAWGSLQT
SL
FTNALPSIVSKNVNDSIIHHLRLGLLSNAIEENSIILNEQFDIKMKQFNADLDAIDNRLKPLLRSKANLN



SN
KNTSGKGNSFYAKKFKKEAIDIEIEKLVNQKHIHIENKPDLLVFENEKMKQIDVISSQSTAELAGTEVAK
RT
QKAQVIYEKYGATSPGLAMLNFVNLLYKAEDYANSYDYLDDKQKSRINKDLASTFFWTASSISDVFRGVH
WA
QVQNQGETLLALSLREAVSHDTYGALVKRFSISMGTMAGFGLVAAGVEAWMTWDDIDDAGSELEDSLLWG
KL
GALAVQGGVFSVQSVRWLLSQFGSRALGTIFLPWMTAVLAVSGIVYLIVSVVLGIIQKTPLEIWVNKSTW
GK
RQNIEWTAEQELLEYDKIVRKPVVEITMLVEKETAAQKMGYGREPNKKRLVIFVPGVKPNDEVDVGIIKH
SY
VSTSTRIRDISDIPAVASLTLDDLNQGTWTEQDGLWQYSVDVVVEAERDSFNVDIVVPAGDSEIEYKATG
SE
GSLTVHVQDQVTIESSSNLFTSRVGHHE------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>Q2C4W4_9GAMM/1-1039
MPTDAYNAAQTGGTTNPSSPAGTCPFQLKEVGIIPVRYALDGAIDNEPLYPLPDGANWKPPFKLNQQYNL
RQ
LRDGWLYVFSKKLGKLHTYKVEGDIFTAHHEGGTCAACLTYDSDDTLWLSFAPNAWTERLITLFSGIDEG
KT
HRNQWMRKLDIKAFKQHMVAPHCGLAKDLEASMADIGAVSQDIINSFTVTSTPLEAETSSPNSEFIKVKQ
AG
SAPTHQAALPQANIENGLFIALDDPLADITDIALKLGTLHAQKELVFGDDEDKHKLLMSDLVRSIAHVPY
DP
KNAPSALQKKLKDNPQETLKFEATLNEYLVIESGLNQYKYDHNAFEGVKTLEPRKQELLAELKNQFSYQP
TA
KDTANYEQRNKNISEINWEGMSTFLNGKYSELDELKGDVAPIKEDLDNAIISLGVNALRVGVDIENEQGQ
SF
FNQLFLQLFTLMTAVSSDWKAPKNQSLMALAPYYYSPEFQSVIFQKISNDAVSFSNASDDTNMVSRLGEI
YG
WLDDGRIPDTDDTIKAAINNVLSAAKKAFSKAGNSAWEGLLDGLFPFQTHGENNLASGLRFIVARSLISD
DS
KITFSKDYVKNLEAFNSKLTPFLQTAQRQSSHLHAQNTTAMRDALGATKQKIADLIASEMPLLIKLDKEA
MT
AVRTKLTGYFSGLRERTISMVGKANKSLESINGADTVIGGFAAICNLWNLMVVSQQVTTKLKQAGTPQEQ
VD
VYIELASTVSWTLSAFAGVGRDAQVIANEFVNKSVQSALRQASNIEQVAIKRFAAAAKVTAIFGFFAAST
EG
YLTFKQAYNSDDWFEATLLTGKGFALGAQGIVSGFQLFNLASQTVILGEIIAAWMVSTLFYAGIAYLIFS
GL
YNYFHRDEMQKWLRGSSWGKSPIKQTAKQELMGLEDIIWKPNIELTTKSVDIYLPSYLFDDEKQHYDLKV
VV
NKKKSTSYADIATEMKKPSKLKVDVTQRKRKKTSNGVSYITVPVTYDEGDTVVIAINYDRAWTESCQSYV
GK
LTSTGTFDLKKTQDVIRHHNGVAGLKLPTAG---------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2T3Q4X0_PHOAN/1-1052
MPSDAYNAAEIAGTTSPSSPAGTCPLQSKAVGIIPVRYAIDGAMGDEPSYPLPEGSDWKPTFKLKHQHYT
LR
QLRDGWLYVYSEKLKILHTYKIEGDIFTAQDEGGTCAACITYDGDDTLWLSFAHQEWTERLLTLFSDDNQ
YR
TKWMRKLNISAFKQQMRGSHAGMAKNLEPSVADIGAVSQDIINAFAHTSTPLEADSAAPDSVFSQPKKAI
AA
PTYQVALPNTNVDNGLFFALEDPLADITDIALKLGTFHAQKELILGDDKDKHKLLISEFVRSIARVPYDP
KN
ASTTLQKKLKDNPQETLKFETTLNEYLRYQSPLSTSSYGSEAYAANELSSESARIAALEMLTNTYYYTPT
DK
DIEAFKSREKNIDEINWDGMSGFLDERYNKLDALVGNASHFIEDLESAFKLLGCDALRVGIDIEDDQGQS
YL
NRWFEQLFPLMTAVSQEWEAAKKETLLALAPYYYSQEFHTVVHQQISNDIISFSNASDDTNMISRLGEGY
GL
LNDGRIPDTDDTLKALINNVLSAAKKAFSKAGNSAWEGLLDGLFPFQTHGENNLASGLRLIIARSLISDD
SK
ITFSQDYVKNLEAFNSKLTPLLQTAQRQSSQLHAQNTTAMRDALGATKQEIADLIASDMPLLIKFDKEAM
KA
MNTAVRTKLTGFFSGLRERTISMTGKANKSLESINGAGTVIGGFAAICNLWNLMVVSKQVTSKLNQAGTP
QE
QADVYIELASTVSWTLSAFAGVGRDAQVIANDFVKLSVNDALKKSVSNSNLEQQVVIKRFAAAAKVTAIF
GL
FAASTEGYLTVKQLMKSDDWFEQILLSGKGLALVAQGIVSGFQLFNLASQTVILGEIIAAWMVSTLFYAG
IA
YLIFSGLYNYFHRDEMQKWLRGSSWGKSPIKQTAEQELMGLEDIIWKPNIELTKKSVDIYLPSYLFDDEK
QH
YDLQVVVKKKHHNTNLSYAPPSVIQEEMNKPQKMMIDVTQAKRKKTSNGASYITVPVIYDEGDTVVIAIN
YD
RAWTESCQSYVGTLTSTGTFDLEKTQDVIRHHHGVAGLKLPTAG--------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A2T3MI89_9GAMM/1-1029
MSSDAYNAAEISGSASPSSPAGACPLQATEVGIIPVRYAIDGSMGEKPSYSLPDGTHWKPTFKLHQHYML
RQ
LRDGWLYVFSEKLKVLHTYKIEGEIFKAQHEGGTCASCLTYDSDDTIWLSYAHQAWTPRIVTLFSNEDEY
RN
KWMRPLNISAFKRRMNGPHAGMAKNLESSVADIGSVSQDIINGFSITSTPLKADTSTSEGEFSRTKTAIT
AP
TYQAALPNANVNDGLFIALEDPLADITDIALKLGTFQAQKEYIFGSDTDKHKLLMSEFTRSIARVPYDPK
TA
PMALKNKLKDSPLETLKFEAALNEYLRYQFPLKQTPYGSEANAVNALSSETVRSAALNTLQNTYSYTPTD
KD
IEHFKSREKNIGEINWELMSKFLTNKYNDLDKLEGEAAPLIEDLDNALISLGEDALRVGIDIENEQGQSF
LN
QLFSQLFSLMTSVSKDWKAAKKQSLLALVPYYYSPEFQSVIHTQISNDAISLSSSSDITNMASRVDEIYG
LL
DDGRISDTDDAIKATLVAAKSAFSKASSSAWKGLMDSLFPYHFSGKNGLASGLQLIVARSLVSKENKIQI
SS
DYSTQLAKFNKTLTPFLQQAERQSGQLHSQNTTAMRNALAKTKQQIANHIAQEMPLLITFETEAMNTAVR
EK
LTASIVGLRSRIGQSMESINGAGTVIGGFAAICNLWNLSVVSKQVVSKLNNASSTQEQADVYIELASTIS
WT
LSAFAGVGRDAQVIPNEFINKSVQKALIDSSYIEQQVVIKRFAAAAKVTAIFGLFAASTEMYLTGSQLWK
SD
SLLEKALLFGKFSALTVQAGVSFTQLAYLATDVTIGGIIAAWMVSALFYAGIAYLIFSGLYNYFHRDEMQ
KW
LKGSTWGKSPKTQTPEQELMELENIIWKPKIELTKDSVDIYLPSYLFDDEKQHLDLQVVVNKKKSTAYAD
IA
IEMKKPSKVMVDVTQAKRMKTATNVTYISVPVKYVQGDTVVIAINYDRAWTHNCQSYVGHISKPGMFDLE
KT
KDVISNSNGAVGIKLSIAGLK-------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2T3QGI7_9GAMM/1-1040
MPSDAYNSAEIAGTKSPSSPAGTCPLQTKEVGIIPVRYAIDPTMGTKALFPLPEGDDWQPTFNINLPYTL
RQ
LRDGWLYVYSKKQKVLHTYQIENAVFTAQHEGGTCAACLTYDSDDTLWLSYSHQRWTPRLIELFSTEKKY
RE
QWMRQLNIQAFRLRMKGHHAGMAKKLESSVADIGSVTQDIINGFAITSTPLNADDTESNSGFEFNKAKPA
NP
ASTYQVTLPESNVGNGLFIALEDPLADITDIALKLGSLHAQKERVFGSDEDKHKQLISEFVRSIARVPYD
PK
TAPEALKTKLKDNPQEVLKFESVLNQYLRYQSPLNQAQYGSEAYAANALSYEQPRLEAQKILNNTYHYTP



TD
KDFEHFESRKKNIDLVDWNKMSIFINEKYAKLKAIEGDAATMLAELNRALKDLGVYAARVGVDIEETQGQ
LY
LNTLFGHLFPLMAAVSQKWDAAEEDTLLALAPFYYSPEFSKAINKAIPNDALSVTNASDMTNMVSRLGES
IG
FIYDGRIPEGDEATKALITRVIQAAKNAITTAGDHVWDGLMDGLFPHQVSGESGLDSGLRLMVARSLVSK
EG
KLLISSDYVSKFDSFSDKLNPLLQKAEQLSGQLYANGTTAMRNNLNEIKEKIAKLIADEMPLLIKFEQEA
MN
DAVRGKLAASIMGLRSRLTSTVGQTVDNVNGVGTVVGGFAAICNLWNLWAVSQQVTSKLNNANSTQDQAD
VY
IELASALSWTLSAFAGVGRDSQVIASKFVEMTVKRALAESASTVNQQVVIKRFVAAAKVTAIFGLFAAST
EI
YLTGRQWQQSDDTFEQALLIGKIGSLAAQGAVSAFQLARVLGSTALLGEIIAAWMVSTLFYAGIAYLLFS
AL
YNYFHRDEMQKWLLNGAWGKSPKPQTLEQELTALENIIWKPKIELTKNSVDIYLPSYLLNDAKKHFDLQI
VV
HEKINLIYVSMNSHSNETLKSTQIDVSQAKRKNTANGVGYISVPVLHKEGDEVIIAINYDRAWTEECQSY
VG
TRSSAGTFDLERTKGVVSKRHGVAGLTLPVAG--------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A330LKA7_9GAMM/1-1178
MSDKASVYTVASGDNFTLIARRFGFRNYQAIYDHELNAEFKKLRPDPSSIYPGDEIVIPHKVMKTIPAKE
GG
IQVFRVVKEKEITPLKQIGILPVRYAFSDKIAESLDEERQQLDSTGTNLESGLMSSGMRDYTLRQLRDGW
LY
VYNDTKSELDEYEISGSTYTKYDWDTIDQHADSQAGDAKSILLYNEGDKLAISFAPLRWTDRVCEHMSND
AA
SRDAWMRQLDMSDYKNAPHTANIIKLSELVVDVDAEGDATFNNTCTPLSDPKLAGNKDGLVLHKAASVET
DH
TADLPEATEAIIVALDDSLADVKDLYVALAQPYARHSLVMGLTDKEVADNTRKWEMAQFTKSLARVQLSG
DE
LPSKIKDNPLLKSKFNIDFNEYLNQVEARNAYSQTYAATQDILGTVAQKYENKITVSKKTLLEKYNFVPT
YK
QELDLIAQQKSKYQDEVRWDELDAFCDDIEPKLKANLPLIKQAHKDLLASLRILGNEAMKVGLDVEDVES
VT
YLLNFSNALTSMLMLTTLDEDGGASLKSFLTQQSPDNLLSLTTFCFSTAYQKEFEERMLLFAELKTETDN
GN
YSFADSTANGSLWVGRFSEMDTLMGFNVAGAQGSTWYPLVQSAIQRTFNAFKEAAKGAASSAWGTLQTSL
FT
NALPSIVSNNVNDSIIHHLRLGLLSNAIDEYSIIINKQFDNKMKQFNADLDAIDNRLKPLFRSKASLNSN



KN
TSGKGNSFYAKKFKKEAIDIEIEKLVNQKQLHIENKPDLFVFENEKLKVIDAISNQSTTELAGVAVAKRT
QK
AQGIYEKYGATSPGLAMLNFVNLLYKAEDYANSYDYLDDKQKSRMNKDLASTFFWTASSISDVFRGVHWA
QV
QNQGDTLLRTSLRDAAADKKITVLVKRFSVSMGTMAGFGLVAAGVEAWMTWDDIDDSGSEFEDTLVQMKF
AA
LTAQTFIFGAQSVLWLFSKFGNLALGTIFLPWMTAVLAISGVVYLITSVVLGIIQKTPLETWVNKSTWGK
RQ
NKDWTAEQELLEYDKIVRQPMIEITTIVENETAAQKMGYGRKPTKKRLVISVPGIKPNDEVDIGITKHSY
VS
TSTRIRDVSDISAVAALTLDDLNQGIWAELEGLWQYSVDVIVETERDSFNVNIVVPAGDSDIEYKATGSE
GS
LTVHVQDQVTIENSSNLFTSRVGHHE--------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A291U4L9_9GAMM/1-1021
MGQMNQPKSGPNQAAMAASNKDCKSPVGTCPFKNKELALVPVRYAVDEPFEAPATQPHPLPAKDFKGPLT
LK
ANPYTLRQLRDGWLYVFDETAKELDEYEVKGSQFIHTSKGSKGHLLYHANHKVAMAFSHQRWTARLKTAY
SE
QSGLRSKGMRRFNLLSLASKMGGTHAGLLDVLSSHVADMGLANKGFEASCAPVKAPDGAAPGLLWHDKPA
GS
PAPCKVGMPDLKSALVVALDDIVSDMHDLTVRLGEVWAKQENPFSDDTQRHKWTMAAITEMVGLPPVNEQ
QL
PAAIKGNRLATFRFKKSLLVYAKAERERQQFMLAPPVAVSTPQIATSLMASVDKALTALQGYKPGPDLVQ
KW
GEFRYKDVVRWQALEAQIAQHQPLMDKLRKRWEVTYDDALLVLAALPGNPLLLGFDSQTEKAQAYLLTSA
QE
WLAMLQVTTPGMEWAKTLQKQLRKGALPALAHYGFDETVKIELVEQASWLNISNTTAGANASAGWSALAD
EG
RLLDSKLFAGLGASSKATMDALHQAITGPAMQAWERLTMVLHPLLLKGQSNAAWVAAVALEAVHTGQAVR
FN
KAFNTEAKAWLQHQHDAAGMQSRQLGTPGQPISPHQTQELGQAGQQLQRARWPRLFLLEGKQVEFEANVA
RY
QALLHQGGVKAAGQAGKVWDSWGNFGGLAALVNMTNLVSTLDHYQENRLKVTGSPKALADLDRAVTYTAA
WT
GSAIAGVYQGSAYGALKENTLLAMKLKDVAKEGYGVLARRFALSMGAMAGLGLLAASLELAETWGKTEDT
TN
SDTEQFAYYLKAMGIGAQAVASGVALFQLVSGSLIGVIWAPWMMAFIAIGGVAYLVSTWLLARFGRTPIE
RW
LLQSTWGTKPAGWTPAVELGEYERLAHAPEVTMDEKGRELVIRMPAHISEMTLQAGVQRISYQANPSGSY
PA
AVSVHGAPQALPLPTRQGQRGEYRLPHTLTQGDKLILLITYPAEESLSGTAQRFVIRGSLSLGAVLTAEI
DA
ALPVKGILIEMKQ---------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1E4WT18_9GAMM/1-1008
MGQQNQAKGGPNQVAMAASPKDCKSPVGTCPFKNKEIALVPVRYALDEVFEAPAKQPHPLPAKYFKGPLA
LK
ANPYTLRQLRDGWLYVFDETAKELDEYEVKGSQFIHASKGSKGHLLYPANHKVAMAFSHRRWTERLKKEY
CE
QNSLRSKGMRSFKLLSLASKMGGTHAGLLDVLSSHVADMGLPNEGFVDSCAPLKAPEGVEPGKLWHDKPA
GS
PAASKAGMPDLKSALVVALDDLISDMHDVTMRLCDIAIRHEQPFNDDDTRHRWTMAGITEMLALPPLDEG
SL
PPSAKGDRLATFKLKKQLQSYLVAKHDYKERQGSGNHYIDLGAEQRLMTQHAQLKQLGLNPDPWANWPGV
RF
DDEVNWSGLEGMIQQYAQGVDALRPRWLATYDDALQLLQALPTSPLLLGLDSQTEDTQTLLLASSGQWLF
SL
FFAPDTKRGEQLTKALKKGALPALAHYGFDIEVKKELENNPGWIGVGNITGVANALAGLEAIASNHLLSD
SK
LFGGLHEGAKATMSALKGAIAGVAIKPWQQLSELLHPHLLSGEKLGRTLSLVVLESIHTGQQVRINAAFV
DE
SKAFVAQVQGNLLGKLAATPGNKITEGHLGRMKAAGAELSQLKWPRPLLLEGGLQQDFERKMASYLKLQR
QG
AKGAQAAAKVWQEWGNFGGLAALLNIANLTVALQGYDENARKLQGNPAAQLELSRNLAYTAAWTGSAMVA
IK
QGQVVVPSELLGLRLSEAMKDNPALVHRFALTTGWMTGLGLLAAGLEAWETWQKLGDNTNADMEQFGYWL
KL
GGLAAQGAPVFVSMVWLRLGAEIVTIWAPWMVAAIGIGTLLYLATTVILARYSRLPVERWLLQSTWGNKP
AG
WNPVYELTQYEWLSSQPTVSLKDRQLEVGLPGYINTVAVELAVRRFKVPSTLHREAAMAGGLGGPEALDV
RV
ASATREQLVLDMGKVWLTDVDELVVCIIYPGHESLSGEAQRFVARGTFSRGVILTAESDITLPVTGTIIG
LQ
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1V3GE27_9GAMM/1-417
MVILKHQAANDAAKKMLNQTIERIWQKGAQAAQTSWNKLGNMGGILAILNIWNSASVLHNIRYKAEQHPE
TS
LWANPALREAIYSTAYAVSQVAGLWRDAAWKKIIADKKLLEISLSEALDVSVASEKARLRAFTRATAMVS
LF
GFIAAGLEAWDSYKKYDDLSNTSMESLGYVLKGVAAGSQAVVFVAQAVANFASRFGILGTSIGSIIATWM
MT
TLMVAGIVSLLAVLIINLVKRSDLEMWLLHSTWGKQTKQWEFFEELESLENIINKPQIRLNSVPNRLPSQ
WM
DAGTEQWQLELILPAFTQDTKIGLQVTRKPKDKNYHYRVAEPKPAVVVNEQRGTWSKEKISGNPIYRLDI
GG
STNDTVAVLVSMPFAWQASESEMLGYVAVGSHQGELTVNPAPTDKKLAKRNIEVRVD-------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S2CG45_9GAMM/1-1045
MPSDAYNSAEIAGTKSPSSPAGTCPLQTKEVGIIPVRYAIDATMGTKALFPLPEGDDWQPTFNINLPYTL
RQ
LRDGWLYVYSKKQKVLHTYQIENAVFTAQHEGGTCAACLTYDSDDTLWLSYSHQRWTPRLIELFSTEEKY
RE
QWMRQLNIQAFRLRMKGHHAGMAKKLESSVADIGSVTQDIINGFAITSTPLNADDTESNSGFEFNKAKPA
NP
ASTYQVTLPESNVGNGLFIALEDPLADITDIALKLGSLHAQKEMVFGSDEDKHRQLISEFVRSIARVPYD
PK
TAPEALKTKLKDNPQEVLKFESVLNQYLRYQSPLNQAQYGSEAFAANALSYEQPRLEAQKILNNTYHYTP



TD
KDFEHFESRKKNIDLVDWNKMSIFINEKYAKLKAIEGDAATMLAELNRALKDLGVYAARVGVDIEDTQGQ
LY
LNTLFGHLFPLMAAVSQKWDAAEEETLLALAPFYYSPEFSKAINKAIPNDVLSVTNASDMTNMVSRLGET
IG
FIDDGRIPESDEATKALITRIIQAAKNAITTAGDHVWDGLMDGLFPHQVSGENGLDSGLRLMVARSLVSK
EG
KLLISSDYVSKFDSFTDKLNPLLQKAEQLSGQLYANGTTAMRNDLNNIKEKIAKLIADEMPLLIKFEQET
MN
DAVRGKLAASIMGLRSRFTSTVGQAVDNVNGVGTVVGGFAAICNLWNLWVVSQQVTSKLNNANSTQDQAD
VY
IEMASALSWTLSAFAGVGRDSQVIASEFVRMSVKSALAESASNVNQQVVIKRFVAAAKVTAIFGLFAAST
EM
YLTGRQWQQTADIFERVLLTGKIGALFAQGVVSLAQLAYITTNVAIGGIVAAWMVSTLFYAGIAYLLFSA
LY
NYYHRDEMQNWLLHCAWGKSPKPQTQEQELMALENIIWKPNIELTKNSVDIYLPSYLLDDDKKHFDVQIV
TR
KILEENINLSYASPEEIKRYKEPFKPKQIDVTKAKRKNTASGVGYISVPVLHKEGDEVIIAINYDRAWTE
EC
QSYVGTRRFIGTFDLERTKDVVSKRHGVAGLRLPVAG---------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M7LK40_VIBAN/1-177
AAIDTEFKFVADKAVVSSSDYLQDLPEQNCGLFVALNDPLADVSDLFITFTTQVADLTKKEVGDEAQQHK
MQ
MAELTRTLGRIRLEEKEIPDFVKQDPIRILELERAITEYWATAELAEMEFSQLASEGITPSKALSPMQQQ
AD
QQLAELKTLYRFEPTSAQMRKWRKKDNGFNDEV-------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0S2SI51_9GAMM/1-1079
MSSVDQAASAAGKTYRVKPGDSLGKIAQANGTTVDALVKANGIKDPDLIYPDQTLTIPAHDKANPAASAQ
QA
PAAKRPQESPNQDAGSGGVQDACAASGTCPYKSKEIAIIPVRYALDELFDAPATQPHPLPSKGFKGPLAL
KA
TPYTLRQLRDGWLYVFDEKTKMLDEYEVKGSQFIHESKGSKGHLLYPANHKVAMAFSHQRWTERLKKEYR
KE
SSLRSQGMRSFNLLSLASKMGGEHAGLLDLLSTHVADMGLPNEGFVDSCAPLKAPEGAEPGLLWHDKSAG
SP
GACKAGIPDLKSALVVALDDLISDMHDVTMRLSDIAIRHEQPFNDDDTRHRWTMAGITEMLALPPLDESS
LP
VSARGDRLATFKLKKQLQSYLVAKHDYKERQGSGNHYIDPGAEQSLMALHAALKQLGLNPDKWASWPGVR
FD
GEGRRMVNWSGLEGIIQQYAQGVDALRPRWLATYDDALLLLQALPTSPLLLGLDSQTEDAQTLLLASSGQ
WL
FSLFFAPDTPRGAALTKALKKGALPALAHYGFDVEVKKELENNPGWTGVGNITGVANALAGMEAIASNDL
LS
DSKLLGGLHEGAKATMSALKAAIAGVAIKPWQQLSELLHPHLLSGEQLGRTLSLVVLESIHTGQQVRINP
AF
VAESQAFVAQVQGNLLGKLSVTNGKITEGHLDRMKAAGAEWQQLKWPRLLLLEGGLQQDFERKMASYLNL
QR
QGARGAQAAVKVWQEWGNFGGLAALLNIANLTVALQGYDESSRKNQGNPAAQLELSRNLAYTAAWTGSAM
VA
IKQGQVVVPSHLLNQPLAKAREANPALVRRFALTTGWMTGLGLLAAGLEAWETWQKIGDNTNADMEQFGY
WL
KLGGLGAQGIPAVVSFGRLLFGATLGATWATWMVASIGIGTLLYLAATVILARYSRLPVERWLLHSTWGT
KP
AGWSAAEELLQYERVACQPTVALKEEKLTVELPPHLRTITLQLSIRRLGYAPSGQSYPAVSAVLGPAQEA
AI
KMTSQGAGQVTLVVAANQGDELQLQIGYPAEESLSGQPLRFMARGTLAKGVVLTAEIDDKLPAQGTMIEL



K-
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1N7BQ14_9GAMM/1-1007
MGQQNQAKGGPNQVAMAASPKDCKSPVGTCPFKNKEIALVPVRYALDEVFEAPAKQPHPLPAKYFKGPLA
LK
ANPYTLRQLRDGWLYVFDETAKELDEYEVKGSQFIHASKGSKGHLLYPANHKVAMAFSHQRWTERLKKEY
CE
QNSLRSKGMRSFKLLSLASKMGGTHAGLLDVLSSHVADMGLPNEGFVDSCAPLKAPEGVEPGKLWHDKPA
GS
PDASKAGMPDLKSALVVALDDLVSDMHDVSERLSDINLRYEHPFKDDDTRHRWTMAGITEMLALPPLDEG
SL
PASARGDRLATFKLKKQLHSYLVAKHDHKERQGSGHHYIDLGAEQRLMAQHAPLKQLGLNPDQWASWPGV
RF
DDEVNWSGLEGIIQQYAQGVDALRPRWLASYDDALQLLQALPTTPLLLGLDSQTEDAQTLLLASSGQWLF
SL
FFAPDTKRGEQLTKALKKGALPALAHYGFDIEVKKELEKNPDWLGVGNITGVANALAAMEAIANNALLSD
SK
LLGGLHEGAKATMSALKSAIAGVAIKPWQQLSELLHPHLLSGEKLGRTLSLVVLESIHTGQQVRINPAFV
AE
SQAFVDQVQGNLLGKLAATNGKITEGHLGRMKAAGAEWSQLKWPRLFVQEGGLQQEFERRMASYLTLQRQ
GA
RGAQAAAKVWQGWGNFGGLAALLNIANLTVALQGYDENARKLQGNPAAQRELSRNLAYTAAWTGSAMVAI
KQ
GQVVVPEHLLEKRLALAMKENPALVRRFALTTGWMTGLGLLAAGLEAWETWQKTGDNTNADMEQFGYQLK
LA
GLAAQGGAMGRSLMLLGRGASLGAIWAPWMVAAIGIGSLLYLAATVILARYSRLPVERWLLQSTWGTKPA
GW
NPVYELTQYERLSSQPTVSLKGRQLEIGLPDYINTVAIELAVRRFKVPSTLHREAAMAGGLGEPEAFDVR
VA
GVSHNQLVLDMGKVWLTDVDELVVCIIYPSHESLSGEAQRFVARGTFSRGGILTAESDIKLPVKGTIIGL
Q-
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A2T3NU56_9GAMM/1-1162
MAKPAARLGDNHVCPRKTSKVPHVGGPAISGSSNVFINGLPAAKKGDNLVCVGPMDTITEGSSSVFINGK
PA
ARMGDGSSHKGKIVAGSGNVFIGNKGQSASGGVDALAANGKDKHSKKDTPSKVTSSENSTHSSNSLSPSD
TG
TSSESSQPSKKPIRSKPTQQDNPLPSENELVSIIPVRYAYDTELLAPRTTGNFSKGPFNTQIPYTLRQLR
DG
WLYIYNSTTKRIEEYQVEGSNIGGKSCLSYPKGNNIKLAYSFQQWTDRIKQSITTNRSLRARWMRNVRCD
GN
NSTHCGDLDTLATTVADMQGNPVHDFSNSSTPLTENTSTNTVDNTESDLIRAKPATSPDDWKRDIESDIA
LV
VALDDPLADLQDLTLGLMAPQLEQHAITADETSAHQWQIAHLVRNIARVQVPESEWSFKIDEENYIEFEQ
DL
HNYLIAWQEHENALLQQGSGHFSVSLDYLKKQKLLESKALLKEKWDFTPSSAHEAQWSQKRRFNDEIRWD
EL
NQFSAKIESQMAKSEAKIQLWADVLTQAVSQFGGDPMRLWLDIETPMGISLYLNLMSEICSSLLQAMHSE
NE
RTKLSRLLQRDDNLLALAPFGGSQHLKSALDKDTVDNSIFTGVSDWASLVNRISDFEVLFEHKEITDSRW
FK
ALTEPVQNTLLALRQAVRQNVSESWHNIVVSITPLQRPNGLVPGLLSDIRTLFLESRLHDQHIEFDKNYR
NS
QQNFNTKLRQAIFDVTSTVHTSPTSPTVIYSHAHQSRRAKQSLINVIADYPSFMAVKNNEVSKQTRAAIK
TN
TQALAAQAIHGKTTLATHYGNLGGTGAMVAILNSINFLGLMSEIEKLPSDSKVQRQAMEQAAIGFMWALS
SI
GDVVRSQTFKKLQSEHSSLLKYSIREAIKLETTTQIQKQLLTSFRAGMYTMAITGFIAAGWEVVNIFEHW
KN
TDSLSERSLLLIKGSGLGANILVFGITIFNTSSQYSIAAIIAPWMVTALFWGGLVVLIASLLLSIIKKSP
IE
KWLVRCLWGNENRNWSIEKELSEYQKIIYQPQAKIIKSNRQCIRQPVYNSPGLYSIHKTIQIQLPDSSMN
FA
LTISGQTTNTILNGRWVTHQEQRYFEVDISYTSAYANITISLQYTDIPFFNYTLSASKQGGFIIASTVPA
NQ
QNLIELQASL------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3A9ISN9_9GAMM/1-1059
MNRTYQIKQGDTLSDIARRHHTTADEIAKRNAIPAPHILYPGQTLILPDANALALDSAASIEGAMLAALC
AS
NKDCKSPVGPCPFNNAETALVPVRYALDEPFEAPATQPHPLPATGFKGPLALNTPYTLRQLRDGWLYVFD
ET
AHILDEYEVKGTQFIHANKGSKGHVLYPARHTVAMAFSHQRWTERLKTAYCEQDDLRSKGMRRFALPSLA
RN
MGGPHAGLPALLASHVADMGLPNDGFVMSCAPLKAPDGVEPGLLWRDKPAGSSYASRANMPDPQSALVVA
LD
DLISDMHDVTEHLSDTLLRYERPFNDDDTRHRWAMATITEMLALPPLDEYSLPAPAKGDRLATFKLKKQL



QS
YLVAKHDYKERQGSGNHYTDPGAEQLLMKQHAELKQQGVNPDTWADWPGVRFDDEVNWSGLEEIITQYGQ
EI
DALRPRWLATYDDALQLLQALPSSPLQVGLDSQTVDAQTFLLANCGQWLFSLNMAPDAQRSEQLTAALKA
GV
LPALAHYGFDIDVKKELENNPDWVGVGNITGAANALAALEAIANNDLLSNNKVFGGLHEGAKATVNALKS
AI
AGAAIKPWQQLSELLHPHLLKGEKLGRLLSLVVLESFHTAQQVRINKAFIAESNAFVYQVQRNILGKLAA
VP
GTKITEGYLGRMKAAGAEWQQLEWPRLLLQEGGVQQEFERRLASYLTLQRQGAKGAQAAARVWQDWGNFG
GL
AALLNIANLTVALQGYDENARKLQGNPAAQLELSRNLAYTAAWTGSAMVAIKQGQVVVPTHLLEKRLALA
MK
DNPALARRFALTTGWMTGLGLLAAGLEAWETWQKTEDNTNADMEQFGYQLKLSGLAAQGGAMGRSLMLLG
RG
ASLGAIWAPWMVAAIGIGSLLYLAATVILARYSRQPIERWLLQSTWGTKPAGWSATEELFQYERIASQPT
VA
LKEGMLTVELPPRLRTITLHLSVRRLSYALAKQSYPASITTPVLGPAQEAVIKVASKGPGQVTLAIAANQ
GD
ELLLQIGYPVAETLSGQPLRFMARGTLAKGVVLTAEIDDKLPVQGTFIELK-------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A175VKS4_AEREN/1-1001
MSTPNQAAGAASNKDCKSPVGTCPFKNKEIALVPVRYALDEIFDAPATQPHPLPSKGFKGALALKSTSYT
LR
QLRDGWLYVFDEKTKMLDEYEVKGSQFIHESKGSKGHLLYPANHKVAIAFSHQRWTERLKNAYSEQSALR
SK
GMRSFNLLSLASKMGGGHAGLLDLLSTHVADMGLPNKGFVESCAPLKAPPGVEPGLLWRDKPAGSPDASK
AG
IPDLKSALVVALDDMVSDMHDLTMRLSDIHVRYEQPFTDDDASHRWTMAGITEMLALPALDDNTLPAGVK
GD
RLATFKLKKQLHSYLVAKHDYKERQGSSNHYIDPGAEQRLMARHAQLKQLGINPDLWADWQGVRFDDEVN
WS
GLEGVIERYAREVDALRPHWLATYDDALQVLQALPHSPLQLGLDSQTVDAQTFLLASSGQWLSGLFFAPE
PQ
RGEQLTSALKKGALPALAHYGFDIEVKKELESSPGWVSVGNITGAANALAGLEGIANARDLSNSKLLGGL
HQ
GARATMNALKGAIAEVAIKPWQQLSELLQPHLASGEKLGRMLSLVVLESIHTGQQVRINSEFLAELNAFT
AQ
VQGNLLGKLAVTSGQQITEGHFARMQAAGAEWQQLKWPRLLLLEGTLQQDFERRMALYLTLQRQGARGAQ
AA
ARVWQGWGNFGGLAALLNITNLAVALQGYDENTRKLQGNPAAQLELSRNLAYTAAWTGSAMMAIKQGQVV



VP
KELLGKTIAELAMENPSLARRFALTTGWMTGLGLLAAGLEAWETGTKLMDDTNADMEQVGYGLKLAGLAA
QG
VPALWSSGYLIARASLGAIWAPWMVASIGIGTLLYLAATVILARYSRLPIERWLRQSTWGIQPADWDPIN
EL
AQYERLSSQPTISLAGRQLEIGLPGYIDNVAVELAVRRFKVPSVLHREATMAASLGDPESIDFRIASATN
DK
LVLDLGKMWLTDVDELVVCIIYPSYESLSGEAQRFVARGTFTRGVILTAESDIQLPVKGTIIGLQ-----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3S660_PSECI/1-1125
MTHKHGTLQQRRATRFDKTPSNATSLCPFKGPDVAIVPVRYALDRSRYDVEPEQLKPLPAQGQWSALPRL
RT
RSYTLRQLYDGYVYVFDETAETFHEYSFSGIDACLTRIVWTEAHQGQDVRRGEGEGKPYLLYPRKHRLHL
AF
SPVQWTWRICEHLRSHADSRALWMKPVDLARFCVTLNQPDTLPLPALASAVADIDKEWLVEDNRFADSSI
PT
SDPRNLAAPSLFTPLGADVYWLGSVPDQYSSLLIALDDPLGVLNDLGLQLAGDQAAYQTWQQEHEHKLQM
AQ
TVTLLCGANGDPQHLPESVRGDHLKTQQYLNELETCFDQMDLEEMLTMHGSPPGGSLGTSDMFQSADMRH
AF
RTRYGRYPSQEDRQAWKAREKWRGEIDLRGARAYLQAHLPLSDTLLQRVRDTRHDFQIWTEYLGNDPLRL
FI
DTTNPRTLLYLQTVMTQLLAVYGQDQQASAWLAEQEAKGSSLFGTMRYGFSPALKEALHRQANALFNGLG
DL
TNLATRAGELNTALNHRGFADAAWMKKLKQPVQDTFKALRELARGAGKTIAETMLLAWVPVDSRLALGRA
QN
LVALLRNLMIGQLLADTPDLIRLDEQIASRLKQWKREQRLLIKQIDDTRFNWLHPLHPRERRNLARQLQS
QL
DALRLHELNIPGLLDFQNNRCAQLLQAEIRAFFKSGLDVAKDWHARARAWNERLGGLGAAITWGVILINF
IN
TAVLYQDLTRDGDFSAKDIVKIGYSLSYSFNLLMAVFVEAPWAVIREAKPVVIGGYDIGILDRSSAYWKA
QG
NHVWGEAISGFRVMMVAVGAFAVTAAVLELWDIWDDHANAKTSEEKIALSVKGVAVILMIVGGSFQLIAG
MT
LSKTLVTIVMSSWFAVAFAVIGALYLIASLALNYFKQDSVGWWLRKCCWSRSPEHRHAETPEGEAEEKRA
LL
EIQLSPQILVKSTVEYRRKYIGMAGYVDMPVQNGAWIQIRLPEVLRGQWVQLNVISSTRPFGFMPTVQTN
TP
IADKFEERGKFTPLDKSGSLGSERPPHNPSDLYFPVFPAGEDVVWQTWVPLREEADYIELQIWYPKAVGV



SG
EKAQSYLYQIELSQEGNMTVDGSTLTQLEVNKYSRAQALTLVLPE-------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>W0HGP4_PSECI/1-1128
MTKKHGTLQERRGARFDKFPSSATCACSLKTADIAIVPVRYALDRSRYDVEPAQLKPLPARGQWSPLPRL
KT
RSYTLRQLYDGYVYVFDETAGTFHEYSVSASDACLTRIVWTEAHLGRDVRSGDGEGNPYLLYPRRNRLHL
AF
SPVQWTWRICEHMRSHADSRALWMKPLDLANFCATLNEPGTLPLMTLATAVADIDKNYVVEDKRFADSSI
PT
AEPEPQPDQAAKSLFTPLGADVYWLGNVPDRCSSLLVALDDPLGVFNDLGMQLAGDQAAYQNWQQEHEHK
LQ
MAQTVTALCGANGELKHLPSWVREDSASTQRYLHEMEEYFDQMDLEEMLTMHGNPPGGSLGTMDMFKSAE
MR
QMLHTRYGRYPSEDDRQAWKDREKWRREVDLKGARTYLQDNLPISEALLQQVRDTQADFQTWAEHLGSDP
LR
LFIDTANPKTLLYLQTVMTDLLMVYGQDQQASVWLAKQEARGSTLFGTMRYGFSPGLKEALDQEANALLN
GI
GDFTNLATRAGELNAALNHQGFADAAWMKKLKQPVQDTFKALRELASGAGKTIAENMLLAWVPVDSRLAL
GK
GQNLGALIRNFMIGQILANTPEMIRINEQIASRLKQWKREWWLLTKQIDDTRFNWLYPHHPRERRNLARL
LQ
SQLEALRLHELKIPSLLDFQNNQYAQLLQDEIRAFFKSGLDVAKDWHTRAKAWSERLGGFGAGITWGVIL
LN
FINTAFLYEDLTRDGDFSGKDIVKVGYSLGYSFNLLMAVFVEAPWAVIKNATPVLIDGKSIGILDRSSAY
WK
AQGNNAWGDAIRGFRSTVVALGAFAVAAAMLEIWDIWDDHKNARTSEEKTALVVKGFAVLAMGAGGVTQL
IA
GLTLSRAAVFFVMSTWVTIGILIAGFVYLIASMVLNYFKQDSVGWWLRKSCWSRSPEHRHTDTQEGKLEE
KR
ALLEIQLSPQILIKSTVEYRQKYIGKVGYVDIPIQNGAWIQIRLPEVLRGQCVQLNVISSTRPFGVLPTV
EA
DTPIADAFEKRGKFAPLKEFGRLGSERPPYKSPDLYFPIFPAGEDVIWQTWVPLREEATYIELKIWYPNE
VS
ASEQKAQSYLYQIELSQEGSMVVDGSTLTQLEVSKKSRANALALALPE----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A0Q0AFA7_PSESY/1-1126
MTDKSGTHTQRRAATFAKTPATATSLCPFRKPEVAIVPVRYALDRSRYDTAPEKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQIGSNQRSGGSDAKPFLLYPRNNLLRI
AF
SAQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPHTLPLNRIAEAVADIDKEHVVEDDRFADSAI
PT
SKASSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKLQI
AQ
TVTTLCGAESEPEKLPASVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSPEMRR
SI
ETRYGSAPSDDALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DPTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSPFGTLRYGFSPALKHALHQEANALLNGLG
DV
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASGAGKGTFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHTMLAKLKNWISEWQVLNKQISDTRRSWLYPTAYKPRKSIARHLRA
LE
QKLRLHELSMPALLDYQNNEYAKQLQGEIRQHFQSGKAIAKDWLSTARRWIDGLGGIAGSITWGVIMLNF
IN
TAFTYRDLTRDGDFSAKDVGKVTYGLGYSFNLLMAVFVEAPWAVIRDATPVLIDGKNVGILDRSASYWRA
KG
NAAWSDAIRGFRVSMVAMGAFGVAAVMLEVIDIRDDWNKLETSAEKNATIIKGFAASAMGLGSLAQLLVG
IS
PASKLTILVMSPWFSFALLVTGTIYLLATMALNYFKQDLVGWWLRKCCWSRTLQYRHPETPQGHYDEIRN
LL
EIQLGPQLYVKSTTHYEDRYLGKGDYFSATIQNGAGIQLRLPNILRGRSVNFNVISSKRPWGIMPVNKID
QP
IYQDFLDRGQFRATSQFGVLTEKRIEHVHKDCTFPLMPPEGEDVIWETWVPLEQDARYLELQIWYPENLI
CT
GVEDTGYLFQIELDTQGHTSFEGSSAADLEVKSLNRLGFMTLEIAE------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3CWU2_PSESJ/1-1126
MTDKSGTHTQRRAATFAKIPATATSLCPFRKPEVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIIWTDAQLGSDQRSGSSDAKPFLLYPRNNLLRI
AF
SAQQWTWRICEHLRSNPASRASWMKMLDLKRYCMTMAERDTLPLNRIAEAVADIDKEHVVEDDRFADSAV
PT
SESSSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKLQI
AQ
TVTTLCGAESEPEKLPASVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRK



SI
EMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFQQWAIHLGTEPLKL
FV
DTTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWISEWRVLNKQISDIRRSWLYPTAYNPRKSISSHLRA
LE
QKLRLHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAIAKEWLSTAKRWLDGLGGIAGSITWGVIMLNF
IN
TAFTYRDLTRDGDFSTKDVGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPLSIGGYNIGILDKSAAYWKA
RG
NAVWGDAIRGFRGSMVAMGAFGIAAATLELIDIYEDLTKLKTTEEIISARIKFGSVGLMAVGSIFQLAAG
IS
PASSFALIAMSSWFSVTILLIGAIYLLATMTLNYFKQDSVGWWLRRCSWSKSKKYRYVVDAGGQLEEKLA
LL
TIQLSPQIHVKSTTRDENHYFGRDTPYNAPVQYGAGIQILLPSAVRGQSVHFNIISTKRPLGVLPVTKID
EP
ILYPFLDRGQFKKVGQFKNLVNQPARKAQEDFTFPLMPPEGEDVVWETWVPLENDATYLELQIWYPDSLI
QP
VQQDVGYLFQLELSSKGDTAVDGLANTELEIKTYSRISALTLEIAE------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>W0HDN8_PSECI/1-1128
MTKKYGTLQERRAARFDKSPSSATCACLYKTADIAIVPVRYALDRSRYDVEPTQLKPLPARGQWSPLPRL
KT
RSYTLRQLYDGYVYVVDETAGTFHEYSISASDACLTRIVWTQAHLGQDVRRGDGEGHPYLLYPRKNRLHL
AF
SPVQWTWRICEHMRSHADSRALWMKPLDLSNFCATRNEPGALPLMALATAVADIDKNYVVEDKRFADSSI
PT
AGPESQPDQAEQSVFNPLGADVYWLGNVPDRCNSLLVALDDPLGVFNDLGMQLAGDQAAFQTWQHEHEHT
LQ
IAQTVTALCGANGDVQKLPASVRGDSARTQHYLNEMEEYFDQMDLEEMLTMHGNSPGGSLGTMDMYKSAD
MR
DALRSRYGRYPSEDDRQAWKDREKWRREVDLKGARAHLHHHLPLSEALLQQVRDTQADFQTWAEYLGNDP
LK
LFIDTANPKTLLYLQTVMTDLLMVYGQDQQASAWLADQEARGGSLFGTLRYGFSPGLKDALDQEANALLG
GI
GDFTNLATRAGELNAVLNHQGFADAAWMKTLKQPVQNTFKALRELASGAGKTIAENMLLAWVPVDSRLAL
GK
SQNLVALIRNFMIGQILANTPEMIRINEQLASRLKQWKREWWLLTKQIDDTRFNWLYPLDPRERRHLARQ
LQ
SQLDALRLHELKIPGLLDFQNNQYAQLLQEEIRAFFKSGLDVAKDWHTRAKAWSERLGGLGAGITWGVIL



LN
FINTAFLYGDLTRDGDFSGKDIVKVGYSLGYSFNLLMAVFVEAPWAVIKNATPVLIDGKSIGILDRSSAY
WK
AQGNNAWGDAIRGFRSTVVALGAFAVAAAVLELWDIRGDYQNAKTEEERAALLVKGIAVFVMGVGGLAQL
VT
GLTLSSRIAIFVMGTWFTIGLLIAGVVYLIATMVLNYFKQDSVGWWLRRCCWSRSSEHRHTDTPEGEVEE
KR
SLLEIQLSPQILIKSTVEYRQKYMGVAGYVDVPVQNGAWIQMRLPEALRGQLVQLNVISSTRPFGFLPTE
QT
DTPIADKFEERGKFTPLKEFGKIGNERPPYSPSDLYFPIFPAGEDVVWQTWVPLKEGATYIELQIWYPNS
VS
ASGQKAQSYLYQIELSQEGDMAVDGSSLTLLEVNKKSRANALILVLPE----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M2UL50_PSESX/1-1142
MHTAGDIARFCAEIPCMTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQK
LK
PLLKGSRWAVMPKLKTRSYTLRQLYDGYVYVYDETAETLHEYAVSAASGNLSRIIWTDAQLGSDQRSGGS
DA
KPFLLYPRSNLLHIAFSPQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPHTLPLNRIAEAVADI
DK
EHVVEDDRFADSAIPTHESSSEENQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQ
AA
YRNWQAEHEHKIQIAQTVTTLCGAESEPEKLPASVRGNAALNHQYLSEVEAYFEQCIFEQEQIGNNTAPG
GV
LLLPDIFKSPEMRRSLEMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPAGDTLLQQVRDTQS
DF
RQWSTHLGTEPLKLFVDPTHPESLLYLQMLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPAL
KH
ALHQEANALLNGLGDITNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASGAGKATFESI
LL
AWVPIDSRLAVGKQQNIVALIRTLLIGQILLDSTARIAIDHTMLAKLKNWISEWQVLNKQISDARRSWLY
PT
AYNPRKSIASHLRALEQKLRLHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAITKEWLNSAKRWLDGL
GG
IAGSITWGVIMLNFINTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLVIG
GY
NIGILDKSAAYWKARGNAVWGDAIRGFRGSMVAMGAFGIAAAALEILDIGNDLNNIKTSEDRIASEIKIA
SV
AMMLLGSAIQLSAGIFPTTFLAAFAMASWFSAVLLLTGVVYLLATMALNYFKQDSIGWWLRKCCWSKSIE
YR
YSTNGEGQLEEKLALLTIQLSPQVYVKSTTRDETRYLGKGDYYSTPEQYGAGVQILLPKAVRGQSVHFNV
IS
SKRPWGVLPVKKIDSSIQESFLSRGQFKKTDHFGNLANLPTRNAEEDFTFPRMPPENEDLVWETWVPLEK



EA
AYLELQIWYSDNLLNSGPQDIGYLFQLELSGKGETAINGVDTTVLEVKSASRINALTLEIAD--------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>F3GHL9_PSESJ/1-1117
QRRAATFAKIPATATSLCPFRKPEVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKLKTRSYTLRQ
LY
DGYVYVYDETAETLHEYAVSAASGNLSRIVWTDAQFGSDQRSGGSDAKPFLLYPRNNLLRIAFSAQQWTW
RI
CEHLRSNPASRASWMKMLDLKRYCMTMAERDTLPLNRIAEAVADIDKEHVVGDDRFADSAVPTSESSSEE
TQ
PLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKLQIAQTVTTLCG
AE
SEPEKLPASVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRKSIEMRYGSA
PS
DEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFQQWAIHLGTEPLKLFVDTTHPES
LL
YLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLGDITNLATRI
GE
LNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVGKQQNIVALIRT
LL
IGQILLDSKARIAIDHNMLAKLKNWISEWRVLNKQISDTRRSWLYPTAYNPRKSIASHLRALEQKLRLHE
LS
MPALLDFQNNQYAKQLQDEIRLHFQSGKAITKEWLSTARRWLDGLGGIAGSITWGVIMLNFINTAFTYRD
LT
RDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLVIGGYNIGILDKSAAYWKARGNAVWGDA
IR
GFRGSMVAMGAFGIAAAALEILDIGNDLNNIKTSEERIASEIKIASVAMMLLGSAIQLSAGIFPTTFLAA
FA
MASWFSAVLLLTGVVYLLATMALNYFKQDSIGWWLRKCCWSKSIEYRYSTNGEGQLEEKLALLTIQLSPQ
VY
VKSTTRDETRYLGKGDYYSTPEQYGAGVQILLPKAVRGQSVHFNVISSKRPWGVLPVKKIDSSIQESFLS
RG
QFKKTDHFGNLANLPTRNAEEDFTFPRMPPENEDLVWETWVPLEKEAAYLELQIWYSDILLNSGPQDIGY
LF
QLELSGKGETAINGVDTTVLEVKSASRINALTLEIAD---------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>S3NLS3_PSESY/1-1128
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPQKLKPLLTGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAASGNLSRIIWTDAQLGSDRRSGTDDGKPFLLYPRNNRLHI
AF
SPQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVEDDRFADSAI
PA
ARPPSDSDEGKALFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKI
QI
AQTVTTLCGAESEPEKLPASVRNNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPGGVLLLSDIFKSPEM
RK
SIEMRYGSAPSDEALQAWTDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFQQWAIHLGTEPL
KL
FVDTTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DITNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALSQLASSAGKATFESILLAWVPIDSRLAVG
KQ
QNIVALIRTLLIGQILLDSKARIAIDQKMFTKLKSWISEWRVLNKQISDTRRSWLYPTAYNPRKSIARHL
RA
LEQKLRLHELSMPALLDYQNNEYAKQLQGEIRQHFQSGKAITKDWLSTARRWLDGLGGIAGSITWGVIML
NF
INTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPLSIGGYNIGILDKSAAYW
KA
RGNAVWGDAIRGFRGSMVAMGAFGIAAAALEAIDISNDRSKLKTSAEKNATVIKGLAVAAMGLASFAQLL
TG
ISPASRLTTVVMSPWFSLALLIAGTIYLFATMVLNYFKQDSVGWWLRKCCWSRTPEHRHANTAQEKNNEI
RS
LLQIQLSPQIYVKSTVRYEDRYLGKGDYISVAVQNGAGIQVRLPGTLRGSSVSVNVISSKRPWGVLPVEK
ID
RSVQADFLDRGQFRNVKQFGTLTNKPAGKAYEDFTYPLMPPQNEDVIWETWVPLDKDASYLELQIHYPMH
LI
NSGQSDTGYSFQLELDTKGSTSFDGLTEAELEVKSSGRAGLLMLEIAN----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2P1VUM0_PLESH/1-1042
MDQASQEKQGDKEDKVGSSNQGNPNQDALAASNQDCQSPAGVCPYKGLEIALVPVRYALDEPFKAPEKQP
HP
LPNSHFKGPLKLTGNAYTLRQLRDGWLYVYDESAQQLDEYEVKGDLFISETKGSHGYLLYPMKHTVLLVF
SH
QRWTERLKKIYSEDEAVAGDVEVSAIRGKALRSKVMRKFELIKFANQGCEHAGTLDLLASHVADLGLPNQ
GF
ASTCAPLKAPDGISQGMLWAEKPASTPEAHKAGMPDIKSGMVVALNDLISDIHDLTTRLDDIHVLHEQPF
KN
DNDRHLWQMAGITQMLALPSIAESELPAKVRGDQLAIFELQKQLQEYLVTRYQYAMRQGSCNHYIDLGAE



QT
LSTQLKALKDAGINPEAWGDWQGVRFDNAVNWADLKSFIARYAKEIEALRPRWEATYDDALIAMNALAQS
GL
LLGVDCETEEAHLFLLACSHQWLLALQFSPDQERTTKLTQHLKHSSLPALAYYGFESDVKAAFEQQTDWT
NV
GNITAVGNMLGGLEGIASEAKLSDSKIFGLLHEGAKKIVTALKGAITGPAKVVWQHTTELLHPHLLQGAK
LG
QAIQLLALESVYIAQDVRINKNISNDINTFARAVKNNILVKLQSSTGKTPDNTLFGRMQMAGTEWREIRW
PK
LFLMSEDLQAKFEGKMELYLKLQQKGAAGAQAASKVWRDWGHFGGFAALLNITNLIVVLAGYQQNHRAQQ
GD
PQAQLALLRNLVYTAAWTGNAIISVKQGAIALPESLRNKSLSMAMKENPALTQRFTAMTSWMTGFGTLAA
GL
EMLETWEKIKDDANAEGEQVGYWMKASGLLLQGAPSLASLLRLLQGTRLAIIWAPWMVASIGIGTILYLV
AT
LMLAHYGLLPIERWLKKSSWGVTPDKGWTAIEEFIQYERIVKQPVIKLIGNQLEIKIPDYVQSIAVQGSL
RR
AHVAQNYPAVYLGKEEALTLRLVKKTPGQCTLALLAHLGDKQQGGSVRPVESGDELTLYIMYPSSESLSG
ES
LRFIARGSLKTNLVITAEITSGFPIQGVTIGLHA------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2V4S3I5_PSESJ/1-1132
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPEKLKPLLEGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSDQRSGGSDAKPFLLYPRNNLLRI
AF
SAQQWSWRICEHLRSNPASRDSWMKALDLKRYCTTMAEPDTLPLNRIAEAVADIDKEYVVDDDRFADSAI
PA
ARPPSDSDEVKALFSPIGADVFWQGSVEDQDSSLLIALEDPLAIFNDLGMQLAADQAAYRNWQAEHEHKI
QI
AQTVTALCGAEGEPEQLPASVRGNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPGGVLLLPDIFKSPEM
RR
SLQARYGSAPTDQALQAWKDRHKWRREVDLSGARQYLQRHLPTGDTLLQQVRDTQSDFRQWSTHLSTEPL
KL
FIDTSHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DITNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRMAVG
KQ
QNIVALIQTLLIGQILLDSKARVAIDHTMLAKLKNWISEWQVLNKQISDTRRSWLYPTAYKPRKSIASHL
RA
LEQKLRLHELSMPALLDFQNNQYAKQLQDEIRLHVQSGKAIAKDWLTSARRWLDGLGGIAGSITWGVIML



NF
INTAFTYRDLTRDGNFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDATPVLIDGKNVGILDRSAGYW
RA
KGNLAWGDAIRGFRVSMVAMGAFGVAAATLELLDIIDDSAGVGTSEEKYWITLKGISVGLMGIGSGAQLV
AG
LFPAGTSTAIVMNPWFSVALLVAGLIYLFATMALNYFKRDSIGLWLSRCCWSKTMDQRYLETANGRNEEI
SA
LMEIQLSPQIHVKTTVNYEDRYLGKGDHMSVAVQNGAGIQVRLPNLVRGESVHFNIVSSKRPWGVLPVDK
IA
TSIHEAFLNRGQFRKVEQFGMLTNKPTIKASEDCTYPRMPPEKEDLIWETWVPLDEDAIYLELQIWYPYS
LV
NAREDDKGYLFQMELSTRGDTAIDGLTAIELEVTKSSRAGALTLEIAADTPS------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S3TYL3_9PSED/1-1132
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPRQLKPLPKDGHWAHLPTL
KT
RSYTLRQLYDGYVYVFDETASTLHEYVASATNGHLSRIVWTDMHIGNDQRNGAGEGQPFLLYPRDHRLHI
AF
SPMQWTWRFCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVEDGRFADSAI
PT
ARPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSVHEHKI
QI
AQTVATLCGAESEPEKLPASVHGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIETRYGSAPTEQAAQAWKDRHKWRREVDLGSARQYLQQHLPTGDALLQQVRDTQSDFQLWATHIGTDPL
KL
FIDATRPTQLLYLQTIMLNLQIIYAQDNAATNWLAEQEANTSSLFGTLRYGFSPALKQALHQEVDALLNG
LG
DVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQNTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLGSTARVAINEQAVAKLKQWVREWRVLNKQISELVRSWQYPNAYNTRQSTARNL
QA
HKHKLRVHELSIPALLDFRNNEYAKLLQDEIRQYFQSGKTLAKDWLAHARGWTDRLGGVTGSITWGVVML
NL
INTAFLYRDLSRDGDFSTKDIGKVTYGLGYSFNLLMAVFVDAPWSIIRDATPALIDGKNVAILDRSSAYW
KA
KGNAAWGDAIRGFRVSMVAMGGFGIVAATLELFDVLDDSARAKTSEEKGWLDLKIVSVGLMGVGSAAQLF
AG
IYPASSVTIIVMNPWFGVALLVAGLIYLFATMALNYFKQDSVGWWLRKCCWSRTLDYRYAETASGENEEI
RA
LMEIQLSPQVHVKSTVHYESRYLGKGDYYSVAVQNGAGVQVRLPNRVRGQSVHFNIVSSKRPWGVLPVEK
ID
DPLHQAFLDRGQFRKVEQFGMLTNKPAGKASEDFTYPRMPPENEDLIWETWVPLDKDATYLELQIWYPTS



LL
NPGGDDKSYLFQMELGTTGDTAIDGLAAVKLEVKESSRIGTLTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5ELZ7_PSESX/1-1126
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWADTQLGSDRRSGADDGKPFLLYPRNNRLHI
AF
SPLQWTWRTCEHLRSNPASRSAWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDGRFADSTI
PT
SKASSEETQPLFSPIGADVFWQGSVEDQHSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEYEHRIQI
AQ
TVTALCGAEGEPEKLPASVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRK
SI
EMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DTTHPESLLYLQTLMLNLQIIYAQDNAASTWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DV
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHKMLAKLKNWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRT
LE
QKLRLHELSMPALLDFQNNEYARQLQDEIRLYFQSGKAIAKDWLATAKRWLDGLGGIAGSITWSVIMLNF
IN
TAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLVIGGYNIGILDKSAAYWKA
RG
NAVWGDAIRGFRGSMVAMGAFGIAAAALEAIDISNDRSKLKTSAEKNATVIKGLAVAAMGLASLAQLLTG
IS
PASRLTAVVMSPWFSLALLIAGTIYLFATMVLNYFKQDSVGWWLRKCCWSRTPEHQHANTAQGQNDEIRS
LL
QIQLSPKIYVKSTVHYEDRYLGKGDYISVAVQNGAGIQVRLPGTLRGSSVAVNVISSKRPWGVLPVEKID
RS
VQSDFLDRGQFRNVKQFGTLTNKPVGKASEDFTYPLMPPQNEDVIWETWVPLDKDASYLELQIHYPMHLI
NS
GQNDTGYSFQLELDTKGSTSFADLTEAELEVKPSSREGILMLEIAN------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3M4YCC5_9PSED/1-1142
MHTAGDIARFCAEIPCMIEKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPQK
LK
PLLTGSRWAVMPKLKTRSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSNQRSGGS
DA
KPFLLYPRSNLLRIAFSAQQWTWRICEHLRSNPESRSSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADI
DK
EHVVDDDRFADSAIPTHESSSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAGDQ
AA
YRNWQAEHEHKLQIAQTVTTLCGAESQPEKLPASVRDNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPG
GV
LLLPDIFKSPEMRRSIEMRYGSAPSDDALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQS
DF
RQWTTHLGTEPLQLFVDTTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPAL
KH
ALHQEANALLNGLGDVTNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALSQLASSAGKGTFESI
LL
AWVPIDSRLAVGKQQNIVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWISEWQVLNKQISDTRRSWLY
PT
AYNPRKSIASHLRALEQKLRLHELSMPALLDYQNNQYAKQLQDEIRLHFQSGKAIAKDWLSTARRWLDGL
GG
IAGSITWGVIMLNFINTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLSIG
GY
DIGILDKSAAYWKARDNAVWGDAIRGFRGSMVAMGAFGIAAATLELIDIYEDLTKLKTTEEIISARIKFG
SV
GLMAVGSIFQLAAGISPASSFALIAMSSWFSVTILLIGAIYLLATMTLNYFKQDSIGWWLRRCSWSKSKK
YR
YVVDAGGQLEEKLALLTIQLSPQIHVKSTTRDENHYFGRDTPYNAPVQYGAGIQILLPSAVRGQSVHFNI
IS
TKRPLGVLPVTKIDEPILYPFLDRGQFKKVGQFKNLVNQPARKAQEDFTFPLMPPEGEDVVWETWVPLEN
DA
TYLELQIWYPDSLIQPDQQDVGYLFQLELSSKGDTAVDGLANTELEIKTYSRISALTLEIAE--------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>S3M9A1_PSESY/1-1128
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPQKLKPLLTGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSNQRSGGSDAKPFLLYPRSNLLRI
AF
SAQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDGRFADSAI
PA
ARPPSDSDEGKALFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKI
QI
AQTVTALCGAEGEPEKLPASVRDNAALTHQYLSDVEAYFEQCTFEQEQIGNNTAPGGVLLLPDIFKSPEM



RR
SIEMRYGSAPSDDALQAWKDHHKWRREVDLSGARQYLQQHMPTGDTLLQQVRDTQSDFQQWAIHLGTEPL
KL
FVDPTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNS
LG
DVTNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVG
KQ
QNIVALIRTLLIGQILLDSKARIAINHNMLAKLKNWISEWRVLNKQISDTRRSWLYPTAYNPRKSIASHL
RA
LEQKLRLHELSMPALLDYQNNQYAKQLQDEIRLHFQSGKAIAKDWLSTARRWLDGLGGIAGSITWGVIML
NF
INTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPVLIDGKNVGILDRSASYW
RA
KGNLAWGDAIRGFRVSMVAMGAFGVAAVMLEVIDIRDDWNKLETSAEKNATIIKGFAASAMGLGSLAQLL
VG
ISPASKLTILVMSPWFSFALLVTGTIYLLATMALNYFKQDRVGWWLRKCCWSRTPQYRHPETPQGHYDEI
RN
LLEIQLGPQLHVKSTTHYEDRYLGKGDYFSATIQNGAGIQLRLPNILRGCSVNFNVISSKRPWGIMPVNK
ID
QQIYQDFLDRGQFRATSQFGMLTEKRIEHVHKDFTFPLMPPEGKDVIWETWVPLEQDARYLELQIWYPEN
LI
CTGVEDTGYLFQIELDTQGHTSFEGSSAADLEVKSSNRLGFMTLEIAE----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A437RXL6_PSESY/1-1130
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYVVSAATGNLSRIVWTDAQLGSDRRSGADDGKPFLLYPRNNLLRI
AF
SAQQWTWRICEHLRSNPASRASWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDGRFADSAI
PT
SKASSEETQPLFSPIGSDVFWQGSVEDQHSSLLIALDDPLATFNDLGMQLAADQAAYRNWQAEHEHKIQI
AQ
TVTALCGAESEPEKLPTSVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRK
SI
EMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DTTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DV
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHKMLAKLKNWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRT
LE
QKLRLHELSMPALLDFQNNQYAKQLQGEIRLYFQSGKAITKDWLATAKRWLDGLGGIAGSITWSVIMLNF



IN
TAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAIIRDATPVLIDGKNVGILDRSAGYWRA
KG
NAAWSDAIRGFRVSMVAMGGFGLAAVTLELFDVTNDFYAAKTSEEKNAIIVKGISIFAMGVGSTFQLMAG
LS
PASTFTVVAMSPWFSVALLVIGSIYLFTTLALSYFKQDSVGWWLRKCCWSRTLDYRYPETAEGESEEVRA
LM
EIQLSPQIHVKSTVHYENRYLGKGDYYSVAVQNGAGVQVRLPKLVRGESVHFNIVSSKRPWGVLPVEKID
DP
LHQTFLDSGQFRKAKQFGTLTNKPAGKASEDFTYPLMPPENEDLIWETWVPLHKDATYLELQIWYPANLI
NP
GEDDRSYLFQMELGTRGDTAIDGLAAVELEVKASSRIGTLTLEVAEGTPV--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5W6Z9_PSESY/1-1130
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAASGNLSHIVWTDAQLGSDQRSGGSDAKPFLLYPRNNLLRI
AF
SAQQWTWRICEHLRSNPASRASWMKMLDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVEDDRFADSAI
PT
HESSSEENQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKLQI
AQ
TVTTLCGAEGEPEKLPESVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRK
SI
EMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFQQWAIHLGTEPLKL
FV
DTTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHTMLAKLKNWINEWRVLNKQISDTRRSWLYPTAYNPRKSIASHLRA
LE
QKLRLHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAITKEWLSTARRWLDGLGGIAGSVTWGVIMLNF
IN
TAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPLSIGGYNIGILDKSAAYWKA
RG
NAVWGDAIRGFRVSMVAMGGFGLAAVTLEIFDVADDFYAAKTPEEKNVIIVKGISVFTMGVGSTFQLMGG
LS
PASAFATVAMSSWFSVALLIIGSIYLFTTMTLNYFKQDSVGWWLRKCCWSRTLDYRYAETAQGEHEEVRA
LM
EIKLSPQVHVKSTVYYENRYLGKGDHYSVAVQNGAGVQVHLPNLIRGQSVHFNIVSSKRPWGVLPVEKID
DP
LHQTFLDRGQFRKAEQFGKLTNTPPGKASEDFTYPLMPPDNEDLIWETWVPLDKDATYLELQIWYPASLL



DP
GEEDRSYLFQMQLSPKGDTAIDGLAAVELEVKTSNRAGTLTLEVAEGTPL--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A437RU29_PSESY/1-1130
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDTQLGSDRRSGADDGKPFLLYPRNNRLHI
AF
SSLQWTWRTCEHLRSNPASRASWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDDRFADSEI
PT
SKASSEETQPLFSPIGADVFWQGSVEDQHSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKIQI
AQ
TVTALCGAESEPEKLPTSVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRK
SL
EMRYGSAPADEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DTTHPESLLYLQTLMLNLQIIYAQDNAASTWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DV
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHKMLAKLKTWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRT
LE
QKLRLHELSMPALLDFQNNEYARQLQDEIRLHFQSGKAIAKDWLATAKRWLDGLGGIAGSITWSVIMLNF
IN
TAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLVIGGYNIGILDKSAAYWKA
RG
NAIWGDAIRGFRGSMVAMGAFGIAAATLELFDVLDDFYAAKTSDEKHGLRIKEVAVFLMGLGSSAQLLAG
VF
PASAFTIIAMSSWFSVALMAVGFIYLLATMTLNYFKQDSVGWWLRKCCWSRTIDYRYDETARGKNEEISA
LM
EIQLSPRVHVKSTVRYEDRYLGKGDYMSVAVQTGAGVQVYFPHFLRGKSVHFNIVSSKRPWGVLPVEKID
TP
LYEAFLNRGKFRKVEQFGMLTNKPTAKASEDFTYPLMPPENEDLIWETWVPLDKEATFLELQLWYPYDFI
NS
GEDDRSYLFQMELGTRGDTSIDGLTAIELAVKASSRTGSLTLEVAEGTPI--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A193SMH5_9PSED/1-1125
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDTQLGSDRRSGADDGKPFLLYPRNNLLRI
AF
SAQQWTWRICEHLRSNPASRASWMKALDLKRYCMTMAEPDTLPLNRVAEAVADIDKEHVVDDGRFADSAI
PT
SKASSEETQPLFSPIGADVFWQGSVEDQHSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKIQI
AQ
TVTALCGAESEPEKLPTSVRDNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLTPDMFKSLDMRK
SL
EMRYGSAPADEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DTTHPESLLYLQTLMLNLQIIYAQDNAASTWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DV
TNLATRIGELNGTLNHQGFADKPWMKALKHPAQDTFKALSQLASSGKATFESILLAWVPIDSRLAVGKQQ
NI
VALIRTLLIGQILLDSKARIAIDHKMLAKLKTWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRML
EQ
KLRLHELSMPALLDFQNNEYARQLQDEIRLHFQSGKAIAKDWLATAKRWLDGLGGIAGSITWSVIMLNFI
NT
AFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLVIGGYNIGILDKSAAYWKAR
GN
AVWGDARRGFRGSMVAMGAFGIAAAALEAIDISNDRSKLKTSAEKNATVIKGLAVAAMGLASLAQLLTGI
SP
ASRLTAVVMSPLFSLALLIAGTIYLFATMVLNYFKQDSVGWWLRKCCWSRTPEHQHANTAQGQNDEIRSL
LQ
IQLSPQIYVKSTVHYEDRYLGKGDYISVAVQNGAGIQVRLPGTLRGSSVAVNVISSKRPWGVLPVEKIDR
SV
QSDFLDRGQFRNVKQFGTLTNKPVGKTYEDFTYPLMPPQNEDVIWETWVPLDKDASYLELQIHYPMHLIN
SG
QNDTGYSFQLELDAKGSTSFADLTEAELEVKSSSREGILMLEIAN-------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2V0QJK8_PSESF/1-929
MLHMTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVDPRQLKPLPKDGQWARL
PK
LKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRNGAGEGQPFLLYPRDNR
LH
IAFSPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVDDGRFAD
SA
IPTARPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSAHE
HK
IQIAQTVATLCGAESEPEKLPASVRGDALRMHRYLSEVEAYFEQCDFEDAQIGSNTVPGGLLLLPDVFKS



PD
MRRAIQARYGSAPTDEAAQAWKDRHKWRREVDLGSARQYLQQHLPTGDALLQQVRDTQSDFQLWATHIGT
DP
LKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAANAWLGEQEANTSSLFGTLRYGFSPALKQALHQEADTL
LN
GLGDVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQGTFKALGELASGAGKATFESVLLAWVPIDSRM
AL
GKRQNIVALLRTLLIGQILFDSTARVAINEQAVTKLKQWVLEWQVLNKQISDIRRRWLYPNAYNTRQSTA
RN
LQAHKHKLRVHELSIPALLDFQNNEYARLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTASSITWGV
VM
LNLINTAFLYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVIGGYDVGILDKSA
AY
WKARGNAVWGDAIRGFRGSMVAMGGFGIVAATLEVFDVLDDSAGAKTSEEKDWMNLKIVSVGLMGVGSAA
QL
FAGIYPASTVAIIVMNPWFSVAILVAGLIYLFATMALNYFKQDSIGWWLRKCCWSRTLDYPPVSG-----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5WR41_9PSED/1-1144
MHTTRDIARFCAEIPCMTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPEK
LK
PLLKGSQWAVMPKLKTRSYTLRQLYDGYVYVYDETAGTFHEYVSSAANGYLSRIIWTDAQIGSDRRSGAD
DG
KPFLLYPRNNRLHIAFSAQQWTWRICEHLRSNPASRASWMKALDLKRYCMTMAEPDTLPLNHIAEAVADI
DK
EHVVDDDRFADSAIPAARPPSDSDEGKALFSPIGADVFWQGSVEDKNSSLLIALDDPLAIFNDLGMQLAA
DQ
AAYRNWQAEHEHKIQIAQTVTTLCGAEGEPEKLPASVRGNAALTHQYLGELEAYFEQCIFEEAQISSSNV
PG
DFLLMPDMFKSLDMRKSIEMRYGSAPSDQALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQQVRDT
QS
DFRQWSTHLGTEPLKLFIDTSHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSP
AL
KHALHQEANALLNGLGDITNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASDAGKATFE
SI
LLAWVPIDSRLAVGKQQNIVALIRTLLIGQILLGSTARIAIDHNMLAKLKTWISEWQVLNKQISDTRRSW
LY
PTAYNPRKSIASHLRALEEKLRLHELSMPALLDYQNNQYAKQLQDEIRLHFQSGKAITKDWLTGARRWLD



GL
GGIAGSITWGVIMLNFINTAFTYRDLTRDGNFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLS
IG
GYDIGILDKSAAYWKARGNAVWGDAIRGFRGSMVAMGAFGIAAATLELIDIYEDLTKLKTTEEIISARIK
FG
SVGFMAVGSIFQLAAGISPASSFALVAMSSWFSVTILLIGAIYLLATMMLNYFKQDSVGWWLRRCSWSKS
KN
YRYVVDAGGQLEEKLALLTIQLSPQIYVKSTTRDENHYFGRDTSYNAPVQYGAGIQILLPSAVRGQSVHF
NI
ISSKRPLGVLPVTKIDEPILHPFLDRGQFKEVGQFKKLINQPARKAQEDFTFPLMPPEGEDVVWETWVPL
EN
DATYLELQIWYPNSLIQPNQKDVGYLFQLELSNKGDTAVDGLANAELEIKTYSRFSALTLEIAE------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S3TS46_9PSED/1-1132
MTDKYGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVDPRQLKPLPKDGQWARLPTL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWSDAHIGNDQRNGAGEGQPFLLYPRDNRLHI
AF
SPMQWTWRMCEHMRSNATSRTLWMKAVDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVDDGRFADSSI
PT
ARPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSAHEHKI
QI
AQTVATLCGAESEPEKLPASVRGDALRTHQYLSEVEAYFEQCDFEDAQIGSNTVPGGLLLLPDVFKSPDM
RR
AIQARYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSPALKQALHQEADTLLNG
LG
DVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSTVRVAINEQAVTKLKQWVREWRVLNKQISELVRSWQYPNAYNTRQSTARNL
QA
HKHKLRVHELSIPALLDFQNSEYAKLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTAGSITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSVIREATPVLIDGKSVAILDRSSAYW
KA
KGNATWGDAIRGFRVSMVAMGGFGLAAVTLELFDITDDYYAAKTSEEKNSITVKGISVFAMGVGSTFQLL
SG
LSPASAFTIVTMSPWFSVALLVIGSIYLFTTMALNYFKQDSVGWWLRKCCWSRTLDYRYAETAEGEHEEV
RA
LMEIQLSPQVHVKSTVNYENRYLGKGDYYSVAVQNGAGVQVRLPNVLHGQTVHFNVISSKRPLGVLTIEK
ID
QPIHEAFLDRGQFRNTEQFGTLTNKPAGKASEDFTYPLMPPENEDLIWETWVPLDKDATYLELQLWYPKN



LI
DPGEDDRSYLFQMELGINGDTAIDGLAAVELEVKASSRIGALTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S4J625_PSESY/1-1130
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAASGNLSRIIWTDAQLGSDQRSGGSDAKPFLLYPRSNLLHI
AF
SPQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPHTLPLNRIAEAVADIDKEHVVEDDRFADSAI
PT
HESSSEENQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKLQI
AQ
TVTALCGAEGEPEKLPASVRDNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPGGVLLLPDIFKSPEMRR
SI
EMRYGSAPSDDALQAWKDRQKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DTTHPESLLYLQTVMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVGKQ
QN
IVVLIRTLLIGQILLDSKARIAIDQKMFTKLKSWISEWRVLNKQISDTRRSWLYPTAYNPRKSIASHLRA
LE
QELRLHELSMPSLLDYQNNQYAKQLQDEIRLHFQSGKAITKEWLGTARRWLDGLGGIAGSITWGVIMLNF
IN
TAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDATPLSVGGYNIGILDKSAAYWKA
RG
NAVWGDAIRGFRVSMVAMGGFGLAAVTLEIFDVADDFYAAKTPEEKNVIIVKGISVFTMGVGSTFQLMGG
LS
PASAFATVAMSSWFSVALLIIGSIYLFTTMTLNYFKQDSVGWWLRKCCWSRTLDYRYAETAQGEHEEVRA
LM
EIKLSPQVYVKSTVYYENRYLGKGDHYSVAVQNGAGVQVHLPNLIRGQSVHFNIVSSKRPWGVLPVEKID
DP
LHQTFLDRGQFRKAEQFGKLTNTPLGKASEDFTYPLMPPDNEDLIWETWVPLDKDATYLELQIWYPASLL
DP
GEEDRSYLFQMQLSPKGDTAIDGLAAVELEVKTSNRAGTLTLEVAEGTPL--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3R8VN89_9PSED/1-1138
MTDKHGTPEQRRNVLFERTPATETSSCPFKGQEAAIVPVRYALDRSRYDAEPDKLKPLPKTGNWALLPEL
ET
RRYTLRQLYDGYVYVFDETDRTFHEYAVNAADASLTRIVWTDAHLGQDTRRGVGEAKPHLLYPRLNRLHL
AF
SPMQWTWRLCEHMRSNADSRATWMKPLDLAGYCITMAEPGTLPLRRIAEAVADIDPGNATPDSRFDDSSV
PT
SNTEAGVTQTDVSCKPLFSPVGADVYWLGSVPDKNSALLIALDDPLAMLNDLGLQLAADQAAYRVWQDEH
GH
KLEMAKVVTNLCASSDDPDGLPASVKGDVVRTQRYLQEVDEYLDQLELEEIVVTGGILHDSYVDREFAKS
PE
MKSALSEKYGTTPDRKDFEAWKPRAKWRREVDLKRARAYIATHQPTAEKLLQQIRDTQADFRMWADHIGL
DP
AVLFVDTTHVKSLLYLQTVMSELLTVYSQDIDAHGWLLEQEKHATSLFGTLRYGFSPAIKEALHQEADRL
LK
GMNDYTNLATRAGEINAALNHPDVAEAAWMKKLTQSARDTYSALRELASGKGRTVAESIVVALIPVDARY
SK
GKKKDILALFRSFMIGQVLLDSKHKVAIDAKVGAKLKTWKENYILLDHKITKLRNSWVHPRTTYDRKSLS
HQ
ISQVQDDIQKHMLQFPIAIDYQEQQSALALRNQMHAHIESGLKTLKHWEARAKEWIIHLGAGLATTVTWG
VL
MMNFINTALLYGELTRDGEFSERDMIKVGYGLGYSLNLLMSVFVETPWAVVKTAQPVIIEGKTVGILQRS
SA
YWIGRGDSAWGNAVHGFRVGIVAVGVAGVIAATLEVYDLYEDLKTARTTDESNGIRAKAIAVGAMQLGAI
AQ
VIAGLSPSSSVAAAVLSSWFTAALAIAGIVYIIGTVVLNYIQQDSVGWWLRKSSWSISNEHRLQDTPAGH
AE
EIRTLLAIQNSPSIFVRSTCEDRLEWVGRSGYIPQTVLNGAWIQISLPSTARGETLRLTIISTERPYGVL
VT
EKSKTSIAQQFLNNGRFGSAEHFATIDERYGKNTEEMYFPKVPPSNKPILWQVWVPLPKTAAFIELMIQP
PA
GTLISDPGIREYLYQINLKPGGEMTSDGLIKTNLTVQTADPTETISLEIPFGSAGDQS------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2V0QS89_PSESF/1-1132
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVDPTQLKPLPKDGQWARLPTL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYVVSATNGHLSRILWTDAHIGNDQRNGAGEGQPFLLYPRDHCLHI
AF
SPMQWTWRFCEHMRSNATSRTLWMKALGLASYCLTMAEPDTLPLDRIAEAVADIDKERVVDDGRFADSAI
PT
ACPLSEDAETHPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSAHEHKI
QI
AQTVATLCGAESEPEKLPASVRGDALRMHQYLSEVEAYFEQCDFEEAQIGSNTVPGGLLLLPDVFKSPDM



RR
AIQARYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTRPAQLLYLQTIMLNLQIIYAQDNAATNWLAEQEANASTLFGTLRYGFSAALKQALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFAGKPWMTALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KR
QNIVALLRTLLIGQILLDSTARVVIDEQAVTKLKQWVREWQVLNKQISDIRRRWLYPNAYNTRQSTARNL
QA
HKHKLRVHELSIPALLDFRNNEYARLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTAGTITWGVVML
NL
INTTFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVIGGHDVGILDKSAAYW
KA
RGNAVWGDAIRGFRGSMVAMGGFGLAAVALELFDVVDDFYAVKTSEEKNLIIVKGISVFAMGVGSTFQLM
SG
LSPASTFTIVAMSPWFSVALLVIGSIYLFTTMALNYFKQDSVGWWLRKCCWSTTLDYRYAETAEGEHEEV
RA
LMEIQLSPQVHVKSTVNYENRYLGKGDYYSVAVQNGAGVQVRLPNVLRGQTVHFNIISSKRPWGVLPIEK
ID
QPIHEAFLDRGQFRNTEQFGTLTNKPAGKASEDFTYPRMPLENEDLIWETWVPLDKDATYLELQIWYPAS
LL
NLGEDDRSYLFQMELGPRGDTAIDGMAAVELEVKASNRAGMLTLEVAEGTPL------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0Q0DHC8_9PSED/1-1132
MTDKNGTRQQRRAACFARTPATATSLCPFRGPNVAIVPVRYALDRSRYDVAPGQLKPLPKDGKWARQPPL
KT
RSHTLRQLYDGYVYVFDETADTLHEYAASALSGQLSRIVWAEAQIGNDQRNGASDGKPFLFYPRRNMLHI
AF
SPIQWTWRLCEHMRSNAPSRALWMKALDLARYCISMAEPHTLPLNRIAEAVADIDQGHVIEDGRLADTSI
PT
ARPLSEDPDAQPSWAPLGADVFWQGSVDDQDSALVIALDDPLAVFNDLGMQLAADQAALRDWQSEHEHKI
QI
AQTVATLCGAESETDKLPASVRDNTLRTHQYLSELEAYFEQCDFEAAQIGSNTVPGGLLFLPDVFKSPDM
RK
SIKARYGSNPTEEGAQVWKDRHKWRREVDLTGAREYLLQHLPTRDRLRQQVRDTQSDFRLWSTHIGTEPL
KL
FIDTTNPEALLYLQTTMLNLQIIYAQDSAASAWLAEQEINTNSLFGTLRYGFSAALKQALHEEADALING
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATLESILLAWVPIDSHMALG
KQ
QNIVALIRTLLIGQILLDSPARIAINQQMLIKFKQWVREWQVLNRQINDIRRSWLYPTAYNTRQSTSRNL
HA
HIQKLRLHELSMPALLDFQNNQYAKQLQDEIRQYFQSGKTLTKDWLARAKGWSDKLGGIAGSITWGVVML



NL
INTAFVYKDLSQDGDFSAKDIGKVMYGLGYSFNLLMVVFVETPWAIISTAKPLVIGGYNVGILDKSAAYW
KA
RGNAVWGDAIRGFRVSMVAMGGFGIVAAILEIFDVLDDSVGVKTLEEKNWMALKIISVGLTGVASTAQLI
AG
FFPAGNLAIIVMSPWFSVSLLVIGLIYLFATMVLNYFKQDSVGWWLRKCCWSRTIDHRHAETAKGESEEI
RA
LMEIHLSPQVHVKSTVHHEDRYFGKGDYYSVAVQNGAGIQVHLPTLIRGQSVHFNIASSKRAWGVLPVEK
ID
DPLHEAFLDNGQFRKAVQFGTLSNKPAGKASEDFTYPLMPPENEDLIWETWVPLDKGATYLELQIWYPAN
LL
NPGEDDRSYLFQMELGTRGDTVIDGLAAVELEVRASSRIGTLTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5WHI3_9PSED/1-1131
MPRMTDKSGTHSQRRAATFAKIPATATSLCPFRKPEVAIVPVRYALDRSRYDAAPEKLKPLLKGSRWAVM
PK
LKTRSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSDQRSGGSDGKPFLLYPRNNR
LH
IAFSAQQWTWRICEHLRSSPESRASWMKALDLKRYCTTMAEPDTLPLNRIAEAVADIDKEYVVDDDRFAD
SA
IPAARPPSDSDEVKALFSPIGADVFWQGSVEDQDSSLLIALEDPLAIFNDLGMQLAADQAAYRNWQAEHE
HK
IQIAQTVTALCGAESEPEKLPASVRGNAALTHQYLSDVEAYFEQCIFEQEQIGNNTAPGGVLLLPDIFKS
PE
MRRSLEMRYGSAPSDEALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGT
EP
LKLFVDTTHPESLLYLQTVMLNLQIIYAQDSAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANAL
LN
GLGDITNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRM
AV
GKQQNIVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWISEWRVLNKQISDTRRSWLYPTAYNPRKSIA
SH
LRALEQKLRLHELSMPALLDFQNNQYARQLQDEIRLHFQSGKAITKEWLSTARRWFDGLGGIAGSITWGV
IM
LNFINTAFTYRDLTRDGEFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAIIRDATPVLIDGKNVGILDRSA
GY
WRAKGNAAWSDAVRGFRVSMVAMGAFGIAASTLELIDIYDDLTKTKTTEEATVTRIKFGSVGLMAIGSTF
QL
AAGILPTSSYTLVAMNPWFSVAILLTGVIYLLTNMALNYFKQDSVGWWLRKCSWSKSINYHYSTDADGQL
EE
KLALLTIQLSPQVHVKSTTRDEDHYFGRDTPYSAPVQYGAGVQILLPSAVRGQSVHFNIISSKRPLGVLP
VA
KIDDPILAPFLDRGQFKKVDQFKKLVNQPARKAQEDFTFPLMPPESEDVVWETWVPLEKDATYLELQIWY



PD
SLIRPGQQDVGYLFQLKLDSQGDTAVDGLAHVELEIKASSRISTLTLEMAE-------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1I5BKR1_PSESX/1-1132
MTDKSGTHSQQRAATFAKVPATATSLCPFRKPEVAIVPVRYALDRSRYDAAPQKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAEVLHEYVVSAATGNLSRIVWTDAQIGSDWRSGTDDGKPFLLYPRNNRLHI
AF
SPQQWTWRICEHLRSNPASRASWMKMLDLKRYCMTMAEPDTLPLNRIAEAVADIDKGHVVDDGRFADSAI
PA
TRPPSDSNEGKALFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKI
QI
AQTVTALCGAEGEPEKLPASVRGNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSPEM
RR
SIEMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSAHLGTEPL
KL
FVDPTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DVTNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALSQLASSAGKATFESILLAWVPIDSRLAVG
KQ
QNIVALIRTLLIGQILLDSKARIAVDHTMLAKLKNWISEWRVLNKQISDTRRSWLYPTAYNPRKSIASHL
RA
LEQKLRLHELSMPALLDFQNNQYAKQLQDEIRRHFQSGKTLAKDWLASAKRWIDNLGGIAGSITWGVIML
NL
INTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDATPVLTDGKNVGILDRSSAYW
KA
KGNAAWSDAIRGFRVSMVAMGGFGLAAVTLELFDVTNDFYAAKTSEEKNAIIVKGISIFAMGVGSTFQMM
AG
LSPASTFTIVAMSPWFSVALLVIGSIYLFITLALSYFKQDSVGWWLRKCCWSRTLDYRYPETAKGESEEV
RA
LMEIQLSPQIHVKSTVHYESRYLGKGDYYSVAVQNGAGVQVRLPKLVRGESVHFNIVSSKRPWGVLPVEK
ID
DPLHQAFLDRGQFRKAEQFGTLTNNPAGKASEDFTYPLMPPENEDLIWETWLPLDKDATYLELQIWYPSN
LI
HLGEEDRGYLFQMELGTKGETAIDGLAAVELEVKASSRIGTLTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>W0HG74_PSECI/1-1128
MTKKYGTLQERRAARFDKSPSSATCACLYKTADIAIVPVRYALDRSRYDVEPTQLKPLPARGQWSPLPRL
KT
RSYTLRQLYDGYVYVVDETAGTFHEYSISASDACLTRIVWTQAHLGQDVRRGDGEGHPYLLYPRKNRLHL
AF
SPVQWTWRICEHMRSHADSRALWMKPLDLSNFCATRNEPGALPLMALATAVADIDKNYVFEDKRFADSSI
PT
AGPESQPDQAEQSVFNPLGADVYWLGNVPDRCNSLLVALDDPLGVFNDLGMQLAGDQAAFQTWQHEHEHT
LQ
IAQTVTALCGANGDVQKLPASVRGDSARTQHYLNEMEEYFDQMDLEEMLTMHGNSPGGSLGTMDMYKSAD
MR
DALRSRYGRYPSEDDRQAWKDREKWRREVDLKGARAHLHHHLPLSEALLQQVRDTQADFQTWAEYLGNDP
LK
LFIDTANPKTLLYLQTVMTDLLMVYGQDQQASAWLADQEARGGSLFGTLRYGFSPGLKDALDQEANALLG
GI
GDFTNLATRAGELNAVLNHQGFADAAWMKTLKQPVQNTFKALRELASGAGKTIAENMLLAWVPVDSRLAL
GK
SQNLVALIRNFMIGQILANTPEMIRINEQLASQLKQWKREQRHLIKQIDDTRFNWLYPLDPRERRHLARQ
LQ
SQLDALRLHELKIPGLLDFQNNQYAQLLQEEIRAFFKSGLDVAKDWHTRAKAWSERLGGLGAGITWGVIL
LN
FINTAFLYEDLTRDGDFSGKDIVKVGYSLGYSFNLLMAVFVEAPWAVIREAKPVLIDGKSIGILDRSSAY
WK
TQGNNAWGDAIRGFRVTMVALGAFAVVATVLEFVDLFDDHDSAKTPEEKTAIVIKALAVIGMGVGGVLHL
LV
GLNVSKSLAFFVMNPWFVVGLFVVGAIYLLACLALNYFKKDGIGWWLKKCCWSRSIEFRHADNPEGRIEE
KR
SLLEIQLSPQVFVKSTVIYEQRYLGKGDYMEVAVPNGAWIQIQLPNAVRGKCIQLNVISSKRPLGILPVA
KI
ESSIKTLFEERGQYTHIRKFTKVSNEPPPLGPPELHFPIMPENEDVVWQVWVPLDKSADYIELQIRYPSD
VI
SPGKEERGYLYQIELDKKGNGTADGLTTPRLLVSAEHRAQSLTLATPE----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>Q882T7_PSESM/1-1146
MNTVRKPITPRMLSMTDKNGTHRQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPAQLK
PL
PKDGQWAHLPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRSGAGEG
QP
FVLYPRDHRLHIAFSPLQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDK
DC
VVEDGRFADSAIPSVRPPSEGAEPYPLWAPLGADVFWQGSVYDQDSSLVIALNDPLAVFNDLGMQLAADQ
AA
FREWQSAHEHKIQIAQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPG



DF
LLLPDMFKSLDMRKSIETRYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQS
DF
QHWAAHIGTEPLKLFIDTTHPKTLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSPAL
KH
ALHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKARFESV
LL
AWVPIDSRMALGKQQNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVSEWQVLNKQISELVRSWQY
PN
AYNTRQSTARKLQAHKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLATDWLARAKGWTDRL
GG
VAGTITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVDAPWSIIRDATPALID
GK
NVAILDRSSAYWKAKGNAAWGDAIRGFRVSMVAMGGFGLAAVTLELFDVTDDFHAAKTSEETYGIGIKGF
SV
VVMGLGAAAQLMAGISPAGVFTIIAMSPWFSVALLAAGLIYLFATMALNYFKQDSVGWWLRKCCWSITQD
YR
YAETAEGKHDEVRALMEIKLSPQVHVKSTVNYENRYLGKNDHYSVAVQNGAGVQVRLPNLLRGLSVHFNI
VS
SKRPWGVLPVEKIDQPIHEAFLDHGQFRKVEQFGMFTNKPAGKASEDYTYPRMPPENEDLIWETWVPLDK
DA
TYLELQIWYPANLLNPGGDDRSYLFQMELGTKGDTAIDGLAAVELEVKASSRIGALTLEVAEGTPV----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3ERD0_PSESX/1-1132
MTDKSGTLTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPQKLKSLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDEDAKTLDEYAVSAATGNLSRIVWTDAQLGSDQRSGGSDAKPFLLYPRSNLLRI
AF
SAQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPHTLPLNRIAEAVADIDKGHVVDDGRFADSAI
PA
ARPPSDSDEGKALFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKL
QI
AQTVTTLCGAEGEPEKLPASVRGNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPGGVLLLPDIFKSPEM
RR
SIEMRYGSAPSDDALQAWKDRQKWRREVDLSGARQYLQQHLPTGDTLLQQLRDTQSDFRQWSTHLGTEPL
KL
FVDPTHPESLLYLQTLMLNLQIIYAQENAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DVTNLATRIGELNGTLNHQGFAEKPWMKALKQPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVG
KQ
QNIVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWISEWRVLNKQISDIRRSWLYPTAYNPRKSIASHL
RA
LEQKLRLHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAIAKDWLSTARRWLDGLGGIAGSITWGVIML



NF
INTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPVLIDGKNVGILDRSAGYW
RA
KGNAAWSDAIRGFRVSMVAMGGFGLAAVTLELFDVTNDFYAAKTSEEKNAIIVKGISIFAMGVGSTFQLM
AG
LSPASTFTIVAMSPWFSVALLVIGSIYLFTTMALSYIKQDSVGWWLRKCCWSRTLDYRYPETAKGESEEV
RA
LMEIQLSPQVHVKSTVHYENRYLGKGDYYSVAVQNGAGVQVRLPKLVRGESVHFNIVSSKRPWGVLPVEK
ID
DPLHQTFLDRGQFRKAEQFGTLTNNPTGKASEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWYPAN
LI
NPGEDDRSYLFQMELGTKGDTAIDGLAAVELEVKASSRIGTLTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0Q0DMP2_PSEAP/1-1146
MHTAGDIARFCAEIPCMIEKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPQK
LK
PLLTGSRWAVMPKLKTRSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSNQRSGGS
DA
KPFLLYPRSNLLRIAFSAQQWTWRICEHLRSNPESRSSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADI
DK
EHVVDDDRFADSAIPTHESSSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAGDQ
AA
YRNWQAEHEHKLQIAQTVTTLCGAESEPEKLPASVRDNAALTHQYLSDVEAYFEQCTFEQEQIGNNTAPG
GV
LLLPDIFKSPEMRRSIEMRYGRAPSDDALQAWNDRHKWRREVDLSGARQYLQQHLPTGDTLLLQVRDTQS
DF
QQWAIHLGTEPLKLFVDPTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPAL
KH
ALHQEANALLNGLGDVTNLATRIGELNGTLNHQGFADKPWMKALKQPVQDSFKALSQLASSAGKATFESI
LL
AWVPIDSRLAVGKQQNIVALIRTLLIGQILLDSKARIAIDHTMLAKLKNWISEWQVLNKQISDTRRSWLY
PT
AYNPRKSIASHLRALEQKLRLHELSMPALLDYQNNQYAKQLQDEIRLHFQSGKAITKEWLSTVRRWLDGL
GG
IAGSITWGVIMLNFINTAFTYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPLSIG
GY
NIGILDKSAAYWKARGNAVWGDAIRGFRGSMVAMGAFGIAAVTLEIFDVADDFYAAKTPEEKNVIIVKGI
SV
FTMGVGSTFQLMGGLSPASAFATVAMSSWFSVALLIIGSIYLFTTMTLNYFKQDSVGWWLRKCCWSRTLD
YR
YAETAQGEHEEVRALMEIKLSPQVYVKSTVYYENRYLGKGDHYSVAVQNGAGVQVHLPNLIRGQSVHFNI
VS
SKRPWGVLPVEKIDDPLHQTFLDRGQFRKAEQFGKLTNTPPSKASENFTYPLMPPDNEDLIWETWVPLDK



DA
TYLELQIWYPASLLDPGEEDRSYLFQMQLSPKGDTAIDGLAAVELEVKTSNRAGTLTLEVAEGTPL----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>Q4ZQN8_PSEU2/1-1132
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDIAIVPVRYALDRSRYDTAPEKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAGTFHEYVSSAADGHLSRIIWTDAQIGSDQRSGGSDAKPFLLYPRSNLLRI
AF
SAQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEYVVDDDRFSDSAI
PA
ARPPSDSDEVKALFSPIGADVFWQGSVEDKNSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKI
QI
AQTVTTLCGAESEPEKLPASVRGNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPGGVLLLPDIFKSPQM
RR
SLEMRYGSAPSDDALQAWKERHKWRREVDLSGARQYLQQHLPTGDTLLKQVRDTQSDFQQWTTHLGTEPL
KL
FVDTAHPESLLYLQTVMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DITNLATRIGELNGTLNHQGFAEKPWMKALKQPVQDTFKALGQLASDAGKATFESILLAWVPIDSRLAVG
KQ
QNIVALIRTLLIGQILLDSKARIAIDHTMLAKLKNWISEWQVLNKQISDTRRSWLYPTAYTPRKSIASHL
RT
LEEKLRRHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAITKEWLSTARRWLDGLGGIAGSITWGVIML
NF
INTAFTYRDLTRDGNFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLSIGGYDIGILDKSAAYW
KA
RGNAVWGDAIRGFRVSMVAMGGFGLAAVTLEIFDVADDFYAAKTPEEKNVIIVKGISVFTMGVGSTFQLM
GG
LSPASAFATVAMSSWFSVALLIIGSIYLFTTMTLNYFKQDIVGWWLRKCCWSRTLDYRYAETAKGEHEEV
RA
LMEIQLSPQVHVKSTEHYENRYLGKGDHYSVAVQNGVGVQVHLPNLIRGQSVHFNIVSSKRPWGVLPVEK
ID
DPLHQAFLDRGQFREVEQFGKLTNTPSGKASEDLTYPLMPPENEDLIWETWVPLDKDATYIELQIWYPAN
LL
NPGEDDRSYLFQMELGPRGDTAIDGLAAVELEVKASNRAGTLTLEVAEGTPL------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1I5GX39_PSESX/1-1130
MIEKSGTHTQRRAATFAKTPATAISLCPFRGPDVAIVPVRYALDRSRYDAAPQKLKPLLTGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQIGSNQRSGGSDAKPFLLYPRSNLLRI
AF
SAQQWTWRICEHLRSNPESRSSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDDRFADSAV
PT
SESSSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAGDQAAYRNWQAEHEHKLQI
AQ
TVTTLCGAESEPEKLPASVRDNAALTHQYLSDVEAYFEQCTFEQEQIGNNTAPGGVLLLPDIFKSPEMRR
SI
EMRYGRAPSDDALQAWNDRHKWRREVDLSGARQYLQQHLPTGDTLLLQVRDTQSDFQQWAIHLGTEPLKL
FV
DPTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFAEKPWMKALKHPVQHTFKALGQLASNAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRA
LE
QKLRLHELSMPALLDYQNNRYAKQLQDEIRLHFQSGKAITKEWLSTVRRWLDGLGGIAGSITWGVIMLNF
IN
TAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPLSIGGYNIGILDKSAAYWKA
RD
NAVWGDAIRGFRGSMVAMGAFGIAAATLELKDVLEDFDAARTLEEKTALSVKGASVFVMGAASTVQLTAG
IS
PASTITTIAMSSWLSVVLLVTGFIYLFTTIALNYFKQDGVGWWLRRCCWSKTVDFRHPETAKGEYEEIQA
LL
EIQLSPEVYVKSTVHYEDRYLGKGDYMRVAVQNGAGVQVRLPSLVRGTSLHFNVISSKRPWGLLPVEKID
RP
IHENFLNRGQFRRVEQFKILTNEPTGKASEDFTYPLMPPEDEDLIWETWVPLDNNATYLELQIWYPTNLI
HP
GEEDRGYLFQIELGTRGDTESDGLAAVELEVKALSRAGTLTLEVAGSRPL--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S4JAV2_PSESY/1-1132
MTDKSGTLTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPQKLKSLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDEDAKTLDEYAVSAATGNLSRIVWTDAQLGSDQRSGGSDAKPFLLYPRSNLLRI
AF
SAQQWTWRICEHLRSNPASRTSWMKALDLKRYCMTMAEPHTLPLNRIAEAVADIDKEHVVDDGRFADSAI
PA
ARPPSDSDEGKALFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKL
QI
AQTVTTLCGAEGEPEKLPASVRGNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPGGVLLLPDIFKSPEM



RR
SIEMRYGSAPSDDALQAWKDRQKWRREVDLSGARQYLQQHLPTGDTLLQQLRDTQSDFRQWSTHLGTEPL
KL
FVDPTHPESLLYLQTLMLNLQIIYAQENAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DVTNLATRIGELNGTLNHQGFAEKPWMKALKQPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVG
KQ
QNIVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWISEWRVLNKQISDIRRSWLYPTAYNPRKSIASHL
RA
LEQKLRLHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAIAKDWLSTARRWLDGLGGIAGSITWGVIML
NF
INTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPVLIDGKNVGILDRSAGYW
RA
KGNAAWSDAIRGFRVSMVAMGGFGLAAVTLELFDVTNDFYAAKTSEEKNAIIVKGISIFAMGVGSTFQLM
AG
LSPASTFTIVAMSPWFSVALLVIGSIYLFTTMALSYIKQDSVGWWLRKCCWSRTLDYRYPETAKGESEEV
RA
LMEIQLSPQVHVKSTVHYENRYLGKGDYYSVAVQNGAGVQVRLPKLVRGESVHFNIVSSKRPWGVLPVEK
ID
DPLHQTFLDRGQFRKAEQFGTLTNNPTGKASEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWYPAN
LI
NPGEDDRSYLFQMELGTKGDTAIDGLAAVELEVKASSRIGTLTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>W0MTQ2_PSESX/1-1127
MTDKNGTRQQRRAACFDKTPATATSLCPFKGPSIAIVPVRYALDRSRYDADPKQLKPLPKDGKWASLPTL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAVSAADGHLSKIVWSDAQVGSDQRSGGTDGKPFLLYPRSNRLHI
AF
SPLQWTWRICEHMRSNPPSRALWMKALDLPRYCITMAEPDTLPLNHIAEAVADVDKGNVIDDGRFADSAI
PT
ARSPSSDEATSLFSPVGADVFWLGSVDDKDSSLLIALDDPLAVFNDLGMQLAADQAAYRNWQAEHEHKIQ
IA
QTVTTLCGAESEPEKLPASVRGDAAGTHQYLSDVEAWFDQCIIEEAQINSSSVPGDFLVLPDMFKSLDMR
KS
IEARYGSAPSEQDAQVWKDRHKWRREVDFTGARQYLLQHLPAGEKLLQQVRDTQSDFRQWSTYLGTEPLK
LF
IDTTHPNTLLYLQMILLNLQIIYAQDNAASAWLAEQEANTSSLFGTLRYGFSPALKDALHHEANALLNGL
GD
VTNLATRIGELNGALNHQGFADKPWMKALKQPVQDTFKALGDLASGAGKATLESILLAWVPIDSRHAIGK
KQ
NIVALIRTLLIGQVLLDSPTRIAINQQVFTRLKQWIREWQVLNKQISDTRRSWLYPTAYNTRKSTANHLN
AL
RERLRLHELSMPALLDFQNKEYAKQLQDEIRQYFQTGKAITKDWLAHAKRWIDKLGGIAGSITWGVIMAN



FI
NTALTYRDLTKDGDFSLKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVIGGYDIGILDQSAAYWK
AR
GNAVWGDAIRGFRGSMVAMGAFGVAAATLEVVDIHDDWSKLKTSAEKNATMTKGFATAAMGLGSLAQLLV
GT
SPVSRLTIFVMSPWFSVALLVTGAIYLFATMALNYLKQDSVGWWLRKSCWSRAPQHRYPETAQGQNDEIR
GL
LEIQLGPQLHVKSTVHYEDRYLGKGDYMSVAVQNGVGIQLRLPSAIRGSSVHFNVISSKRPWGLMPVEKI
EN
SIHEDFLDRGQLRNTSQFGSLTGKRIEKANEDFTFPRMPPENEDVIWETWVPLKQDASYLELQIWYPQNL
IN
PGEEDNGYLFQMELGAQGSTSIDGLTATDLEVKASSRAGFLTLEIAE-----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M2Y799_PSESY/1-1195
MQHTGMSRRMCADVCALFHVFLLDVFALNLYLFVFYRQIDSRHISWNALLHTAGDIARFCAEIPCMTDKS
GT
HTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPEKLKPLLKGSRWAVMPKLKTRSYTL
RQ
LYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSNQRSGGSDAKPFLLYPRSNLLRIAFSAQQW
TW
RICEHLRSNPESRSSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEYVVDDDRFADSAIPTHESSS
EE
NQPLFSPIGADVFWQGSVEHQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKLQIAQTVTTL
CG
AESEPEKLPASVRDNAALTHQYLSDVEAYFEQCTFEQEQIGNNTAPGGVLLLPDIFKSPEMRRSIEMRYG
RA
PSDDALQAWNDRHKWRREVDLSGARQYLQQHLPTGDTLLLQVRDTQSDFQQWAIHLGTEPLKLFVDPTHP
ES
LLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLGDITNLAT
RI
GELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRLAVGKQQNIVALI
RT
LLIGQILLDSKARIAIDHTMLAKLKNWISEWRVLNKQISDIRRSWLYPTAYNPRKSIASHLRALEQKLRL
HE
LSMPALLDYQNNRYAKQLQDEIRLHFQSGKAIAKDWLSTARRWLDGLGGIAGSITWGVIMLNFINTAFTY
RD
LTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLSIGGYDIGILDKSAAYWKARGNVVWG
DA
IRGFRGSMVAMGAFGIAAVTLELFDALDDFYAAKTSDEKHGLRIKRVAVFLMGLGSSAQLLAGVFPASTF
TI
IAMSSWFSVALMAVGFIYLLATMTLNYFKQDSVGWWLRKCCWSRTIDYRYDETAKGKNEEVSALMEIQLS
PQ
AHVKSTVHYEDRYLGKGDYMSVAVQNGAGVQVYFPHFLRGKSVHFNIVSSKRPWGVLPVEKIDTPIYEAF



LN
RGKFRKVEQFGMLTNKPTAKASEDFTYPLMPPENEDLIWETWVPLDKEATFLELQLWYPSDLINSGEDDR
SY
LFQMELGTRGDTSIDGLAAMELAVKASSRTGSLTLEVAEGTPI---------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M4AS53_9PSED/1-1148
MHTAGELPVAAQRMSRMTDKYGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVDPAQ
LK
PLPKDGQWARLPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRNGAG
EG
QPFLLYPRDHRLHVAFSPMQWTWRMCEHMRSHAPSRALWMKAVDLASYCLTMAEPDTLPLDRIAEAVADI
DK
DRVVDDGRFADSAIPTACPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAA
DQ
AAFREWQSAHEHKIQIAQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCDFEEAQIGSNTV
PG
GLLLLPDVFKSPDMRRAIQARYGSAPSDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDT
QS
DFQLWATHIGTDPLRLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAANAWLAGQEANTSSLFGTLRYGFSP
AL
KHALHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATFE
SV
LLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSTARVAINEQAVTKLKQWVREWRVLNKQISELVRSW
QY
PNAYNTRQSTARNLQAHKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLTKDWLARAKGWTD
RL
GGTAGTITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVL
ID
GKNVAILDRSSAYWKAKGNTAWSDAIRGFRVSMVAMGGFGIVAATLELFDVLDDSARAKTSKEKNWLDLK
IV
SVGLMGVGSAAQLFAGIYPASTVAIIVMNPWFSVALLAAGLIYLFATMALNYFKQDSVGWWLRKCCWSKT
LD
YRYAETADGEHEEVRALMEIQLSPQVHVKSTVHYENRYLGKGDHYSVAVQNGAGVQVRLPNLVRGQSVHF
NI
VSTKRPWGVLPVAKIDDPLHEAFLDRGQFRKAEQFGTLTNKPAGKASEDFTYPRMPPENEDLIWETWVPL
DN
DATYLELQLWYPANLLNPGGDDRSYLFQMELGTKGDTAIDGLAAVELEVKESSRIGALTLEVAEGTPV--
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A0P9JF21_9PSED/1-1148
MHTAGELPVAAQRISRMTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPTQ
LK
PLPKDGQWARLPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRTGAD
EG
QPFLLYPREHRLHIAFSPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAAPDTLPLDRITEAVADI
DK
DCVVEDGRFADSAIPSTRPPSEDAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAA
DQ
AAFREWQSAHEHKIQIAQTIATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCILEEAQISSSNV
PG
DFLLLPDMFKSLDMRKSIETRYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGEKRLQQVRDT
QS
DFQHWATHLGTEPLKLFIDTTHPKPLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSP
AL
KHALHQEADALLNGLGDVTNLATRIGELNGVLNHRGFADKPWMKALKQPVQDTFKALGELASGAGKARFE
SV
LLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVSEWQVLNKQISELVRSW
QY
PNAYNTRQSTARNLQAHKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARARGWTD
RL
GGTAGSITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVDAPWSIIRDATPAL
ID
GKNVAILDRSSAYWKAKGNAAWGDAIRGFRVSMVAMGGFGLAAVTLELFDVTDDFHAAKTSEEEYGLRIK
WS
SVLMMGLGSAAQLFAGMFPASAFAIIAMNPWFSVALFATGFIYLLATMALNYFKQDSVGWWLRKCCWSIT
QD
YRYAETAEGKHEEVRALMEIQLSPQIHVKSTVHYESRYLGKGDYYSVAVQNGAGVQVRLPNLLRGQTVHF
NV
ISSKRPWGVLTVEKIDQPIYEAFLDRGQFRKIEQFGMLTNKPAGKASEDFTYPRMPPENEDLIWETWVPL
DK
DATYLELQVWYPENLINPGEDDRSYLFQMELGTNGETAIDGLAAVELEVKASGRIGALTLEVAEGTPV--
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3LMH0_9PSED/1-1132
MTDKNGTRQQRRAACFARTPATATSLCPFRGPNVAIVPVRYALDRSRYDVAPGQLKPLPKDGKWARQPPL
KT
RSHTLRQLYDGYVYVFDETADTLHEYAVSALSGQLSRIVWAEAQIGNDQRNGASDGKPFLFYPRRNMLHI
AF
SPIQWTWRLCEHMRSNAPSRALWMKALDLARYCTSMAEPDTLPLDRIAEAVADIDLGHVIDDGRFADTSA
PT
ARPLSEDPDAQPSWAPLGADVFWQGSVGDQDSALVIALDDPLAVFNDLGMQLAADQAALRDWQSEHEHKI
QI
AQTVATLCGAESETDKLPASVRDNTLRTHQYLSELEAYFEQCDFEAAQIGSNTVPGGLLFLPDVFKSPDM



RK
SIKARYGSNPTEEGAQVWKDRHKWRREVDLTGAREYLLQHLPTRDRLRQQVRDTQSDFRLWSTHIGTEPL
KL
FIDTTNPEALLYLQTTMLNLQIIYAQDSAASAWLAEQEINTNSLFGTLRYGFSAALKQALHEEADALING
LG
DVTNLATRIGELNGALNHQGFADKPWMKTLKQPIQDTFKALGELASGAGKATLESILLAWVPIDSRMALG
KQ
QNIVALIRTLLIGQILLDSPARIEINQQMLIKLKQWVREWQVLNRQINDIRRSWLYPTAYNTRQSTSRNL
HA
HIQKLRLHELSMPALLDFQNNQYAKQLQDEIRQYFQSGKTLTKDWLAHAKGWSDRLGGTAGTITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVIGGYDVGILDKSAAYW
KA
QGNAVWGDAIRGFRGSMVAMGGFGLAAVTLELFDVADDFYAAKTSEEEYGLRVKWSSVLMMGLGSAAQLF
AG
FFPASAFAIIAMNPWSSVALFATGFIYLLATMALNYFKQDSVGWWLRKCCWSNTANYRYAETADGEHEEV
RA
LMEIQLSPQVHVKSTVNYENRYLGKGDYYSVAVQNGAGVQVRLPNVLRGQTVHLNVISSKRPLGVLTVKK
ID
PPIYEAFLDRGQFRNTEQFGMLTNKPAGKASEDFTYPRMPPENEDLIWETWVPLDKDATYLELQLWYPAN
LL
NPGGDDRSYLFQMELGIRGDTAIDGLAAVELEVKASSRIGALPLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3M0I9_PSESX/1-1142
MHTAGDIDRFCAEIPCMTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQK
LK
PLLKGSRWAVMPKLKTRSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLGRIVWADTQLRSDRRSGAD
DG
KPFLLYPRNNRLHIAFSPLQWTWRTCEHLRSNPASRSAWMKALDLKRYCMTMAEPDTLPLNRIAEAVADI
DK
EHVVDDGRFADSAIPTSKASSEETQPLFSPIGADVFWQGSVDDQHSSLLIALDDPLAIFNDLGMQLAADQ
AA
YRNWQAEHEHKIQIAQTVTALCGAEGEPEKLPASVRSNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPG
GV
LLLSDVFKSPEMRRSLEMRYGSAPADEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQS
DL
RQWSTHLGTEPLKLFVDTTHPESLLYLQTLMLNLQIIYAQDNAASTWLAEQEANDSSLFGTLRYGFSPAL
KH
ALHQEANTLLNGLGDVTNLATRIGELNGTLNHQGFADKQWMKALKQPVQDTFKALGQLASSAGKATFESI
LL
AWVPIDSRLAVGKQQNIVALIRTLLIGQILLDSKARIAIDHKMLAKLKNWISEWQVLNKQISDTRRSWLY
PT
AYNSRKSIASHLRTLEQKLRLHELSMPALLDFQNNEYARQLQDEIRLHFQSGKAIAKDWLATAKRWLDGL



GG
IAGSITWSVIMLNFINTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPLVIG
GY
NIGILDKSAAYWKARGNAIWGDAIRGFRGSMVAMGGFGIAAAALEILDIGNDLNDIKTSEERIASEIKIA
SV
AMMLLGSAIQLSAGIFPTTFLAAFAMASWFSAVLLLTGVVYLLATMALNYFKQDSIGWWLRKCCWSKSIE
YR
YSTNGEGQLEEKLALLTIQLSPQVYVKSTTRDETRYLGKGDYYSTPEQYGAGVQILLPKAVRGQSVHFNV
IS
SKRPWGVLPVKKIDSSIQESFLSRGQFKKTDHFGNLANLPARNAEEDFTFPRMPPESEDLVWETWVPLEK
EA
AYLELQIWYSDNLLNSGPQDIGYLFQLELSGKGETAINGVDTTVLEVKSASRINALTLEIAD--------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5Z8B9_9PSED/1-1169
MSYGRPRTRKFSTCLRNCASTRLMNTARNLIQARARCMTDKNGTRQQRRAACFARTPATATSLCPFRGPN
VA
IVPVRYALDRSRYDVAPGQLKPLPKDGKWTRQPPLKTRSHTLRQLYDGYVYVFDETADTLHEYAVSALSG
QL
SRIVWAEAQIGNDQRNVASDGKPFLFYPRRNTLHIAFSPIQWTWRLCEHMRSNAPSRALWMKALDLARYC
TS
MAEPHTLPLDRIAEAVADIDQGHVIEDGRFADTSVPTARPLSEDPDAQPSWAPLGADVFWQGSVDDQDSA
LV
IALDDPLAVFNDLGMQLAADQAALRDWQSEHEHKIQIAQTVATLCGAESETDKLPASVRDNTLRTHQYLS
EL
EAYFEQCDFEEAQIGSNTVPGGLLLLPDVFKSPDMRRAIQARYGSAPTDEGAQAWKDRHKWRREVDLSSA
RQ
YLLQHLPTGDKRLQQVRDTQQDFRLWATHIGTEPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAANAW
LA
EQEANTSSLFGTLRYGFSPALKHALHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADKPWMKSLKQP
VQ
DTFKALGELASGAGKARFESVLLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSTARVAINEQAVTKL
KQ
WVREWRVLNKQISELVRSWQYPNAYNTRQSTARNLQAHKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQ
YF
QSGKTLTKDWLARAKGWTDRLGGTAGTITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFN
LL
MAVFVEAPWAIISTAKPLVIGGYDVGILDKSAAYWKAQGNAVWGDAIRGFRGSMVAMGGFGLAAVTLELF
DV
ADDFYAAKTSEEEYGLRVKWSSVLMMGLGSAAQLFAGFFPASAFAIIAMNPWFSVALFATGFIYLLATMA
LN
YFKQDSVGWWLRKCCWSNTANYRYAETADGEHEEVRALMEVQLSPQVHVKSTVNYENRYLGKGDYYSVAV
QN
GAGVQVRLPNVLRGQTVHFNVISSKRPLGVLTVKKIDQPIYEAFLDRGQFRNTEQFGMLTNKPAGKASED



FT
YPRMPPENEDLIWETWVPLDKDATYLELQLWYPANLLNPGGDDRSYLFQMELGIRGDTAIDGLAAVELEV
KA
SSRIGALPLEVAEGTPV-----------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3FF31_PSESX/1-1146
MHTAGDIARFCAEIPCMTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPQK
LK
PLLKGSRWAVMPKLKTRSYTLRQLYDGYVYVYDETAETLHEYAVSAASGNLSRIIWTDAQLGSDQRSGGS
DA
KPFLLYPRSNLLRIAFSAQQWTWRTCEHLRSSPESRASWMKALDLKRYCMTMAEPDTLPLNRIAEAVADI
DK
EYVVDDDRFADSAIPTHESSSEENQPLFSPIGADVFWQGSVEHQDSSLLITLDDPLAIFNDLGMQLAADQ
AA
YRNWQAEHEHKLQIAQTVTTLCGAESEPEKLPASVRDNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPG
GV
LLLPDIFKSPEMRRSIEMRYGSAPSDDALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQQVRDTQS
DF
QQWAIHLGTEPLKLFVDTTHPQSLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPAL
KH
ALHQEANALLNGLGDVTNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESI
LL
AWVPIDSRLAVGKQQNIVALIRTLLIGQILLDSKARIAIDHKMLAKLKNWISEWRVLNKQISDIRRSWLY
PT
AYNPRKSIARHLRALEQKLRLHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAITKEWLSTARRWLDGL
GG
IAGSITWGVIMLNFINTAFTYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPLSIG
GY
NIGILDKSAAYWKARGNAVWGDAIRGFRVSMVAMGGFGLAAVTLEIFDVADDFYAAKTPEEKNVIIVKGI
SV
FTMGVGSTFQLMGGLSPASAFATVAMSSWFSVALLIIGSIYLFTTMTLNYFKQDSVGWWLRKCCWSRTLD
YR
YAETAQGEHEEVRALMEIKLSPQVYVKSTVYYENRYLGKGDHYSVAVQNGAGVQVHLPNLIRGQSVHFNI
VS
SKRPWGVLPVEKIDDPLHQTFLDRGQFRKAEQFGKLTNTPLGKASEDFTYPLMPPDNEDLIWETWVPLDK
DA
TYLELQIWYPASLLDPGEEDRSYLFQMQLSPKGDTAIDGLAAVELEVKTSNRAGTLTLEVAEGTPL----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3M3BR96_PSESX/1-1142
MHTAGELPVAAQRISRMTDKNGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDVNPTQ
LK
PLPKDGHWASLPKLKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRSGAG
EG
QPFVLYPRDHRLHIAFSPLQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADI
DK
DCVVEDGRFADSAIPSVRPPSEGAEPYPLWAPLGADVFWQGSVYDQDSSLVIALNDPLAVFNDLGMQLAA
DQ
AAFREWQSAHEHKIQIAQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCILEEAQISSSNV
PG
DFLLLPDMFKSLDMRKSIETRYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDT
QS
DFQHWAAHIGTEPLKLFIDTTHPKTLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSP
AL
KHALHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKARFE
SV
LLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVSEWQVLNKQISELVRSW
QY
PNAYNTRQSTARKLQAHKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARARGWTD
RL
GGTAGSITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSIIRDATPAL
ID
GKNVAILDRSSAYWKAKGNAAWGDAIRGFRVSMVAMGGFGLAAVTLELFDVTDDFHAAKTSEEEYGLRIK
WS
SVLMMGLGSAAQLFAGMFPASAFAIIAMNPWFSVALFATGFIYLLATMALNYFKQDSVGWWLRKCYWSIT
QD
YRYAETAEGKHEEVRALMEIQLSPQIHVKSTVHYESRYLGKGDYYSVAVQNGAGVQVRLPNLLRGQTVHF
NV
ISSKRPWGVLTVEKIDQPIYEAFLDRGQFRKIEQFGMLTNKPAGKASEDFTYPRMPPENEDLIWETWVPL
DK
DATYLELQLWYPANFLNPGGDDRSYLFQMELGIRGDTAIDGVAAVELEVKATSRIGALTLEV--------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A326T309_9PSED/1-1126
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDTAPEKLKPLLEGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSDQRSGGSDAKPFLLYPRNNLLRI
AF
SAQQWSWRICEHLRSNPASRDSWMKALDLKRYCITMAEPDTLPLNCIAEAVADIDNEYVVDDDRFADSAI
PT
SKASSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAGHEHKIQI
AQ
TVTTLCGAESDPEKLPASVRGNSALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRK



SI
EMRYGSAPSDQALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DTSHPESLLYLQTVMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRMAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHNMLAKLKTWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRA
LE
EKLRLHELSMPALLDFQNNQYARQLQDEIRLHFQSGKAITKEWLTSARRWLDGLGGIAGSITWGVIMLNF
IN
TAFTYRDLTRDGDFSAKDLGKVTYGLGYSFNLLMAVFVEAPWAVIRDATPVLIDGKNVGILDRSAGYWRA
KG
NLVWGDAIRGFRVSMVAMGAFGVAAAVLEVLDIQDDLSRVNTSEEIIAMQLKFASVLMMGAGSAIQLIAG
IF
PTTPLTAVAMSPWFSITLLLIGTVYLFATTALNYFKQDSVGWWLRRCCWSRSIEYRYSTDAGGQHAEKLD
LL
TIQLSPQVHVKITTRLESRYLGKGDYYSTAVQDGAGVQLLFPSAVRAQSVHFNIISSKRPWGVLPVEKID
SP
INESFLNRGQFRQAGQFGTLGNKAARNAHEDFTFPLMPHESEDLIWETWIPLEAEATYLELQIWYPDSLI
KP
DQQDIGYLYQLKLNREGDTKVDGLITAELEVKALNRSTALTLEVAE------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>F3IRJ1_PSEAV/1-955
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDVNPTQLKPLPKDGHWASLPKL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRSGAGEGQPFVLYPRDHRLHI
AF
SPLQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDCVVEDGRFADSAI
PS
VRPPSEGAEPYPLWAPLGADVFWQGSVYDQDSSLVIALNDPLAVFNDLGMQLAADQAAFREWQSAHEHKI
QI
AQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIETRYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQHWAAHIGTEPL
KL
FIDTTHPKTLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSPALKHALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKARFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVSEWQVLNKQISELVRSWQYPNAYNTRQSTARKL
QA
HKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARARGWTDRLGGTAGSITWGVVML



NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSIIRDATPALIDGKNVAILDRSSAYW
KA
KGNAAWGDAIRGFRVSMVAMGGFGLAAVTLELFDVTDDFHAAKTSEEEYGLRIKWSSVLMMGLGSAAQLF
AG
MFPASAFAIIAMNPWFSVALFATGFIYLLATMALNYFKQDSVGWWLRKCYWSITQDYRYAETAEGKHEEV
RA
LMEIQLSPQIHVKSTVHYE---------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3EE48_PSEAV/1-1132
MTDKHGTHQQRRAALFPKTPATATSLCPFRGANVAIVPVRYALDRSRYDAAPEKLKPLPKQRKWALMPTL
KT
RSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGASDGKPFLLYPRRNTLHI
AF
SPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGHVTDDGRFADSAI
PT
ARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQARHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSVPTEEAAQAWKDRHKWRREVDLASARQYLQQHLPSGDALLQQVRDTQSDFQLWATHIGIDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSATSTWLAEQEANATTLYGTVRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLNKQISDTRRRWLYPNAYNTRQSTARNL
HA
HKQKLRVHELSIPSLLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTDRLGGTAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPELIDGKNVAILDRSSAYW
KA
KGNVTWGDAIRGFRVSMVAMGGFGIVAVVLELFDITDDFHEAKTSGEEYGIGIKGFSVLVMGLGSAAQLL
AG
IFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGWWLRKCCWSRTLAYRYAETAEGEQEEV
RA
LMEIQLSPQVHAKSTVHYEDRYLGKGDYYSVAVQNGAGVQVRLPNLLRGQSVHFNIVSSKRPWGVLPVEK
MD
DPLHEAFLDRGQFRKAEQFGTLTNKQAGKTSEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWYPNN



LI
NPSEDDRGYLFQMELGTWGDTAIDGLAAVELEVQASSRIGTLTLEVAESTPL------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9R5G7_PSESX/1-966
MTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEQLKPLPKQGKWTLMPTL
KT
RSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGRDQRSGASDGKPFLLYPRRHTLHI
AF
SPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGYVTDDGRFADSAI
PT
ARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQAEHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSAPTEEAAQTWKDRHKWRREVDLGSARQYLQQHLPSGDALLQQVRDTQRDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANATTLFGSLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSTARIAVDQQVFTKLKQWTREWQVLNKQISDTRRRWLYPNAYNTRQSTARNL
HA
HKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTDRLGGTAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVLIDGKNVGVLDRSSAYW
KA
KGNVTWGDAIRGFRVSMVAMGGFGIAAVVLELFDITDDFHEAKTSGEEYGIGIKGFSVLVMGLGSAAQLL
AG
IFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGWWLRKCCWSRTLAYRYAETAEGEQEEV
RA
LMEVQLSPQVHAKSTVHYEDVTLAKAITTA----------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3M3ZFD7_PSEYM/1-1132
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDVNPTQLKPLPKDGHWASLPKL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRSGAGEGQPFLLYPREHRLHI
AF
SPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDCVVEDGRFADSAI
PC
ARPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSAHEHKI
QI
AQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIETRYGSAPTDESAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQHWAAHIGTEPL
KL
FIDTTHPKTLLYLQTIMLNLQIIYAQDSAANAWLAEQEANSSSLFGTLRYGFSPALKHALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKARFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVSEWQVLNKQISELVRSWQYPNAYNTRQSTARKL
QA
HKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARARGWTDRLGGTAGSITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSIIRDATPALIDGKNVAILDRSSAYW
KA
KGNAAWGDAIRGFRVSMVAMGGFGLAAVTLELFDVTDDFHAAKTSEEEYGLRIKWSSVLMMGLGSAAQLF
AG
MFPASAFAIIAMNPWFSVALFATGFIYLLATMALNYFKQDSVGWWLRKCYWSITQDYRYAETAEGKHEEV
RA
LMEIQLSPQIHVKSTVHYESRYLGKGDYYSVAVQNGAGVQVRLPNLLRGQTVHFNVISSKRPWGVLTVEK
ID
QPIYEAFLDRGQFRKIEQFGMLTNKPAGKASEDFTYPRMPPENEDLIWETWVPLDKDATYLELQLWYPAN
FL
NPGGDDRSYLFQMELGIRGDTAIDGVAAVELEVKATSRIGALTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5HT83_PSEAV/1-1158
MVGTHLGMYFCIQRAKLPVSAQRVSRMTDKHGTHQQRRAALFPKTPATATSLCPFRGANVAIVPVRYALD
RS
RYDAAPEKLKPLPKQRKWALMPTLKTRSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
SDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVTDDGRFADSAIPTARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQARHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL



EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLASARQYLQQHLPSG
DA
LLQQVRDTQSDFQLWATHIGIDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSATSTWLAEQEANATTL
YG
TVRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGEL
AS
GAGKTTLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHAHKQKLRVHELSIPSLLDFQNNEYAKLLQDEIRQYFQSGKTLAKD
WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPELIDGKNVAILDRSSAYWKAKGNVTWGDAIRGFRVSMVAMGGFGIVAVVLELFDITDDFHEAKT
SG
EEYGIGIKGFSVLVMGLGSAAQLLAGIFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGW
WL
RKCCWSRTLAYRYAETAEGEQEEVRALMEIQLSPQVHAKSTVHYEDRYLGKGDYYSVAVQNGAGVQVRLP
NL
LRGQSVHFNIVSSKRPWGVLPVEKMDDPLHEAFLDRGQFRKAEQFGTLTNKQAGKTSEDFTYPLMPPENE
DL
IWETWVPLDKDATYLELQIWYPNNLINPSEDDRGYLFQMELGTWGDTAIDGLAAVELEVQASSRIGTLTL
EV
AESIPL----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5FDR3_PSESS/1-992
MVGMHLGMYFCIQRAKLPVSAQRISRMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDAAPEQLKPLPKQGKWTLMPTLKTRSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
RDQRSGASDGKPFLLYPRRHTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGYVTDDGRFADSAIPTARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSAPTEEAAQTWKDRHKWRREVDLGSARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANATTL
FG
SLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGEL
AS
GAGKTTLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSTARIAVDQQVFTKLKQWTREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHAHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKD



WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPVLIDGKNVGVLDRSSAYWKAKGNVTWGDAIRGFRVSMVAMGGFGIAAVVLELFDITDDFHEAKT
SG
EEYGIGIKGFSVLVMGLGSAAQLLAGIFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGW
WL
RKCCWSRTLAYRYAETAEGEQEEVRALMEVQLSPQVHAKSTVHYEDVTLAKAITTA--------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M4C5Y3_9PSED/1-1147
MMNTVRKPVKPRMLHMTDKYGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVDPRQL
KP
LPKDGHWAHLPTLKTRSYTLRQLYDGYVYVFDETASTLHEYAASATDGHLSRIVWTDTHIGNDQRNGAGE
GQ
PFLLYPREHRLHIAFSPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADID
KD
RVVDDGRFADSAIPTVRPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAAD
QA
AFREWQSAHEHKIQIAQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCILEEAQISSSNVP
GD
FLLLPDMFKSLDMRKSIETRYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQ
SD
FQLWATHIGTEPLKLFIDATRPTQLLYLQTIILNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSPA
LK
HALHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATFES
VL
LAWVPIDSRMALGKQQNIVALLRTLLIGQILLGSTARVAINEQAVTKLKQWVREWRVLNKQISELVRSWQ
YP
NAYNTRQSTARNLQAHKHKLRVHELSIPALLDFQNSEYAKLLQDEIRQYFQSGKTLAKDWLARAKGWTDR
LG
GTAGSITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVI
GG
YDVGILDKSAAYWKARGNAVWGDAIRGFRGSMVAMGGFGLAAVTLELFDVADDFYAAKTPEEKNVIIVKG
IS
VFAMGVGSTFQLMSGLSPASTFTIVAMSPWFSVALLVIGSIYLFTTMALNYLKQDSVGWWLRKCCWSTTL
DY
RYAETAEGEHEEVRALMEIQLSPQVHVKSTVHYENRYLGKGDHYSVAVQNGAGVQVRLPNRVRGQSVHFN
IV
SSKRPWGVLPVEKIDDPLHQAFLDRGQFRKVEQFGMLTNKPAGKASEDFTYPLMPPENEDLIWETWVPLD



KD
AAYLELQIWYPASLLNTGEDDRSYLFQMELGPRGNTAIDGLAAVELEVKASNMAGALTLEVAEGTPL---
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3XZ66_9PSED/1-1128
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVDPAQLKPLPKDGQWARLPTL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDTHIGNDQRNGADEGQPFLLYPRDNRLHI
AF
SPMQWTWRVCEHMRSHAPSRALWMKALALASYCLTMAEPDTLPLDRIAEAVADIDKDRVLEDGRFADSAI
PT
ACPLSEDDESHPLWTPLGVDVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSAHEHKI
QI
AQTVATLCGAESEAEKLPASVRRDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDVFKSPDM
RR
AIQARYGSAPSDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQHWAAHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSPALKHALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFADKPWTKALKQPVQDTFKALGELASGAGKARFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVREWQVLNKQISDIRRRWLYPNAYNTRQSTARNL
QT
HKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTQAKDWLARAKGWTDRLGGTAGSITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWRVIRDATPVLIDGKNVAILDRSSAYW
KA
KGNTAWSDAIRGFRASMVAMGGFGLAAVTLEIFDIHDDWRKSKTSAEKNVIVTKGLATAAMGLGSLAQLL
AG
LSPASRLTFLVMSPWFSLALLTAGAIYLFATMALNYFKQDSVGWWLRKSCWSWTSEHRHAETVRGGNNEM
YE
FLEIQLSPQIYVKSTVHYENRYLGKGDYISVAVQNGVSVQVRLPSALRGQSVHFNVISSKRPWGVLPVEK
ID
RPVHEDFLDRGQFRKLEQFGTLANKPAGKASDDFTYPLMPPENEDVIWETWMALDQDASYLELQIWYPQH
LI
TSSQNDTGYWFQLELSTKGSIAFDGLTATELEVKSHNRTGFLTLEIAE----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3M5LD29_PSESX/1-1132
MTDKSGTHSQRRAATFAKIPATATSLCPFRKPEVAIVPVRYALDRSRYDAAPEKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAGTFHEYVSSAADGHLSRIIWADAQIGSNRRSGADDGKPFLLYPRNNRLHI
AF
SAQQWTWRICEHLRSNPASRASWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDDRFADSAI
PA
ARPPSDSDEGKALFSPIGADVFWQGSVEDKNSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKI
QI
AQTVTALCGAESEPEKLPASVRGNAALTHQYLSDVEAYFEQCIFEQEQIGNNTAPGGVLLLPDIFKSPEM
RR
SLEMRYGSAPSDEALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPL
KL
FVDTTHPESLLYLQTVMLNLQIIYAQDSAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DITNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASSAGKATFESILLAWVPIDSRMAVG
KQ
QNIVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWISEWRVLNKQISDTRRSWLYPTAYNPRKSIASHL
RA
LEQKLRLHELSMPALLDFQNNQYARQLQDEIRLHFQSGKAITKEWLSTARRWFDGLGGIAGSITWGVIML
NL
INTAFTYRDLTQDGNFSTKDIGKVMYGLGYSFNLLMAVFVEAPWAVIRDATPVLIDGKNVGILDRSAGYW
RA
KGNAAWSGAIRGFKVSMVAMGGFGLAAVTLELFDVTNDFYAAKTSEEKNAIIVKGISIFAMGVGSTFQLM
AG
LSPASTFTIVAMSPWFSVALLVIGSIYLFTTMALSYFKQDSVGWWLRKCCWSRTLDYRYPETAKGESEEV
RA
LMEIQLSPQIHVKSTVHYENRYLGKGDYYSVAVQNGAGVQVRLPKLVRGESVHFNMVSSKRPWGVLPVEK
ID
DPLHQAFLDRGQFRKAEQFGTLTNNPAGKASEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWYPAN
LI
NPGEDDRSYLFQMKLGTRGDTAIDGLAAVELEVKASSRIGTLTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>Q885D1_PSESM/1-1142
MPVAAQRISRMTDKNGTHRQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPTQLKPLPK
DG
QWARLPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWSDAHIGNDQRTGADEGQPFL
LY
PREHRLHIAFSPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDCVV
ED
GRFADSAIPSVRPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFR
EW
QSAHEHKIQIAQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLL



LP
DMFKSLDMRKSIETRYGSAPTDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQH
WA
AHIGTEPLKLFIDTTHPKTLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSPALKHAL
HQ
EADALLNGLGDVTNLATRIGELNGVLNHRGFADKPWMKALKQPVQDTFKALGELASGAGKARFESVLLAW
VP
IDSRMALGKQQNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVSEWQVLNKQISELVRSWQYPNAY
NT
RQSTARKLQAHKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARARGWTDRLGGTA
GS
ITSGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAIIRTAKPLVIGGYDV
GI
LDKSAAYWKARGNAVWGDAIRGFRGSMVAMGGFGLAAVTLELFDVIDDFFAAKTSEETYGIGIKGFSVLV
MG
LGAAAQLMAGISPAGVFTIIAMSPWFSVALLATGFIYLLATMALNYFKQDSVGWWLRKCCWSSTLDYRYA
ET
TDGEHEEVRALMEIQLSPQVHVKSTVNYENRYLGKGDYYSVAVQNGAGVQVRLPNVLRGQTVHFNVISSK
RP
LGVLTVEKIDQPIYEAFLDRGQFRNTEQFGTLTNKPAGKASEDFTYPRMPPENEDLIWETWVPLDKDATY
LE
LQIWYPANFLNPGGDDRSYLFQMELGIRGDTAIDGLAAVELEVKASSRIGALTLEVAEGTPV--------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S4HXH3_PSESY/1-1130
MTDKSGTHTQRRAATFAKIPATATSLCPFRKPEVAIVPVRYALDRSRYDAAPEKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQLGSDQRSGGSDAKPFLLYPRNNLLRI
AF
SAQQWTWRTCEHLRSNPASRDSWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDDRFADSAV
PT
SESSSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYCNWQAEHEHKIQI
AQ
TVTALCGAESEPEKLPASVRDNAALTHQYMSDVEAYFEQCIFEQEQIGNNTAPGGVLLLPDIFKSPEMRR
SL
EMRYGSAPSDEALQAWKDRQKWRREVDLSGARAYLQQHLPTGDTLLQKVRDTQSDFRQWSAHLGTEPLKL
FV
DTTHPQSLLYLQTLMLNLQIIYAQDNAASAWLAEQETNDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DV
TNLATRIGELNGTLNHQGFADKPWMKALKHPVQDTFKALGQLASGAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSNARIAIDQKMFTKLKSWISEWRVLNKQISDIRRSWLYPTAYNPRKSIASHLRA
LE
QKLRLHELSMPALLDYQNNQYAKQLQDEIRLHFQSGKAITKEWLSTARRWLDGLGGIAGSITWGVIMLNF



IN
TAFTYRDLTRDGNFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIRDAKPLSIGGYNIGILDKSAAYWKA
RG
NAVWGDAIRGFRVSMVAMGGFGLAAVTLEIFDVADDFYAAKTPEEKNVIIVKGISVFTMGVGSTFQLMGG
LS
PASAFATVAMSSWFSVALLIIGSIYLFTTMTLNYFKQDSVGWWLRKCCWSRTLDYRYAETAQGEHEEVRA
LM
EIKLSPQVYVKSTVYYENRYLGKGDHYSVAVQNGAGVQVHLPNLIRGQSVHFNIVSSKRPWGVLPVEKID
DP
LHQTFLDRGQFRKAEQFGKLTNTPPGKASEDFTYPLMPPDNEDLIWETWVPLDKDATYLELQIWYPASLL
DP
GEEDRSYLFQMQLSPKGDTAIDGLAAVELEVKTSNRAGTLTLEVAEGTPL--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>W0MV53_PSESX/1-1127
MTDKNGTRQQRRAACFDKTPATATSLCPFKGPSIAIVPVRYALDRSRYDADPKQLKPLPKDGKWASLPTL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAVSAADGHLSKIVWSDAQVGSDQRSGGTDGKPFLLYPRSNRLHI
AF
SPLQWTWRICEHMRSNPPSRALWMKALDLPRYCITMAEPDTLPLNHIAEAVADVDKGNVIDDGRFADSAI
PT
ARSPSGDEATSLFSPVGADVFWLGSVDDKDSSLLIALDDPLAVFNDLGMQLAADQAACRNWQAEHEHKIQ
IA
QTVTTLCGAESEPEKLPASVRGDAAGTHQYLSDVEAWFDQCIIEEAQINSSSVPGDFLVLPDMFKSLDMR
KS
IEARYGSAPSEQDAQVWKDRHKWRREVDLTGARQYLLHHLPAGDTLLQQVRDTQSDFRQWSTYLGTEPLK
LF
IDTTHPNTLLYLQMILLNLQIIYAQDNAASAWLAEQEANTSSLFGTLRYGFSPALKDALHQEANALLNGL
GD
VTNLATRIGELNGALNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATLESILLAWVPIDSRHAIGK
KQ
NIVALIRTLLIGQVLLDSPTRIAINPQVFTRLKQWIREWQVLNKQISDTRRSWLYPTAYNTRKSTANHLN
AL
RERLRLHELSMPALLDFQNKEYAKQLQDEIRQYFQTGKAITKDWLAHAKRWIDKLGGIAGSITWGVIMVN
FI
NTALTYRDLTKDGDFSLKDIGKVTYGLGYSFNLLMAVFVEAPWRVIKDATPVLIDGRNVGILDRSSGYWK
AR
GNLEWGEAISGFRVSMVAMGAFGIAAAMLELIDIYDDLTKTKTTEEATATRIKFGSVGLMAAGSTFQVAA
GF
LPASSYTLVAMSPWFSVAILLTGVIYLLTSMALNYFKQDSVGWWLQRCSWSKSINYRYPADAGGQLEEKL
AL
LTIQLSPQVHVKSTTRDEDHYFGRDTPYSAPVQYGAGVQILLPSAVRGQSVHFNIISSERPLGVLPVAKI
DD
PILDPFLDRGQFKKVDQFKNLVNKPARQAQEDFTFPLMPPEGEDIVWETWVPLGKDATYLELQIWYPDSL



IE
PGQQDVGYLFQLELNSKGDTAADGLAHTELEIKASNRASTLALEIAE-----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9UUL7_PSEA0/1-1132
MTDKHGTHQQRRAALFSKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEQLKPLPKQGKWALMPTL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGASDGKPFLLYPRRHQLHI
AF
APQQWTWRICEHMRSSAPSRALWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGYVTDDGRFADSAI
PT
ARPLSEDDEKNPLWAPLGADVLWQGSVDNQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQAEHEHKI
QI
AQTVSGLCGAESDPLKLPASVRGNAARTHQYLSEVEAYFERCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSVPTEKAAQAWKDRHKWRREVDLASARQYLQQHLPSGDALLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANATTLFGSLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELARGAGKATLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLNKQISDIRRSWLYPTAYNTRKSNASHL
RV
LEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWIDGLGGIAGAITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVLIDGKNVGVLDRSSAYW
KA
KGNVTWGDAIRGFRVSMVAMGGFGIAAVVLELFDITDDFHEAKTSGEEYGIGIKGFSVLVMGLGSAAQLL
AG
IFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGWWLRKCCWSRTLAYRYAETAEGEQEEV
RA
LMEIQLSPQVHAKSTVHYEDRYLGKGDYYSVAVQNGAGVQVRLPNLLRGQSVHFNIVSSKRPWGVLPVEK
MD
DPLHEAFLDRGQFRKAEQFGTLTNKQAGKTSEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWYPNN
LI
NPGQDDRGYLFQMELGTRGDTDIDGLAAVELEVQASSRIGTLTLEVAESTPL------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A0P9LGL2_PSEA0/1-1158
MVGMHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDAAPEQLKPLPKQGKWALMPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
NDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVADDDRFADSAIPTARPLSEDAETHLLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLQLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTL
FG
TLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFTDKPWMKALKQPVQGTFKALGEL
AS
GAGKATLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHAHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKD
WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDVTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPELIDGKNVAILDRSSAYWKTKGNATWGNAIRGFRVSMVAMGGFGVAAVTLELFGITDDFHEAKT
SG
EEYGIGIKGFSVLVMGLGSAAQLLAGIFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGW
WL
RKCCWSRTLAYRYAETAEGEQEEVRALMEIQLSPQVHAKSTVHYEDRYLGKGDYYSVAVQNGAGVQVRLP
NL
LRGQSVHFNIVSSKRPWGVLPVEKIDDPLHEAFLDRGQFRKAEQFGTLTNKQAGKTSEDFTYPLMPPENE
DL
IWETWVPLDKDATYLELQIWYPNNLINPGEDDRGYLFQMELGTRGDTAIDGLAAVELEVQASSRIGTLTL
EV
AESTPL----------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A454G7X5_PSESF/1-1132
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPRQLKPLPKDGYWARLPTL
KT
RSYTLRQLYDGYVYVFNETAGTLHEYAASASDGHLSRIVWTDAHIGNDQRNGAGEGQPFLLYPRDHRLHI
AF
SPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVDDGRFADSAI
PT
ARPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSAHEHKI
QI
AQTVATLCGAESEPEKLPASVRGDALRTHQYLSEVEAYFEQCDFEEAQIGSNAVPGGLLLLPDVFKSPDM



RR
VIQARYGSAPTDEGAQAWKDRHKWRREVDLSGARQYLLQHLPTGDKRLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTSSLFGTLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFAGKPWMTALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KR
QNIVALLRTLLIGQILLDSTARVVIDEQAVTKLKQWVREWQVLNKQISDIRRRWLYPNAYNTRQSTARNL
QA
HKHKLRVHELSIPALLDFRNNEYARLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTAGSITWGVVML
NL
INTAFLYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVLIDGKNVAILDRSSAYW
KA
KGNAAWGDAIRGFRISMVAMGGFGLAAVTLELFDITDDFHAAKTSEEIYGIGIKGFSVVMMGLGSAAQLM
AG
ISPAGVFTIIAMSPWFSVALLATGFIYLLATMVLNYFKQGSVGWWLRKCCWSRTIDYRYAETAKGENEEI
RA
LMEIQLSPQVHVKSTAHYESRYLGKGDYYSVAVQNGAGVQVRLPNLLRGQSVHFNVISSKRPWGVLPVEK
ID
DPLHEAFLDRGQFRKVDQFGTLTNKPAGKASEDFTYPRMPPENEDLIWETWVPLDKDATYLELQLWYPKN
LI
DPGEDDRSYLFQMELGTKGDTAIDGLAAVELEVKASSRVGALTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2V4RZH3_PSESJ/1-1130
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDIAIVPVRYALDRSRYDAAPEKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAGTFHEYVSSAADGHLSRIIWADAQIGSNRRSGADDGKPFLLYPRNNRLHI
AF
SAQQWTWRICEHLRSSPESRASWMKALDLKRYCTTMAEPDTLPLNRIAEAVADIDKEYVVDDDRFADSAI
PT
SRASSEEADPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKIQI
AQ
TVATLCGAESEPEKLPASVRGNAALTHQYLSDVEAYFEQCMFEQEQIGNNTAPGGVLLLPDIFKSPQMRR
SL
EMRYGSAPSEEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLKQVRDTQSDFQQWTTHLGTEPLKL
FV
DTAHPESLLYLQTVMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFAEKPWMKALKQPVQDTFKALGQLASDAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHTMLAKLKNWISEWQVLNKQISDTRRSWLYPTAYTPRKSIASHLRT
LE
EKLRRHELSMPALLDFQNNQYAKQLQDEIRLHFQSGKAITKEWLSTARRWLDGLGGIAGSITWGVIMLNF



IN
TAFTYRDLTRDGNFSAKDIGKVTYGLGYSFNLLMAVFVEAPWVVISTAKPLSIGGYDIGILDKSAAYWKA
RG
NAVWGDAIRGFRGSMVAMGAFGIAAATLELKDILEDFDAARTLEEKTALSVKGASVFVMGAASTVQLSAG
IS
PASTITTIAMSSWLSIVLLMTGFIYLFATIALNHFKQDSVGWWLRRCCWSKTVNFRHPETTKGEHEEIQT
LL
EIQLSPQVYVKSTVHYEDRYLGKGDYMRVAVQNGAGVQVRLPNLIRGNSLHFNVISSRRPWGLLPVEKID
RP
IQDSFLNRGQFRRVEQFKMFSNEPTGKASEDFTYPLMPPEDEDLIWETWVPLDKDATYLELQIWYPSNLI
HS
GEEDRGYLFQIELGTRGDTESDGLAAVELEVKALSRTGALTLEVAGSKPL--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2V0R6H9_PSESF/1-1132
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVNPTQLKPLPKDGQWARLPTL
KT
RGHTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIAWTDAHIGNDQRNGAGEGQPFLLYPRDNRLHI
AF
SPMQWTWRICEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVDDGRFADSAI
PT
ARPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSVHEHKI
QI
AQTVATLCGAESEPEKLPASVRGDALRMHQYLSEVEAYFEQCDFEDAQIGSNTVPGGLLLLPDVFKSPDM
RR
AIQARYGSAPTDEAAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTCPAQLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTGSLFGTLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFAGKPWMKALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLGSTARVAINEQAVTKLKQWVREWQVLNKQISDIRRRWLYPNAYNARQSTARNL
QA
HKHKLRVHELSIPALLDFQNNEYARLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTASSITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVLIDGKNVAILDRSSAYW
KA
KGNAVWGDAIRGFRASMVAMGGFGLAAVTLELFDIADDFYAAKTSEEEYGLRVKWSSVLMMGLGSAAQLF
GG
LFPASAFAIIAMNPWFSVALFATGFIYLLATMALNYFKQDGVGWWLRKCCWSNTVNYRYAETADGEHEEV
RA
LMEIQLSPKIHVKSTVNYENRYLGKGDYYSVAVQNGAGVQVRLPNVLRGQTVHFNVISSKRPLGVLPVEK
ID
QPIHEAFLDRGQFRNTEQFGTLTNKPAGKASEDFTYPRMPPENEDLIWETWVPLDKDATYLELQLWYPAN



LL
NPGGDDRSYLFQMELGIRGDTAIDGVAAVELEVKAISRIGALTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3HGZ4_9PSED/1-1058
MTDKNGTRQQRRAACFARTPATATSLCPFRGPNVAIVPVRYALDRSRYDVAPGQLKPLPKDGKWARQPPL
KT
RSHTLRQLYDGYVYVFDETADTLHEYAVSALSGQLSRIVWAEAQIGNDQRNGASDGKPFLFYPRRNMLHI
AF
SPIQWTWRLCEHMRSNAPSRALWMKALDLARYCTSMAEPDTLPLDRIAEAVADIDLGHVIDDGRFADTSA
PT
ARPLSEDPDAQPSWAPLGADVFWQGSVGDQDSALVIALDDPLAVFNDLGMQLAADQAALRDWQSEHEHKI
QI
AQTVATLCGAESETDKLPASVRDNTLQTHQYLSELEAYFEQCDFEAAQIGSNTVPGGLLFLPDVFKSPDM
RK
SINARYGSNPTEEGAQVWKDRHKWRREVDLTGAREYLLQHLPAGDRLRQQVRETQSDFRLWSTHIGTEPL
KL
FIDTTNTEALLYLQTTMLNLQIIYAQDSAASAWLAEQEINTNSLFGTLRYGFSAALKQALHEEADALING
LG
DVTNLATRIGELNGALNHQGFADTPWMKSLKQPVQDTFKVLGELASGAGKATLESILLAWVPIDSRMALG
KQ
QNIVALIRTLLIGQILLDSPARIEINQQMLIKLKQWVREWQVLNRQINDIRRSWLYPTAYNTRQSTSRNL
HA
HIQKLRLHELSMPALLDFQNNQYAKQLQDEIRQYFQSGKTLTKDWLARAKGWTDRLGGTAGTITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVIGGYDVGILDKSAAYW
KA
QGNAVWGDAIRGFRGSMVAMGGFGLAAVTLELFDVADDFYAAKTSEEEYGLRVKWSSVLMMGLGSAAQLF
AG
FFPASAFAIIAMNPWFSVALFATGFIYLLATMALNYFKQDSVGWWLRKCCWSNTANYRYAETADGEHEEV
RA
LMEIQLSPQVHVKSTVNYENRYLGKGDYYSVAVQNGAGVQVRLPNVLRGQTVHLNVISSKRPLGVLTVKK
ID
PPIYEAFLDRGQFRNTEQFGMLTNKPAGKASEDFTYPRMPPENEDLIWET--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A0P9SDQ6_PSEA0/1-1135
MPRMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEKLKPLPKQGKWTLM
PI
LKTRSYTLRQLYDGYIYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGRDQRSGASDGKPFLLYPRRHQ
LH
IAFAPQQWTWRVCEHMRSSAPSRALWMKVLDLAGYCITMAEPDTLPLNRIAEAVADIDKGHVNDDGRFAD
SA
IPTARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQARHE
HK
IQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKS
LD
MRKSIEARYGSVPTEEAAQTWKDRHKWRREVDLSGASQYLQQHLTSGDALLQQVRDTQRDFQLWATHIGT
DP
LKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSPALKQALHQEADAL
LN
GLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKATLESILLAWVPIDSRM
AL
GKQQNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLNKQISDTRRRWLYPNAYNTRQSTA
RN
LHAHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTNRLGGTAGSITWGV
IM
LNFINTALTYRDVTRDGDFSAKDIGKVTYGLGYSFNLLMVVFVEAPWSVIRDATPVLIDGKNVGVLDRSS
AY
WKAKGNATWSDAIRGFRVSMVAMGGFGVAAVTLELFDITDDFYAAKTPEEKNTIIVKGISIFAMGVGSTF
QF
IAGLSPASTFTIVAMSPWFSVALLVIGSIYLFTTMALSYFKQDSVGWWLRKCCWSRTLDYRYPETVKGES
EE
VRALMEIQLSPQVYVKSTVHYESRYLGKGDHYSVAVQNGAGVQVRLPNLVRGQSVHFNVISSKRPWGVLP
VE
KIDDPLHEAFLAHGQFRKTEQFGTLTNKPAGKASEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWY
PS
NLIHPGEEDQGYLFQMELGTRGDTAIDGLAAVELEVKTSSSVGTLTLEVAEGTPV---------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A454G899_PSESF/1-1132
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVNPTQLKPLPKDGQWARLPTL
KT
RGHTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIAWTDAHIGNDQRNGAGEGQPFLLYPRDNRLHI
AF
SPMQWTWRICEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVDDGRFADSAI
PT
ARPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSVHEHKI
QI
AQTVATLCGAESEPEKLPASVRGDALRMHQYLSEVEAYFEQCDFEDAQIGSNTVPGGLLLLPDVFKSPDM



RR
AIQARYGSAPTDEAAQAWKDRHKWRREVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTCPAQLLYLQTIMLNLQIIYAQDSAANAWLAEQEANTGSLFGTLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFAGKPWMKALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLGSTARVAINEQAVTKLKQWVREWQVLNKQISDIRRRWLYPNAYNARQSTARNL
QA
HKHKLRVHELSIPALLDFQNNEYARLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTASSITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVLIDGKNVAILDRSSAYW
KA
KGNAVWGDAIRGFRASMVAMGGFGLAAVTLELFDIADDLYAAKTSEEEYGLRVKWSSVLMMGLGSAAQLF
GG
LFPASAFAIIAMNPWFSVALFATGFIYLLATMALNYFKQDGVGWWLRKCCWSNTVNYRYAETADGEHEEV
RA
LMEIQLSPQIHVKSTVNYENRYLGKGDYYSVAVQNGAGVQVRLPNVLRGQTVHFNVISSKRPLGVLPVEK
ID
QPIHEAFLDRGQFRNTEQFGTLTNKPAGKASEDFTYPRMPPENEDLIWETWVPLDKDATYLELQLWYPAN
LL
NPGGDDRSYLFQMELGIRGDTAIDGVAAVELEVKAISRIGALTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9Q601_PSESX/1-983
MVGTHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDAAPEKLKPLPKQGKWALMPTLKTRSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
SDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVTDDGRFADSAIPTARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNSALTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQTWKDRHKWRREVDLSGARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTL
FG
TLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGEL
AS
GAGKTTLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLGSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHTHKQKLHVHELSIPALLDFQNKEYAKLLQDEIRQYFQSGKTLAKD



WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPELIDGKNVAILDRSSAYWKTKGNATWGDAIRGFRVSMVAMGGFGIAAVTLEIIDNHDDWRKSKN
PT
EKNATVMKGLATAAMGLGSLAQLLAGISPASRLTFLVMSPWFSLALLTAGAIYLFATIALNYFKQDSVGW
WL
RKSCWSWTSEHRHAETVEDRNNVMRNFQEIQLSPQIYVKSTVLNRPG-----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3NS21_PSESS/1-969
MVGMHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDAAPEQLKPLPKQGKWALMPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
NDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVADDGRFADSAIPTARPLSEDAETHLLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLQLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTL
FG
TLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFTDKPWMKALKQPVQGTFKALGEL
AS
GAGKATLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHAHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKD
WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDVTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPELIDGKNVAILDRSSAYWKTKGNATWGNAIRGFRVSMVAMGGFGVAAVTLELFGITDDFHEAKT
SG
EEYGIGIKGFSVLVMGLGSAAQLLAGIFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGW
WL
RKCCWSRTLAYRYAETAEGEQEEVRALMGDCQK-------------------------------------
--
----------------------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>S3MFB0_PSESY/1-1132
MTDKSGTLTQRRAATFAKIPATATSLCPFRKPEIAIVPVRYALDRSRYDAAPQKLKPLLTGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLSRIVWTDAQIGSDRRSGTDDGKPFLLYPRNNRLHI
AF
SPQQWTWRICEDLRSNPASRASWMKMLDLKRYCMTMAEPGTLPLNRIAEAVADIDKEHVVDDGRFADSAI
PA
ARPPSDSDEGKALFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYHNWQAEHEHKI
QI
AQTVTALCGAEGEPEKLPASVRGNAALTHQYLGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDM
RK
SIEMRYGSAPSDEALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQQVRDTQSDFRQWSAHLGTEPL
KL
FVDTTHPQSLLYLQTVMLNLQIIYAQDNAASAWLAEQETNDSSLFGTLRYGFSPALKHALHQEANALLNG
LG
DITNLATRIGELNGTLNHQGFAEKPWMKALKHPVQDTFKALGQLASGAGKATFESILLAWVPIDSRLAVG
KQ
QNIVALIRTLLIGQILLDSNARIAIDQKMFTKLKSWISEWRVLNKQISDTRRSWLYPTAYNPRKSIASHL
RA
LEQKLRLHELSMPALLDYQNNQYAKQLQDEIRLHFQSGKAIAKDWLSTARRWLDGLGGIAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVIREATPVLIDGKNVGILDRSAGYW
RA
KGNAAWSDAIRGFRVSMVAMGGFGLAAVTLELFDVTNDFYAAKTSEEKNAIIVKGISIFAMGVGSTFQLM
AG
LSPASTFTIVAMSPWFSVALLVIGSIYLFTTLALSYLKQDSVGWWLRKCCWSRTLDYRYPETAKGESEEV
RA
LMEIQLSPQIHVKSTVHYESRYLGKGDYYSVAVQNGAGVQVRLPKLVRGESVHFNIVSSKRPWGVLPVEK
ID
DPLHQAFLDRGQFRKAEQFGTLTNNPAGKASEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWYPTN
LI
NPGEDDRSYLFQMELGTRGDTAIDGLAAVELEVKASSRIGTLTLEVAEGTPV------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>Q500A3_PSEU2/1-1126
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDIAIVPVRYALDRSRYDAAPEKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVYDETAGTFHEYFSSAANGHLSRIIWTDAQIGSDRRSGADDGKPFLLYPRNNRLHI
AF
SAQQWTWRICEHLRSNPASRASWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDDRFADSAI
PT
SKASSEEADPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKIQI
AQ
TVTALCGAEGEPEKLPASVRGNAALTHQYLSEVEAYFEQCMFEQEQIGNNTAPGGVLLLPDIFKSPQMRR
SL
EMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVQDTQSDFRQWSTHLGTEPLKL
FV
DTSHPESLLYLQTVMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALGQLASDAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHNMLAKLKTWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRV
LE
EKLRLHELSMPALLDFQNNQYARQLQDEIRLHVQSGKAITKEWLTSARRWLDGLGGIAGSITWGVIMLNF
IN
TAFTYRDLTRDGDFSAKDLGKVTYGLGYSFNLLMAVFVEAPWAVIRDATPVLIDGKNVGILDRSAGYWRA
KG
NLVWGDAIRGFRVSMVAMGAFGVAAAVLEVLDIQDDLSRVNTSEEIIAMQLKFASVLMMGAGSAIQLIAG
IF
PTTPLTAVAMSPWFSITLLLIGTVYLFATTALNYFKQDSVGWWLRRCCWSRSIEYRYSTDAGGQHAEKLD
LL
TIQLSPQVHVKITTRLESRYLGKGDYYSTAVQDGAGVQLLFPSAVRAQSVHFNIISSKRPWGVLPVEKID
SP
INESFLNRGQFRQAGQFGTLGNKAARNAHEDFTFPLMPHESEDLIWETWIPLEAEATYLELQIWYPDSLI
KP
DQQDIGYLYQLKLNREGDTKVDGLITAELEVKALNRSTALTLEVAE------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>W0MTI8_PSESX/1-1128
MTEKYGTRQQRRATHFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDTDPKQLKPLTKDGKWARLPKL
KT
RSYTLRQLYDGYVYVFDETAQTLHEYVASAIGGHLNRIVWTDAHIGNDQRNSASDGQPFLLYPRSNLLHI
AF
SPVQWTWRLCEHMRSNPPSRALWMKALDLKRYCITMAEPDTLPLNRIAEVVADIDEGKVVEDGRFADSAI
PT
ACPPSDDNVTQALFSPLGADVFWRGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAYLNWQAEHEHKI
QI
AQTVTTLCGAESEQEKLPASVRGNTLLTHQYLSDVEAYFEQCILEEAQISSSSAPGDFLLLPDMFKSLDL



RK
AIEARYGSAPSEQGLQVWKDRHKWRREVDLNGARQYLLQHLSTGEKGLQQVRDTQSDFQHWATRLGTEPL
KL
FIDTTNPKNLLYLQMIMLNLQIIYAQDDAANAWLAEQEANTSSLFGTLRYGFSPTLKHALHQEADALLNG
LG
DVTNLATRVGELNGALNHQGFADKPWMKSLKQSAQDTFKALGELSSGAGKATLESILLAWVPIDSRLTVG
KQ
QNIVALIRTLLIGQVLLDSPARIAINQHVITQLKQWIREWRVLDKQISDTRRSWQYPTAYQPRKSIARDL
AA
HQQKLRAHELSLPALLDFQNNEYAKQLQSEIRQYAQTGKDWLAQAKRWIDNLGGIAGSITWGVIMLNFIN
TA
LTYRDLTRDGDFSVKDIGKVTYGLGYSFNLLMAVYVEAPWNAIKNAKPVLIDGKNVGILDKSAAYWKAKG
NV
AWAEAIGGFRGSMIAMGAFGIAAATLELKDISEDFNAARTLQEKTAIAVKGIAVFAMGAGSIIQLLAGVS
PA
STPTIIATGSWFSVALLVAGFIYLFATMALNYFKQDSIGWWLRRCCWSRTIDYRYPDSTKGKYEEARALL
EI
QLSPQIYVKSTVHYEDRYLGKGDYISVAVQNGAGVHVRLPGMVRGHSVHFNVISSKRPWGVLPVEKIDHP
IH
ESFLDRGQFKKAEQFGTLTNTPSGKASEDLTFPRMPPENEDVIWETWVPLDKGATYLELQIWYPTTLISP
GG
DDRGYLFQMELGIRGDTDVDGLDTVELEVKASSRMGSLTLEVAESTPV----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A066RSF6_9GAMM/1-1404
MSFKNNHPPVRYVNAAFPPLDERLCNSKAEPVPDVEPAPGFGYTVAFACRMETFRQYVSPYLSLQLKKTE
EE
AAIRQWDEKPQGHHTYVACDVRAAEEKSLAVRWYSNPSSMLVIDAVEPHDACSAVVKEAFVPVRPAIRMG
EQ
LGLPTEGYLYHFLEGRLVSEFRCMGDTYPRFQVTQSRPEAMYPEPAVDRPLEYILALWQRNGQVIQDQYL
LY
SREALSDEAIQSMDTAFLQAHGVRLDMHQMIPLTENSGQRQKHTVAEGETLSEIAEQHQITLETLLALNP
YW
RGRETKLTIGSSLYLEPVGIYNHGQDVSYPVSAALLGEGVFAIEPSKTRADFPVVQVAESDGGRFTALSP
VR
YALDACNAQGQGLHPIPDTETFSGGIFQADDTPYTLRQLRDGWLYALSPVPDSETWTLEEYKIEQGEFRR
VI
GQTAEARQKAEPGRPKTHILCVSDRPYYLAYAVKRWTDRICDYYLGNAEARDCWLRQVNLNTSGAATHRT
DV
AQVECYVADVNAQAQERFAGTCAPLSGDVDRPNDFIHIPPKKTLASYTYQAPSAYAQQIVALDDPLADLS
DL
YLALLEPVLTTTPDEPTHRKVVLAEAIRSMVRVPIPKDKMPEILPEQWVEFESALDVCLEYEYQKVHLPQ
LG
SDNMMPQRLKDLEAYRQASLKAQATLEGMGFFGVEDYVQDYTDRRKAHSQVNWDDLDAFYKDYLASQSHA



YA
AIPGAFDRLLSALPKLGTEPMHLGLDILYSDHMGYLMELFGELLPALNSSAHDETMQRKLADALIQEKPD
NL
MALASSFFSAEFYAKTDELVKESDVIDLQRESVPVTGVVAGLNSVLGYGLKSESGLYHLTLAMAVPLDGL
IE
SAIGALNKVTGQGFQRGCLTYQGIAMRKAGFRAGFNVAAMAWSLEQVSQGKIGMNPAFEGTSRAYRQRFT
GA
VLEWQSLENQLKRMPADSSNRASLELKQQKMEARVGQMVTEAPGVFESFNGQDLRSYHGFVDRASQGFSR
IG
RLDFVVAFLNAINVVAQQIAVAEILASTPNVDASTQLHVVGFSTAWLMHATSEIFRGLAFERVKQHSVLL
NQ
RLNQIVSSGKGIDVKAIAQNYVKRSVMTGMLGVIAAGWEAYRTFLDAGKADFNLEKGLLYTKSLILGVQG
FT
WGILAIRGLISSANRLAIGAVLQGWMVAAWLWLGIAYLVVSVLLNMLQKSPLENWLRKSIWGKEPQGDWT
AT
AEYQALLQILNQPQIQGTVKSFKQLPGTVASPYAPLPYTFQQQLKITFPQQRPGQCVSVGVTVSGLRERE
VY
EGYHKVMKVDAFSYPLTALDIARGYWEYDEHKVPALVLDIPIWVERIDTIRVFATVNNRNPFAETAQTAQ
HY
QYQLHPQLKTETDVMKDGKASDMIGHQLFSVKIEEL
>A0A0Q5F031_9PSED/1-1130
MENLKQGTVRQCRATEFDKTPATGTSLCPFKGAGIAIVPVRYALDRSRYDPNPTARKLLPKTGKWPALPS
IR
SRTYTLRQLYDGYVYVFDETAGTFHEYAYSASDAGLQRIVWTDAHLGQDIRTGSGEAQPYLIYPRKNTLH
IA
YAPVQWTWRICEHMRSHEDSRALWMKRLDLAGYCITMNEPGTLPLSEMAKAVADVDAGEVHEDFRFYDAA
IP
STKPPFNPQEGEAAWVPLGADVHWLGSVPDKDSALLIALDDPLAIVKDLGMQLAGDLAAYQTWQAHEQHK
VD
MAIAVTGLCGMPSQPDSKQSPWPWIKDDPVSIQQYLLDMEAYLEQLALEEAQALGSGTTLDVAQQPVTDP
PS
LRMHETLVQRYKPSPSTAEIQDWNARSKWRMQADLKAARLHLQQQLPILKRLQSQIENTRSDFRQWFEHI
GI
EPLKLFIDTANPNTLLYLQTITEELLTLWGQHDDAVGWINAQEDQATTLFGTLRYGFSAPLKEALHHQAD
RL
LNGLGDITNLVTRAGELNAVLNHSGFADAAWMKALKQPVQDTFKAMKELATGRGKQVAQAILIALIPADS
RL
AQGKQPNLIALLRNFLIGKVLINTEGGTKIDEAFDKKLQAWERERLRLQRDLNIVQQRWFYPGKPWVRQS
LT
HDVNARDARLQAHDLKIPMLIDFRNNEYAKLFRQEIEKFFHSGKNVARHWQQHVRNVTKEWGIHGASISW
SV
IMLNFINTALVWQEVGRDGNLSAKDMVKVGYNLGYSFNLLMALYVEAPWEIVKSAQPVKVGKYEVGILER
SA
AYWKARGNTTWANAVSGFKIRLFATGAFAIAATGLEIWDLYDDYKNSNTEDEKKIIIAKGFSVASMALGG
TL
QIFSLLFKIKWIGAIMGPWFAASMLAAGMAYLFTTALLNFIKQDCVGLWLRKCTWARLPKYRHPETTDGQ
KD
EIKALLEIQFSPHVIIKATTEQEIINTGRTYNSISKRNGAWIQIRFPKALRGRNALVNVIISKQPLGVFP
VE
KIESSVQKEFFDKGAFHPLSDWGKITNRRPELGFYPSIFPAIPEKEDIIWKAWIPLYEKADFLEFKVVYP



SD
IAHELAHEVSYLYQLELNDEGESTFDGLSKTELTVNHEKRADACQLFIMP--------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9YA54_PSESS/1-946
MVGMHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDAAPEQLKPLPKQGKWALMPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
NDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVADDGRFADSAIPTARPLSEDAETHLLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLQLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTL
FG
TLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFTDKPWMKALKQPVQGTFKALGEL
AS
GAGKATLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHAHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKD
WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDVTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPELIDGKNVAILDRSSAYWKTKGNATWGNAIRGFRVSMVAMGGFGVAAVTLELFGITDDFHEAKT
SG
EEYGIGIKGFSVLVMGLGSAAQLLAGIFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGW
WL
RKCCGSISFF------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A0Q0ACX3_PSESS/1-946
MVGMHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDAAPEQLKPLPKQGKWALMPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
NDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVADDGRFADSAIPTARPLSEDAETHLLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLQLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTL
FG
TLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFTDKPWMKALKQPVQGTFKALGEL
AS
GAGKATLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHAHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKD
WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDVTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPELIDGKNVAILDRSSAYWKTKGNATWGNAIRGFRVSMVAMGGFGVAAVTLELFGITDDFHEAKT
SG
EEYGIGIKGFSVLVMGLGSAAQLLAGIFPAGVFTIIAMNPWFSVALMATGFIYLIATMALNYFKQDSVGW
WL
RNCCGSISFF------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2V3QKJ8_9PSED/1-1126
MTDKSGTHTQRRAATFAKTPATATSLCPFRGPDVAIVPVRYALDRSRYDAAPEKLKPLLKGSRWAVMPKL
KT
RSYTLRQLYDGYVYVFDETAGTFHEYLSSAANGHLSRIIWTDAQIGSDQRSGGSDAKPFLLYPRSNLLRI
AF
SAQQWTWRTCEHLRSNSASRESWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVNEDDRFADSAI
PT
SKASSEEADPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKIQI
AQ
TVTALCGAEGEPEKLPASVRGNAALTHQYLSEVEAYFEQCMFEQEQIGNNTAPGGVLLLPGIFKSPQMRR



SL
EMRYGSAPSDEALQAWKDRHKWRREVDLSGARQYLQQHLPTGDTLLQQVRDTQSDFRQWSTHLGTEPLKL
FV
DTSHPESLLYLQTVMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLG
DI
TNLATRIGELNGTLNHQGFADKPRMKALKQPVQDTFKALGQLASDAGKATFESILLAWVPIDSRLAVGKQ
QN
IVALIRTLLIGQILLDSKARIAIDHNMLAKLKTWISEWQVLNKQISDTRRSWLYPTAYNPRKSIASHLRV
LE
EKLRLHELSMPALLDFQNNQYARQLQDEIRLHVQSGKAITKEWLTSARRWLDGLGGIAGSITWGVIMLNF
IN
TAFTYRDLTRDGDFSAKDLGKVTYGLGYSFNLLMAVFVEAPWAVIRDATPVLIDGKNVGILDRSAGYWRA
KG
NLVWGDAIRGFRVSMVAMGAFGVAAAVLEVLDIQDDLSRVNTSEEIIAMQLKFASVLMMGAGSAIQLIAG
IF
PTTPLTAVAMSPWFSITLLLIGTVYLFATTALNYFKQDSVGWWLRRCCWSRSIEYRYSTDAGGQHAEKLD
LL
TIQLSPQVHVKITTRLESRYLGKGDYYSTAVQDGAGVQLLFPSAVRAQSVHFNIISSKRPWGVLPVEKID
SP
INESFLNRGQFRQAGQFGTLGNKAARNAHEDFTFPLMPHESEDLIWETWIPLEAEATYLELQIWYPDSLI
KP
DQQDIGYLYQLKLNREGDTKVDGLITAELEVKALNRSTALTLEVAE------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0Q0B8F0_PSESX/1-981
MHTAGELPVSAQRISRMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEQ
LK
PLLKQGKWALMPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGAS
DG
KPFLLYPRRSTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPVNRIAEAVADI
DK
GYVTDDGRFADSAIPTARPLSEDAETHLLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAA
DQ
AAFRDWQARHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNV
PG
DFLLLPDMFKSLDMRKSIEARYGSAPTEEAAQTWKDRHKWRREVDLSGARQYLQQHLPSGDALLQQVRDT
QR
DFQLWATYIGTDPFKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSP
AL
KQALHEEADTLLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKATLE
SI
LLAWVPIDSRMVLGKQQNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLNKQISDTRRRW
LY
PNAYNTRQSTARNLHTHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTD



RL
GGTAGSITWGVIMLNFINTALTYRDVTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPEL
ID
GKNVAILDRSSAYWKTKGNATWGDAIRGFRVSMVAMGGFGIAAVVLELFDITDDFHEAKTSGEEYGIGIK
GF
SVLVMGLGSAAQLLAGIFPAGVFTIIAMNPWFSVALMATGFTYLIATMALNYFKQDSVGWWLRKCCWSRT
LA
YRYAETAEGEQEEVRALMEIQLSPQVHAKSTVHYEDRYLGSISFF-------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1Q9GWL9_PHODP/1-894
MRQLNIQAFRLRMKGHHAGMAKKLESSVADIGSVTQDIINGFAITSTPLNADDTESNSGFEFNKAKPANP
AS
TYQVTLPESNVSNGLFIALEDPLADITDIALKLGSLHAQKERVFGSDEDKHKQLISEFVRSIARVPYDLK
TA
PEALKTKLKDNPQEVLKFESVLNQYLRYQSPLNQAQYGSEAYAANALSYEQPRLEAQKILNNTYHYTPTD
KD
FEHFESRKKNIDLIDWNKMSTFLDKKYAKLKAIEGDATTMPAELNRAFKDLGIYAARVGVDIEDTQGQLY
LN
TLFGHLFPLMTAVSQKWDAAEEDTLLALAPFYYSPELSKAINKAIPNDALSVTNVSDMTNMVSRLGESIS
FI
YDGRIPESDEATKALITRVIQAAKNAITTAGDHVWDGLMDGLFPHQVSGESGLDSGLRLMVARSLVSKEG
KL
LISSGYVSKFDSFNDKLNPLLQKAEQLSGQLYANGTTAMRNNLNEIKGKIAKLIADEMPLLIKFEQEAMN
DA
IRRKSAASIRGLRSRFTSTVGQAVDNVNGVGTVVGGFAAICNLWNLWAVSQQVTSKLNNANSTQDQADVY
IE
LASALSWTLSAFAGVGRDSQVIASKFVEMTVKRALAESASTVNQQVVIKRFVAAAKVTAIFGLFAAGTEI
YL
TRRQWLQSDDTFEQALLIGKMGSLATQGLVSVFQLARLFGSTALLGGIVAAWMVSTLFYAGIAYLLFSAL
YN
YYHRDEIQSWLLHCAWGKSPKPQTLEQELTALENIIWKPNIELTKNSVDIYLPSYLLNDEKKHFDLQIVV
HE
KINLIYVSMNSHSNETLKSTQIDVSQARRKNTANGVGYISIPVPHNEGDEVIIAINYDRAWTEECQSYVG
TR
SSAGTFDLERTKDVVSKRHGVAGLTLPVAG----------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0Q0E8H8_PSEA0/1-1100
FRGPNVAIVPVRYALDRSRYDAAPEKLKPLPKQGKWTLMPILKTRSYTLRQLYDGYVYVFDETAGTLHEY
VA
SANNGHLSRIVWTDAQIGSDQRSGASDGKPFLLYPRRHTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKA
LD
LASYCITMAEPDTLPLNRIAEAVADIDKGYVTDDGRFADSAIPTARPLSEDAETNPLWAPLGADVFWQGS
VD
DQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQARHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAA
RT
HQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQTWKDRHKWRR
EV
DLGSARQYLQQHLPSGDALLQQVRDTQRDFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQ
DS
AATTWLAEQEANATTLFGSLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPW
MK
ALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLGSTARIAVD
QQ
VFTKLKQWTREWQVLNKQISDTRRRWLYPNAYNTRQSTARNLHAHKQKLRVHELSIPALLDFQNNEYAKL
LQ
DEIRQYFQSGKTLAKDWLAQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDVTRDGDFSAKDIGKVTY
GL
GYSFKLLMAVFVEAPWSVIRDATPELIDGKNVAILDRSSAYWKTKGNATWGDAIRGFRVSMVAMGGFGIA
AA
ALEVLDIQNDLTQAKTSEERIAMQVKFASVLMMGAGSAIQFIAGLFPSITITAVAMSPWFSLTLLLIGAV
YL
FATTALNYFKQDSIGWWLRRCCWSKSIDSRYSTDAGGQHEERLALLTIQLSPQVHVKTTTRIESRYLGKG
DY
YSTQVQDGAGVQILLPSAVRGQSVHFNIISSKRPWGVLPVEKIDSPVQQPFLERGQFKQAGQFGKLDNQA
AR
NAYEDFTFPLMPPEGEDLIWETWIPLEEEATYLELQIWYSDSLIKFSQQDIGYLYQLELNSEGDTKVDGL
AS
AEPGVTLLDRSSALILEIAE--------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A1H3FGG7_9GAMM/1-1116
MSDRQAQQDARDAEFDETPFGATGMCPLNLEIAIFPVRYAIDEASSEKENAQGPHPLAESWASHGYPELQ
TR
SYCLRQLRDGWLYVWDEVDRTFHEYRIEGHQFTRIPWPEDVTETQPDERQGGEESKPYLLYSCRSRLSIA
YS
PVQWTWRICEHMRSNADARRRFMRSLRLSAAIEAPEDTPHVGPLTELGEHVADITPQGAVREFDSATVMA
RP
LSEEEQQDEGESAYVTLAFKPEIDQNTVLAKVPNQDEALFVALDDPLGIANDLTMQLLGVEMALEQFEDE
HG
HRLNTALMVQRLCGIDESDLPDAVRDDPEKQRRAIALLDQHYRLRRSDELSTAINRGSPFDSAIRPNANA
DS
RQAQLEAYEAELAELGIDPRDDDDLQEWNAKAIWRNDVDYDGALHFIQERQPELEHLQAQCRHSREDLTA
WL
DRLPTSAQALCFDGCNVLQTRALIEFTRMVSEALGASEEGQQWLIERARRRDNLVGLALFNFSPELEQAL
TA
VAKNFIETGEAEGPSVSDATSVASRANEIKGVLDLDGVRDSRAFKALAPHVQESLDTLITAVQGPAKLAW
EG
LAYQLLPAVGAGATVTTERLGQGLSQTMQAAFVHPDNAARNTQLVRDGGYESRHRRWRRDVVRRQSLLRG
LR
EALKRPAAPHDRAAQIRNLNAEQQAIDELMTREPKRIVARQGGSSGGPAETLGYDELREQNRLKLEQGAA
AA
QARMRGWMNRFGGGLPLLVAGLNLLNVGTTLATIERDGMDENAKQSLISGMGYTTNAVMALWVMPYWNKH
AL
SQAAKIEGVTTKLAKAGVRQWSGAGQAAFARTAAKLTTRVAGMAVFGTIAGVVEAWQISGQISAATSNEE
RV
ALETKRLSTSVMATVSGLQLIGALMGRLVPFAWIMAPWAAWTLAIAGVVYLFASFFVDYYHREGVRLWLY
RS
GWGKSPRWADDDEGQATEWRALLEALYQPTVRLEPVTSLGYQGRRAAQVHQGFWLKIALPSMLAGETIKL
SR
NASRGFWAPASSLEERADRSGGTLPAPTDYDPKEPRIWQAWLPTDEQAAGAPFTLSIDYPETTLRSPHSA
DY
VFHKPQADEGSFDLEPGDNTAVCQPIGRLFSLTVPN----------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2S3TBL4_9PSED/1-874
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPRQLKPLPKDGQWARLPKL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAASATNGHLSRIVWTDAHIGNDQRNGAGEGQPFLLYPRDNRLHI
AF
SPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDNDRVVDDGRFADSSI
PT
ACPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALNDPLAVFNDVGMQLAADQAAFREWQSVHEHKI
QI
AQTVATLCGAESEPEKLPASVHGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM



RK
SIETRYGSAPTEQAAQAWKDRHKWRREVDLGSARQYLQQHLPTGDALLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATNWLAEQEANASTLFGTLRYGFSAALKQALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLGSTARVAINEQAVTKLKQWVREWRVLNKQISELVRSWQYPNAYNTRQSTARNL
QA
HKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTAGSITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVIGGYDVGILDKSAAYW
KA
RGNAVWGDAIRGFRGSMVAMGGFGLAAVMLELFDVADDFYAAKTSEEEYGLRVKWSSVLMMGLGSAAQLF
GG
FFPASVPSQN------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2K4WH10_9PSED/1-874
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPRQLKPLPKDGQWARLPKL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAASATNGHLSRIVWTDAHIGNDQRNGAGEGQPFLLYPRDNRLHI
AF
SPMQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDNDRVVDDGRFADSSI
PT
ACPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALNDPLAVFNDVGMQLAADQAAFREWQSVHEHKI
QI
AQTVATLCGAESEPEKLPASVHGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIETRYGSAPTEQAAQAWKDRHKWRREVDLGSARQYLQQHLPTGDALLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATNWLAEQEANASTLFGTLRYGFSAALKQALHQEADALLNG
LG
DVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLGSTARVAINEQAVTKLKQWVREWRVLNKQISELVRSWQYPNAYNTRQSTARNL
QA
HKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTAGSITWGVVML



NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWAIISTAKPLVIGGYDVGILDKSAAYW
KA
RGNAVWGDAIRGFRGSMVAMGGFGLAAVMLELFDVADDFYAAKTSEEEYGLRVKWSSVLMMGLGSAAQLF
GG
FFPASVLSQK------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1E5CWX3_9VIBR/1-1079
MSDSADAQAKKQPSERVGSVVGICPLKTESIEIVPIRYAIDEYAEDKKQPNPLPAYWRGSPFFSDDIKEN
SF
TLRQLRDGWLYVCKEDGTPANQFHEYQVSGANLIKYDWLVCDGPRDQRGSAGKTSTVLTYNKRDTLWLAF
SK
NRWSGRVCEHMRSNSSSRYKWMRRLNLASYCHSLSARHVGALTDLAQAVSDIDVSAVQDNRFAGMASNTS
KD
SDVDNEFKPVASENSYISQCQDIENAIFIALDDVIADLTNITTHLACIVSENRQFQEEEGNKIFLAQQVL
DL
TLAKASDDFVYPVGVNTEAVKRNYYEKVTELFDLKEEVLNTNNKRGYGYTDEKAIKKLTEEIKKTYGAEP
KG
DLVAWYRRKKYREVVDWKWAQKEYDDLLTKSEKRIEIHQKAANDLIASLARLDTNPMACFLDNQCAEDQI
YL
QSIFANIVEVITQNISEKHAKWLLKDFESPNTLLALSLSGYSMELHKAIGEQFIDPETNSWIQASDMSNV
LA
RRNDLMSFITHSEIENSILFQGVSKSVQKVALAFNHAISSTVSSGSVKLISIMIAGLSPSMINSNGVPNA
GF
TFRSFFAQRYATQVKLTVTAQPEYQHQLKGWQQERAFAFEEVTATNRAINNGIKRGLSELDMIGLEQKYH
IA
VDKYHQVSAASPFAIAVDNPQMMVAVRQNIAEVITNKGKVLSGSAWDFAGGFAGIVAILNVWSMSEAINT
IA
HNNNPSSSEYQYLAQTAGYSAAAFVAIFQGKAWGKISYDASVMSMRVSYWKTATPTSSISMGMIKQSRSF
IR
YTTFAAGFGVVAGFFESKALSNEQEQAIGFDKYLLFSKKIAVFAMMGANIGQLVVRIAPQFLNWGIGAFL
AP
WIVSTLLVAGFAYLLITMIQNSLYKDEFQQWLQKTPWGNKDQLNITSESMADSLLELKSIMLKPSLYIVS
RP
KYEATGHLNWEGYPEIKQSKQQIELQLAVSKLYEGQAISLTLDGQYMAKERLAGHWQAVNSPFADCETGN
AN
IRIYTLTLTVPIQRKTIKMNVNFDGMDYCFVVKVSSSGYVTNPVVSQTRSADIIDDVLARTHLPLHVGIN



R-
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A399PQF9_9PSED/1-1125
MADKSGTLQQQRNASFPATPANATGVCPLNGPDVAIIPMRYALDRSRYDEHPKKLKPLLKTGTWSSLPVL
KT
RSYTLRQLRNGYVYVFDETEKTLHEYKYQADTAMLTRIKWEADILGKDERSSSGASKTHLLYPRKNTIRI
AY
STLQWSWRICEFIRSNGGSRKDWMQKLDLKEYCLTMKSAHTLPLTQIVDAVADIDKGTVTRDKRFSDSAY
PP
DGSSADKGNLVPLASDVVWTGSVSDPASAMVIALDDPLAMLEDLNWQLIGDQAAYIEWQDEHQHKVGIAE
IV
DNLCGANGDKSLLPTSIAGNDEKKRQYTSDIEDYFSQLKLEDQLYNGNDTILIPPNLPSLEMAADLKKKY
GS
IPSQALKESWEARTKWRNQVDLTSARNYISKNKKNGTRLISKVNDTQKDLINLAQYIGAEPLRLFIDTTR
PE
PHLYLATIISEVLKTLGQDQAICEWLTKQDIKASTLLGLARFGFSLEIQSALTNEANKLVQGTGDITAII
SR
IGELNSFITHDAIADKAWMKGLTDPAKLTLKTITILAKERGKAVFEQTLLALLPVDSRLARSKQQNLPAL
LR
NILVGHILANHKDRLEFDKSGNDRLSKWKNRFILAQVSLDNHLKQWHIPRAAHDRVSLGRNILKLQNDVQ
LS
THELPALLDYQNNKYAQILGDEIRNTLKRGGLAANQWQQRAKAWSAKYGIDAAAITWGVAIANLFNTAVT
YN
TVSKDGEISEKDRAKIFSSFSYTANALMAIFIETKWSSMKGLNITVGTKTINIADRSAKYWELTKSAKNW
GK
IIRGFSWRLVGLGGTSLLATGFEYWDIQDDLKTTSNKDERAALIAKQGAVITMSLIGAVQLLAGVTGLLG
GS
NLVAFAMNPWFAVAALIAGIVYLIATAALNYFKRDAIGQWLHKCTWSRTASERINDQNEENRSLLEIQMS
PT
IFVKPTFISQIQYGPQMIPHESKKQDGAWIQMHFPAELRGNVVRTNLAASHRPFYIGPVTKLDDQLQAPF
LN
NGQSVEATTFRSPPITRPLANASLGAIPPRPREGTSLVWQTWVPLTTDAQNVEIQIWYPIEILASGEGDR
GY
RYQLELDKEGVEDQKDSRISSLDNSTLVVQQLGGRNDAAVLPLLN-------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A0W0PRR1_PSESF/1-1124
MTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDVNPTQLKPLPKDGQWARLPTL
KT
RSYTLRQLYDGYVYVFNETAGTLHEYAASASDGHLSRILWTDAHIGNDQRNGAGEGQPFLLYPRGHRLHI
AF
SALQWTWRICEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVDDGRFADSAI
PT
ARPPLEGAEPDPLWAPLGADVFWQGSVYDKDSSLVIALDDTLAVFNDLGMQLAADQAAFREWQSAHEHKI
QI
AQTVATLCGAESEPEKLPASVRGDALRMHQYLSEVEAYFEQCDFEDAQIGSNTVPGGLLLLPDVFKSPDM
RR
AIQARYGSAPTDEAAQAWKDRHKWRREVDLSGARQYLLQHLPTGDKRLQQVRDTQSDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAANAWLAEQEALRYGFSPALKQALHQEADALLNGLGDVTNLA
TR
IGELNGVLNHQGFAGKPWMKALKQPVQDTFKALGELASGSGKGTFESVLLAWVPIDSRMALGKQQNIVAL
LR
TLLIGQILLGSTARVAINEQTVAKLKQWVREWRVLNKQISELVRSWQYPNAYNTRQSTARNLQAHKHKLR
VH
ELSIPALLDFQNNEYGKLLQDEIRQYFQSGKTQAKDWLARAKGWTDRLGGTAGSITWGVVMLNLINTAFL
YR
DLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVLIDGKNVAILDRSSAYWKAKGNAAW
GD
AIRGFRVSMVAMGGFGLAAVTLELFDITDDYYAAKTSEEKSSITVKGISVFALGVGSTFQLISGLSPASA
FT
IVAMSPWFSVALLVIGSIYLFTTMALNYFKQDSVGWWLRKCCWSRTLDYRYAETAEGEHEEVRALMEIQL
SP
QVHVKSTVHYENRYLGKGDYYSVAVQNGAGVQVRVPNLVRGQSVHFNIISSKRPWGVLPIEKIDQPIHEA
FL
DRGQFRKAEQFGTLTNKPAGKASEDFTYPLMPPENEDLIWETWVPLDKDATYLELQIWYPANLLNPGEDD
RS
YLFQMELGTRGDTAIEGLAAVELEVKASSRIGALTLEVAEGTPV--------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9KGC3_PSEA0/1-1147
MMNTVKKSVTTGMPRMTDKHGTHQQRRAALFPKTPATAISLCPFRGPNVAIVPVRYALDRSRYDAAPEQL
KP
LPKQGKWALMPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGASD
GK
PFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSASSRALWMKVLDLACYCITMAELDTLPLNRIAEAVADID
KG
HVTDDGRFADSAIPTARPLAEDAETNPLWTPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAAD
QA
AFREWQSAHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAAHTHQYLSEVEAYFEQCILEEAQISSSNVP



GD
FLLLPDMFKSLDMRKSIEARYGNVPTEEAAQTWKDRHKWRREVDLASARQYLQQHLPSGDALLQQVRDTQ
RD
FQLWATHIGTEPFKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSPA
LK
QALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLES
IL
LAWVPIDSRMALGKQQNIVALLRTLLIGQILLDSKAPIAVDQQVFTKLKQWIREWQVLNKQISDTRRRWL
YP
NAYNTRQSTARNLHAHKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTDR
LG
GTAGSITWGVIMLNFINTALTYRDVTRDGDFSAKDIGKVTYGLGYSFNLLMAVFIEAPWSVIRDATPVLI
DG
KNVGVLDRSSAYWKAKGNATWSDAIRGFRVSMVAMGGFGVAAVTLELFDITDDFYAAKTPEEKNTIIVKG
IY
IFAMGVGSTFQFMAGLSPASTFTIVAMSPWFSVALLVIGSIYLFTTMALSYFKQDSVGWWLRKCCWSRTL
DY
RYSETVKGESEEVRALMEIQLSPQVYVKSTVHYENRYLGKGDHYSVAVQNGAGVQVRLPNLVRGQSVHFN
VI
SSKRPWGVLPVEKIGDPLHEAFLAHGQFRKAEQFGTLTNKPAGKASEDFTYPLMPPENEDLIWETWVPLD
KD
ATYLELQIWYPSNLIHPGEEDQGYLFQMELGTRGDTAIDGLAAVELEVKTSSSVGTLTLEVAEGTPV---
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1I3FXP2_9PSED/1-1140
MTDSNRQAAKDSLRATFPNSSAVSTGQCPMQQGEVAIFPVRYAIDESPKKAGQPGPNSLPAGWQGLSEMP
RL
HTRTYTLRQLRDGWVYVFDRTAKTFHEYRLIGCQFTRIKWADKQLNQDTRTGSGETKPYLLYPKTSSLLI
AY
SVAQWTWRTCERMRSTPKLQSQWMRELDLPRYCQSLKAPHTAPLSRLAELVADIDPGAASARASFTSSIL
PT
LAQAEGQECKPIIGSDQIIGSVPDKDTALMLALQDPLAAVDDLAMQLTGRHIEQHLFEKEHHHRLEVAGN
IE
MFAGLPLDPFNESDWPRGALKDEAKRQVFIRDAQKYLDSYMALVKPSFPVFDPAVSAARSTALGMEGRDL
DK
KYGAGTATKLEKKAQLWISRAPLRDQVKYQEALDYRRDRHRELVVLMRHIDSARNDLIPWLEYIKTDPGK
VF
LDPCAEQQSALLIRTAQGLFDVFGQTEAGKNWLCQEYAQPKTLLGLALYNFDAELAHTLEAIATNFAASG
SL
DPGLATSAVTRANETYSLLTDDSVRNSKLFQAMSLPARQAYDTLQKVARVVAHDTWQLLVYKLLPALSTK
FA
PTWKPIAYSLVMVVTHIDTEVVKPYVVYDHGYPAKKQQWDAKFAQLAKKIKGQTRTATFGAKHEKAAANR
QL
VQLYEGRQLLMANEPNRILAKGEVRVQQRTTLIQQQVEFLHTLGKSELVEQLELKRRNYSAYLGRLKKWM



AS
GLGNGLAALVAALNIWNFKNSMDQARADGHWSQDDLKSLSSAGAQLGNVVMALTLMPRWAAMSKLSVVAY
LE
GNPVTTKFTQASIQSWAVANAELATMVRSFALRAVGMATLGVIANGVDAWQLHSAAGNASGSDEALALRT
KG
IAAIAMAGLSFAQLGYGLAGAFGFKAIGLVFASWILWGFFIAGVIYLAATFIANNLKREGLKLWLWRCCW
TQ
DKAPYWANTSQGRQDELKALHEVLMRPTLCAKTVTGNYGASSVCLQIALPADLEGKRVRLHPIMVEEGLL
WM
PDKQTGYRAGMYGSYIAEGEWVPTSALGNFERKASAFVPYNEGEARVWQVSLPHSKGMDRLELEILYPED
VV
SRQDGRGYRFSIELDDIAEGKLQENPFEKSHICEPVDQDSLMLVEKVPENQRVYFNLSVI----------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>F9R7Y6_VIBSN/1-1137
MSDENASASQQPSTEVGSIAGQCPMQAMGIDIIPVRYAIDESLEDGSGRFGLPEKWQGNGIYADDLTRSN
YT
LRQLRDGWLYVISDHDKTFHEYEVCGTQLKKYNLDSWEKEQGKAERGEAGENKPFLTYNQENTLYIAWSK
QR
WTWRLFNYVLTNKSKCKQWMRKVDLSKHCQTLNEPHMGLATDIAEAVSDISHTDSSEAYFTGTSVPTTLA
ED
GDAANTEIKPIAQYGAITNGIKKGAAIFVALDDPLVDLQDLSLILGEKVLDHADLQEKNSHKWALLETTA
QV
TALSQPEGLNYPDTVKTEEEKQQYYQDLTPYMEYKRQAENALKQGGNFGAGRGYLVDQQAEMAKNVLFDK
YG
KHDIDNAALLERWSATQKWREEVDAKKIYQAIDDFNANEKPVLEALVDTLNIFRDQLVAATQRFGWEPEK
GF
VDIEEQQGQDYLSEVHFFINEVVTKVLDEKTTAWIEKEFESPTTLLPLYLSGYSKALYEKIGDELIPAES
DY
VSFNDTGNFTSRINEMNAFLGTEEVQDSRIYAALSKPLQQVMKAFQASISEMVDGGVSIIARKSAALAVM
FP
KMHFIDRTTVVERIAIDKKITLQEDFLNQRRNWMAERQRVAKELNQAYHEFNANKLASHIDIVGYDSQSA
KQ
NIAAQSDALEREIDALSQKQQSFDELHQAEAEYKNNATPETAARYQKALNQMGELYYGMPSMYLLAEQDI
AK
EFRTNIKQQMARGLKVTASTYNSLGGLGFMVFLLNAKDLYTGYGDLQKNSVTTSREKAELAQKFFYSLNA
LG
SIFQSKAWAKVDKGTARFLRQSIQDASAQQAGRVAKFVNLTRVTATLGAIAVGIELFYVLDDYSKAESKE
EK
FCLGVKAASLFGMGTTFILQRAAIALGSRLAMSVLLAIASPVVALIIGGVYLISSLVLNSLKKDDYQKWL
SR
LPWSADNDSTKFTDTPEGVAEALLALYQFTMQPKLSAQLMVERVENKISSYPAAIATTTGFKLIVDLPGT
LN
QVGNIVKVGINSPCTNLNPATVVWSQMGDALRYEHNQTLNKKTSLAFDIEVSFYMQPEKSSHLHKKITYH



YT
FSGGQLSDIQLTPIQPLTADEVNTKSQTQVYDPSYYTDRKAIWAGADTPWSNYALLI-------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>J2XII6_9PSED/1-1126
MADKSGTLQQQRNACFPTTTAKATGGCPLTGPDVAIVPMRYALDRSRYDEDPKKLKPLLKSGKWTSLPVL
KT
RSYTLRQLYKGYVYVYDETEKTLHEYSYSTSTGQLTRIKWTDADIGKDERSESGECKNHLLYPRKNTLHI
AY
SPNQWTWRICEHVRSNPRSRKEWMKVLNLPKYCITQSAKDTLPLSSIADAAADVDKDAVQLDKRLADSAI
PP
TASAGSIGEPVFNSLAADVFWAGEVPDKDSALIIALDAPLYILNDLGMQLAADHAAYQRWQEQHEHRIKV
AQ
TVEALCGSSLAKEKMPSEIKDDIGKTRQYQRELDSYYTQRETEEDLAIAESASGSAPLIVPSQRFKAIQM
RK
ALESKYSITLSEADYVAWKSREKWRRHVDLDGAHAYLQNHAKAGEILLQQTIETQADFETWAKHMGVDPE
KL
FCDTANEGQLLDLQNTFANLLGIYCQNDSSSKWLAKEEVTSTSLFGSVRFGFSEQLKAAFGEPSNKLLDG
IG
DYTNLATRAGEINSLVNHEEFSHQPWLKELEKSIQDTYENIRTLSIDKGKKTANAIILSLLPSDSRLASG
KT
QNLAALLRNMLIGQVLTNSPERIVVDAQIKEKIDIWKSEKRNLTKELDDSRKQWKISKRNGGRRGQGRKI
KA
LEASINLHELKKPVILDFQNNKYAELLRDDIRKFAISKANATTAWASKAKSIAQRGGVNSASITWGVIIL
NI
INTANTYHQAAKDGVIDRTDLIKTTYSAGYSANLIAAVFVESKWSSLKGLSTSINGSSTGIMEQSAAFWS
ST
QGETQLWGNAIRSFSRRLAAMGGLAIFSTALELWDIKDDYATANSSAEKAALWAKGLAVAGMGVGGALQL
IA
VTLFRSWTVVVMGAWFAFGMLVMGTIYLLATVALNYFKNDAIGIWLSKCSWAKTRSNSALGSPAEQAEEH
RS
LLEIQLSPQIHVQSTIEYRREYVPKIGSRMVPFQTGAWVQWRLPSALRGKTVEFNITGSKSRLNILPVTR
TD
DPVQDPFLDKGVLLGDDHFEKIGNSSPSQVAEKFDSEKVDPGKDFIWQAWVPLGENTDYLEFQIWYPPLI
IS
GDSDDRGYLYQVEISTDGSTEADGLSKKNLQVKSASRNESLVLVLD------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A2K4WSK3_PSESX/1-1132
MTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEKLKPLPKQGKWTLMPIL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGASDGKPFLLYPRRSTLHI
AF
SPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPVNRIAEAVADIDKGYVTDDGRFADSAI
PT
ARPLSEDAETHPLWAPLGADVFWQGSVDDQDSSLLIALDDTLAVFNDLGMQLAADQAAFRDWQARHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSGDALLQQVRDTQRDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQVFNKQISDTRRSWLYPTAYNTRKSNASHL
RV
LEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWIDGLGGIAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGRVTYGLGYSFNLLMAVFVEAPWAVISTAKPVVIGTYTVGILDQSAAYW
KA
RGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTARTIEEKTAISVKGTSVFVMGAGSTIQLA
AG
ISPTAKITAVAMSSWLNVALLVAGFIYLFATMALNYLKQDSVGWWLRKCCWSKNLDYRYAETAHGENEEI
QA
LLEIRLSPQVYVKSTVHYEERYLGKGDYYSAAVQNGAGVQVRLPNLVRGQSVHFNIVSSKRPWGVLPVEK
ID
QPIHDAFLDRGQFRKSEQFGTLTNKPAYKASEDFTYPLMPHEDEDLIWETWVPLDKDATYLELQIWYPSN
LI
HPGEEDRGYLFQIELGTRGDTDSDGLTAVKLEVKALSRTGTLTLEVAESRPL------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M3TBR4_PSEA0/1-1148
MHTAGELPVSAQRISRMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEK
LK
PLPKQGKWTLMPILKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGAS
DG
KPFLLYPRRSTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPVNRIAEAVADI
DK
GYVTDDGRFADSAIPTARPLSEDAETHPLWAPLGADVFWQGSVDDQDSSLLIALDDTLAVFNDLGMQLAA
DQ
AAFRDWQARHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNV



PG
DFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSGDALLQQVRDT
QR
DFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSP
AL
KQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLE
SI
LLAWVPIDSRMALGKQQNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQVFNKQISDTRRSW
LY
PTAYNTRKSNASHLRVLEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWID
GL
GGIAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGRVTYGLGYSFNLLMAVFVEAPWAVISTAKPVV
IG
TYTVGILDQSAAYWKARGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTARTIEEKTAISVK
GT
SVFVMGAGSTIQLAAGISPTAKITAVAMSSWLNVALLVAGFIYLFATMALNYLKQDSVGWWLRKCCWSKN
LD
YRYAETAHGENEEIQALLEIRLSPQVYVKSTVHYEERYLGKGDYYSAAVQNGAGVQVRLPNLVRGQSVHF
NI
VSSKRPWGVLPVEKIDQPIHDAFLDRGQFRKSEQFGTLTNKPAYKASEDFTYPLMPHEDEDLIWETWVPL
DK
DATYLELQIWYPSNLIHPGEEDRGYLFQIELGTRGDTDSDGLTAVKLEVKALSRTGTLTLEVAESRPL--
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M4SEX7_PSEA0/1-1010
MHTAGELPVSAQRISRMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEK
LK
PLPKQGKWTLMPILKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGAS
DG
KPFLLYPRRSTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPVNRIAEAVADI
DK
GYVTDDGRFADSAIPTARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDTLAVFNDLGMQLAA
DQ
AAFRDWQARHEHKIQIAQTVSGLCGAESDPQKLPASVRGTAARTHQYLSEVEAYFEQCILEEAQIISSNV
PG
DFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSGDALLQQVRDT
QR
DFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSP
AL
KQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLE
SI
LLAWVPIDSRMALGKQQNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQVLNKQISDTRRRW
LY
PTAYNTRKSNASHLRVLEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWID



GL
GGIAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPVV
IG
TYTVGILDQSAAYWKARGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTARTIEEKTAISVK
GT
SVFVMGAGSTIQLAAGISPTAKITAVAMSSWLNVALLVAGFIYLFATMALNYLKQDSVGWWLRKCCWSKN
LD
YRYAETAHGENEEIQALLEIRLSPQVYVKSTVHYEERYLGKGDYYSAAVQNGAGGTSALAQSGTRAVRAF
QH
CQ--------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M4AB07_PSEA0/1-1148
MHTAGELPVSAQRISRMTDKHGTHQQRRAALFPKTPATAISLCPFRGPNVAIVPVRYALDRSRYDAAPEK
LK
PLPKQGKWTLMPILKTRSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGAS
DG
KPFLLYPRRSTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPVNRIAEAVADI
DK
GYVTDDGRFADSAIPTARPLSEDAETHPLWAPLGADVFWQGSVDDQDSSLLIALDDTLAVFNDLGMQLAA
DQ
AAFRDWQARHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNV
PG
DFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQAWKDRHKWRREVDLSGARQYLQQHLPSGDALLQQVRDT
QR
DFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSP
AL
KQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLE
SI
LLAWVPIDSRMALGKQQNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQVFNKQISDTRRSW
LY
PTAYNTRKSNASHLRVLEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWID
GL
GGIAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGRVTYGLGYSFNLLMAVFVEAPWAVISTAKPVV
IG
TYTVGILDQSAAYWKARGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTARTIEEKTAISVK
GT
SVFVMGAGSTIQLAAGISPTAKITAVAMSSWLNVALLVAGFIYLFATMALNYLKQDSVGWWLRKCCWSKN
LD
YRYAETAHGENEEIQALLEIRLSPQVYVKSTVHYEERYLGKGDYYSAAVQNGAGVQVRLPNLVRGQSVHF
NI
VSSKRPWGVLPVEKIDQPIHDAFLDRGQFRKSEQFGTLTNKPAYKASEDFTYPLMPHEDEDLIWETWVPL



DK
DATYLELQIWYPSNLIHPGEEDRGYLFQIELGTRGDTDSDGLTAVKLEVKALSRTGTLTLEVAESRPL--
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9RND1_PSEA0/1-1132
MTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEQLKPLLKQGKWALMPTL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGASDGKPFLLYPRRSTLHI
AF
SPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPVNRIAEAVADIDKGYVTDDGRFADSAI
PT
ARPLSEDAETHLLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQARHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSAPTEEAAQTWKDRHKWRREVDLSGARQYLQQHLPSGDALLQQVRDTQRDFQLWATHIGTDPF
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSPALKQALHEEADTLLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLGSTARIAVDQQVFTKLKQWIREWQVLNKQISDTRRSWLYPTAYNTRKSNASHL
RV
LEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWIDGLGGIAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPVVIGTYTVGILDQSAAYW
KA
RGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTARTIEEKTAISVKGTSVFVMGAGSTIQLA
AG
ISPTAKITAVAMSSWLNVALLVAGFIYLFATMALNYLKQDSVGWWLRKCCWSKNLDYRYAETAHGENEEI
QA
LLEIRLSPQVYVKSTVHYEERYLGKGDYYSAAVQNGAGVQVRLPNLVRGQSVHFNIVSSKRPWGVLPVEK
ID
QPIHDAFLDRGQFRKSEQFGTLTNKPADKASEDFTYPLMPHEDEDLIWETWVPLDKDATYLELQIWYPSN
LI
HPGEEDRGYLFQIELGTRGDTDSDGLTAVELEVKALSRTGTLTLEVAESRPL------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A2K4WEY4_9PSED/1-749
MTDKYGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPRQLKPLPKDGQWARLPKL
KT
RSYTLRQLYDGYVYVFDETAGTLHEYAASATNGHLSRIVWTDTHIGNDQRNGAGEGQPFLLYPRDNRLHI
AF
SPMQWTWRMCEHMRSHTPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADIDNDRVVDDGRFADSAI
PT
ACPLSEDAETHPLWTPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDVGMQLAADQAAFREWQSVHEHKI
QI
AQTVATLCGAESEPEKLPASVHGDALRTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIETRYGSAPTEQAAQAWKDRHKWRREVDLGSARQYLQQHLPTGDALLQQVRDTQSDFQLWATHIGTDPL
KL
FIDATRPAQLLYLQTIMLNLQIIYAQDSAATNWLAEQEANASTLFGTLRYGFSAALKQALHQEADALLNG
LG
DVTNLATRISELNGVLNHQGFADKPWMKALKQPVQDTFKALGELASGAGKATFESVLLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSTVRVAINEQTVTKLKQWVREWRVLNKQISELVRSWQYPNAYNTRQSTARNL
QA
HKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGVAGSITWGVVML
NL
INTAFLYRDLTRDGDFSTKDIGKVTYGLG-----------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0F5V895_9GAMM/1-1402
MSPDYKQPKRFVKAAYQPLDERIYSSKPEPVPETDPAPAYAYSVSFACRAELYRQYVKPYLSLQLNQTAE
EG
ARSQWSEKAQGQHTHVSCEVSKQEEKTFRASWRDSPLVTLGADGVLPHDKSATVIQEAFVPVRPAIQMGE
QL
GLPTKGYLYHFLEGRLISEYRCMGETYPRFQVTQSRPEAMYPEPAIDRPLEFILALWQRNGQTVQDQYLL
YS
QEALTDDVIKSVDTVFLDQHGVKLDMQQIIPLTENGRQRQKHTVAEGETLSGIADQYQMTLETLLSLNPF
WR
GKETQLSIGSALYLESVGIYNHGQDVAYPAAAMMLADGVFAISASQQRADFPVVKVAEADAGQFTALSPV



RY
AIDALNEKGQGLHPIQNTEVFSGGIFQSEYTAYTLRQIRDGWLYALRPLPESEAWQLEEYKIEQGEFRRV
EG
HTAQARAAAEPQPPKSHILCATASLYYLAYSVKRWTDRVCNFYLTDAQARDNWLRKVDLTTSGAHCHRAD
VA
MVECAVADVNVEGQDPFAGTCAPLTGEPGKPNDFIHVPPKKTLASYTYQAPSAHGQQIVALDDPLADLSD
LY
LALLEPVLTTTPDEQTHRKVVLAEAIRSMVRVSIPQDKMPDIEPEQWVEFESALDVCLEYQYQIPILHTG
PD
NTLSARLELLNQYKQASLKAQAKLEAMGFFGVEDHVQEYTERRKAHSQVNWDGLDTFYKAYLASQAGAYA
AI
PGAFDRLLAALPRLGTEPMRLGLDMLYSDHMAYLMELFGEILPALNSSASDDAMQQKLAEALVQETPDNL
MA
LATSFFSAEFYTKADELVKESDVLDLQRESVPVTGVVAGLNSVLGFGLGTESALYQKTLSMVVPLGGLID
SA
IEAVKKTAGMGFQKGYFTYLGIAMKKGGFRSGFNVAAMSWSLAQIAQGKIGLNPAFEETSQAFRQRFSGA
VS
EWQSLDEQLKRMPADSPNRTALELKQQKMETRVAQMVTEAPGVYESFNGAKLQSFNRALDRANQGFSRLG
RL
DFVVAFLNAINVVAQQYAVEETLASTPNADVNTQRHVVGFSTAWLMHATSEIFRGLAFDQVKQDPRLLKK
KI
DELARKGVSLETRALAKSYLQRSMLAGMLGVVAAGWEAYRTILDAMNADFRVEKGLLALKAGVLIGQGVP
WG
ALFVRGLIAGTNRLAVGVVLQGWMVAAWFWLGIAYLAVSVIINALQKSPLESWLRKSVWGQEPKGDWTAE
TE
YQALLQILNQPQIKAVIKSARQLPGKFASPYAPLPYTFQQQLKLTFPQQRPGQRIEVGVTVTGLREREVY
EG
YYKTTKADAFTYQLTGQHITRGEWEWDEHQVPTLALNIPIWVERIDTIRVFAVVNNHNPFTESQQTAQYY
KY
QLHPQLQPETDVMKDSQASEMKGHQLISVKIEDV--
>A0A3M5T6B4_9PSED/1-900
MSAYFLERCSAYTAGELPVAAQRMSRMTDKNGTHQQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALD
RS
RYDADPRQLKPLPKDGHWARLPKLKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTDAH
IG
NDQRNGAGEGQPFLLYPRDNRLHIAFSPMQWTWRMCEHMRSHAPSRTLWMKALDLASYCLTMAEPDTLPL
DR
IAEAVADIDNDRVVDDGRFADSSIPTACPPSEGAEPDPLWAPLGADVFWQGSVYDQDSSLVIALDYPLAV
FN
DLGMQLAADQAAFREWQSVHEHKIQIAQTVATLCGAESEPEKLPASVRGDALRTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIETRYGSAPTEQAAQAWKDRHKWRREVDLGSARQYLQQHLPTG
DA
LLQQVRDTQSDFQLWATHIGTDPLKLFIDTTRPAQLLYLQTIMLNLQIIYAQDSAATNWLAEQEANASTL
FG
TLRYGFSAALKQALHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQNTFKALGEL
AS
GAGKATFESVLLAWVPIDSRMALGKRQNIVALLRTLLIGQILLDSTARVAINEQTVTKLKQWVREWRVLN
KQ
ISELVRSWQYPNAYNTRQSTARNLQAHKHKLRVHELSIPALLDFQNNEYARLLQDEIRQYFQSGKTLAKD



WL
ARAKGWTDRLGGTAGSITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKVTYGLGYSFNLLMAVFVEAPW
AI
ISTAKPLVIGGHDVGILDKSAAYWKARGNAVWGDAIRGFRGSMVAMGGFGLAAVMLELFDVADDFYAAKT
SE
EEYGLRVKWSSVLMMGLGSAAQLFGGFFPASVLFSK----------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0C2NFN8_PSEST/1-1143
MSATTSDKTLQQAKRNQAFENNPATANGQCPLKAGEIAIHPVRYAIDESPARGSAQGPNPLPNGWSAGHL
PK
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVEGHQFTRHKWGSAQLGEDERNNPGDSKPYLLYPKRSRLL
IA
YSPVQWTWRLCEKMRSNPQEQKRWMRALNLPQYCTQMQAAHAAPIREIGSAVADILAGGEAPTFKSCLVT
AN
KDDSSRPCKQPIDQALILGSVPDQDSALFVALDDPMAIVDDLAMNLQGRWLELAAADKQHANKINSATLI
QG
LCGVKLDPFIPKSVLANPSRKQAFIKDAHNLLDSEAQLLNHSGSDATLTLKSLQVQRAQQQFRTNWGNPP
SG
PKWRALVEEWQQKKTWREDVRFDEAWSYLQERSDETERLNAHIQRSESDLLAWLKSLSPKAEEVFYDPCH
PQ
QSTDLLDTMANLYEQLGASDTGKQWLCEQYGEPTTLAGLALFNFSAELSALIDKISANFTTYGAIDNQGR
QA
DGSGQAHGGLSDTTSEVSRANEVKSVLDLPSVQASNLYKNLSEPGKRAFETLRNVVGQKAKDSWNLMAFV
LL
PALSTKFAPKVRIFAFSVTQVLVSTEISTQTRLILDPEFAKKNRQWQMQVAQLEKNIKGLQRTLALPGKG
PD
KRSARIQLLELEQKRGTLNLQRPNEVIGSVATETKISNVQTRQVNAWLATLGQSELLEQLQLKAKSATGY
AA
RSRQWINQELGGSLPVLVAGLNVWNFINSLDKARNDGIFSADELRTVGANAAYTANALMALWTVPAWNKW
AS
LKAVVNEKTVQLAQVGVKAWGINTQYRSLARSLALRTAGMAAFGAIAAGVEAWQVSKDIDKATSAGETYA
LR
TKQITLGLMSVVAGVQLVGSALGFWFGFAWVMSNPATIIIALLGVIYLIASMVANQYKREGLRLWLYRSS
WG
KSPTWTHSDEHHKEELRTLKEICLRPSLAARASTLPYYGRGPRIYTGFWLQLLLPSELAGASVKLQPAMV
DS
GWFSDSLMQGMADKFYDQFLEGHWAPIEQFGQPPAQRPNGPLPGDTLYPDGTQHRLWQTWIAYQRPPVLE



LE
VRYPEQVLESTNGQGYMFRVDIGTSSSEADLKSDAFSKEPNSDMVLSSQSTRWLSLQVPHTSK-------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9YMM1_PSESX/1-1088
MRYALDRSRYDTAPQKLKPLLKGSRWAVMPKLKTRSYTLRQLYDGYVYVYDETAETLHEYAVSAATGNLG
RI
VWADTQLRSDRRSGADDGKPFLLYPRNNRLHIAFSPLQWTWRTCEHLRSNPASRSAWMKALDLKRYCMTM
AE
PDTLPLNRIAEAVADIDKEHVVDDGRFADSAIPTSKASSEETQPLFSPIGADVFWQGSVDDQHSSLLIAL
DD
PLAIFNDLGMQLAADQAAYRNWQAEHEHKIQIAQTVTALCGAEGEPEKLPASVRSNAALTHQYLSDVEAY
FE
QCMFEQEQIGNNTAPGGVLLLSDVFKSPEMRRSLEMRYGSAPADEALQAWKDRHKWRREVDLSGARQYLQ
QH
LPTGDTLLQQVRDTQSDLRQWSTHLGTEPLKLFVDTTHPESLLYLQTLMLNLQIIYAQDNAASTWLAEQE
AN
DSSLFGTLRYGFSPALKHALHQEANTLLNGLGDVTNLATRIGELNGTLNHQGFADKQWMKALKQPVQDTF
KA
LGQLASSAGKATFESILLAWVPIDSRLAVGKQQNIVALIRTLLIGQILLDSKARIAIDHKMLAKLKNWIS
EW
QVLNKQISDTRRSWLYPTAYNSRKSIASHLRTLEQKLRLHELSMPALLDFQNNEYARQLQDEIRLHFQSG
KA
IAKDWLATAKRWLDGLGGIAGSITWSVIMLNFINTAFTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAV
FV
EAPWAVISTAKPLVIGGYNIGILDKSAAYWKARGNAIWGDAIRGFRGSMVAMGGFGIAAAALEILDIGND
LN
DIKTSEERIASEIKIASVAMMLLGSAIQLSAGIFPTTFLAAFAMASWFSAVLLLTGVVYLLATMALNYFK
QD
SIGWWLRKCCWSKSIEYRYSTNGEGQLEEKLALLTIQLSPQVYVKSTTRDETRYLGKGDYYSTPEQYGAG
VQ
ILLPKAVRGQSVHFNVISSKRPWGVLPVKKIDSSIQESFLSRGQFKKTDHFGNLANLPARNAEEDFTFPR
MP
PESEDLVWETWVPLEKEAAYLELQIWYSDNLLNSGPQDIGYLFQLELSGKGETAINGVDTTVLEVKSASR
IN
ALTLEIAD--------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A330KC33_PSESX/1-853
MTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDAAPEQLKPLPKQGKWTLMPTL
KT
RSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGRDQRSGASDGKPFLLYPRRHTLHI
AF
SPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGYVTDDGRFADSAI
PT
ARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQAEHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSAPTEEAAQTWKDRHKWRREVDLGSARQYLQQHLPSGDALLQQVRDTQRDFQLWATHIGTDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANATTLFGSLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSTARIAVDQQVFTKLKQWTREWQVLNKQISDTRRRWLYPNAYNTRQSTARNL
HA
HKQKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTDRLGGTAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPVLIDGKNVGVLDRSSAYW
KA
KGNVTWGDAIRGFRVSMVAMGGFGIAAVVLELFDITDDFHEAKTSGEEYGIGIKETLKKTS---------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>J3IH61_9PSED/1-1162
MTQPATEAQLKQANRNQAFTNAPMGSGQCSLMAGEVAIFPVRYALDESPQKGSAQGPNPLPKNWSGKPAE
LK
TRSYTLRQLRDGWLYVWDSVDKTFHEYQVKGEQFTRHKWADGQLNQDVRNNPGETHPYLLYPRRNQLRIA
YS
PVQWTWRMCELMRSSATEQTQWMRKVDLAGFCASGKVGHGGPITELGKSVSDILAAGETSPTFKSTLLPT
QA
PEKGGPFKPAFEEALVRGKVPEQDTALFIALEDPLAMVDDLSMNLAGRLMEQGRFENLNQYKLQSAIAVQ
NL
CGFDTNSFTPDSIKDPIKRQDYADDLYNLLGTNDEMERGKDLVTGDQAAMVEMGSASSTTAAQAKFKAKW



GH
LPDREKWQAALEEWNAKRYWREDVRFDEVQKYLSKTTTEAQRLQDHCQRSEQDLIKWLDLLSPSAEAVFH
DT
TDEAQACLLIETAHALYTLLGNGEKGQEWLCKQAKQPSKLFGMALFNFNPELATLIKQVTHNFTTTGNLD
DQ
GREGDGSAATLTPTSSSDATNIATRVAEIKAVLDLDVVKNSKLYKAVSNAAKQSLATLIKVANNQAKDAW
HG
LSTLLLPAMKQEIALTLAVPQVLISTEISSATQLSFNPNYQREYQAWQMKLSTLNKKMDGARGVLERPGA
AY
DQRSARISLQAFEQELKVLFSTQPHQIVAKASGSTRLDAGLPKINSWLADLGQSELAAQLRSAGTIEYVT
RT
KTWVGQNLGNALPALLVGLNVWNVYNTAKQAQNDGNFTKDELRNLGSSAAYAANAIAALWVGPAWSRAGA
MS
LEVGEKTLKLAQASYAQWIDEAKTAIKTNGSGSTDVTAANKMATYSKGLILRTLTWAVFGVIATGLEAWQ
LS
KDIEGATSDTEKNLLKTKRIIVLGMFAIAGIQTVGAALGFWFGFAWVMSNPVTIILAVLGVAYLMITMAA
NR
YKREGLRLWLYRCNWGRGALPEWLGSDGHSKQMQTLLETLQRPSVVGRALYYGGGSTPRKSFGFWAQIQF
PA
SLDGINVALQPAMIQNNYFSKNKLEATQAGFYDQFLLGNWIDPKLTGELPSYVGPKTNPPDFVYKKTDQH
RL
WQVWIETSNDDPAFEIEIKYPPGSFQKSENSRGYMFKIAMESTSRNAESVNDISSGEIKDDIVLSQKSTK
TL
TLAVPNWKTK------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2G0W244_9PSED/1-1159
MTQPATAAQLKQANRNQAFQNTSMAKGQCPLMQGEVAIFPVRYALDESPKKGSAQGPNPLPSNWSGGTLP
SL
KSRSYTLRQLRDGWIYVWNSTEKTFHEYQVKGEMLTRHTWTDGQLNKDVRNNPGTTQPYLTYPRNSQLRI
AY
SPVQWTWRMCELMRSRATEQTQWMRKVDLPTYCTQAKVSHGAAITELGKSVADILVAGEKAPTFTSTLLP
TQ
ATEADAPFKPAFEEALVRGRVPAQDTALFVALDDPLALVDDLNMNLIGRLMEQSQFEALHQHKLQSAFAV
QN
LCGLNTDALIPSSIKDPIQRQAYTDDLYALLSTNDQVERGKDLVSGIEAPLVEMGAASIISASQTLFTSK
WG
KLPEHTAWQNAVEEWNAKRLWREDVRFDEVQQYLSQTTREALQLQQHIQRSEADLLTWLDQLSPSAEAVY
HD
TCNEEQATQLLETAHALYTALGNAQAGQTWLCEQAKKPTKLFGLALFNFNPHVANLIKQVTHNFSTTGNL
DD
QGREGDGGSAALSPTSAGDATSLATRTGEIKAVFDLELVKNSKLYKAMSDAAKAAMTTLIKVANNQAKDA
WH
GLSGLLLPAMKQQLGLLLAVPQVLISTEISSATQLVFNPTYQRDFQAWALKVATLQKKIDGDKRIVHRPG
TP
HDQRSARISLQAHEAQLKNLMLERPNQIVAKASGSTRLNAGLPTINQWLADLGQSEVIAQLKLTGTHAYL



DR
TRAWMNQNLGNALPVLLVGLNVWNVFNSANKAYNDGQFSADEWRTVGANAGYAANAIAALWVGPAWSRAG
GM
MAEVGQKTRSLAQSSYKSWLSEAKDAAATGNSAKATVANEMAAASKGLILRTVTWAALGAIAAGLEAWQI
SK
DAGGATSKEESTVLWAKFGVVFGMSFIATGQLVGAALGSFFGFAWVMSTPVTIILAILGIAYLMITMVAN
RY
KREGLRLWLFRCSWGRETESKWLGDEGHPKQMQALLETLQRPSVLGRALYYGGGSTPRTWLGFWVQIQVP
TA
LVGKDITLQPAMVEKKYLFSDNKLQTTATGFYEQLLHGNWVDPKQLGLLPDGPGGKIGLTDFVYKNTEQY
RV
WQAWIGTSTASPIFELEVRYPAGVLQRNDGRGYLFRLALEWASSEADRANNAFSGELTEKDDIVLRLSGT
QL
LKLAVPS---------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3A9IL24_9GAMM/1-723
MNRTYQIKQGDTLSDIARRHHTTADEIAKRNAIPAPHILYPGQTLILPDANALALDSAASIEGAMLAALC
AS
NKDCKSPVGPCPFNNAETALVPVRYALDEPFEAPATQPHPLPATGFKGPLALNTPYTLRQLRDGWLYVFD
ET
AHILDEYEVKGTQFIHANKGSKGHVLYPARHTVAMAFSHQRWTERLKTAYCEQDDLRSKGMRRFALPSLA
RN
MGGPHAGLPALLASHVADMGLPNDGFVMSCAPLKAPDGVEPGLLWRDKPAGSSYASRANMPDPQSALVVA
LD
DLISDMHDVTIRQAAVWCMREAPFDDDLSRHKWTMATITEMIGLPPVDEWQLPAAVKGNRLATFQFKKNL
LA
YANAEWERRKFMRAPSTDYSTPQMAASLTERVEQALAVLQGYKPTPELAQAWGEYRYQDVVRWQELESYI
AQ
HQPLEDKLSQQWASTCDDALTGLEALPINPLLLGFDTQTPAGQTYLIASLSEWLSTAQMMGADEKRAAAL
QK
ILQKGALPAQAYYGFDAAVKEELVAKRPWLNISHVTAGMNAAAGWSLLANEGRLLDSKLFAGLGASSKAT
MD
ALHQAIAGPAIKAWERLMMMLRPLVLKGSSGAAWVAAATLEAVHTGQAVRFNKSFGTELKAWLQQQRDAA
GM
QSRLLGTPGRAITSYQTQGLGQAGQQLQRVHWPRLLLIEGKQVELEANMARYQSLLRQGGRQSYWEGWQS
VG
WLG-------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5XFP0_PSESH/1-723
RKPEVAIVPVRYALDRSRYDTAPQKLKPLLKGSRWAVMPKLKTRSYTLRQLYDGYVYVYDETAETLHEYA
VS
AASGNLSRIVWTDAQLGSDQRSGSSDAKPFLLYPRNNLLRIAFSAQQWTWRICEHLRSNPASRASWMKML
DL
KRYCMTMAEPDTLPLNRIAEAVADIDKEHVVDDDRFADSAVPTSESSSEETQPLFSPIGADVFWQGSVED
QD
SSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHKLQIAQTVTTLCGAESEPEKLPASVRDNAALTH
QY
LGELEAYFEQCILEEAQISSSNVPGDFLLMPDMFKSLDMRKSIEMRYGSAPSDEALQAWKDRHKWRREVD
LS
GARQYLQQHLPTGDTLLQQVRDTQSDFQQWAIHLGTEPLKLFVDTTHPESLLYLQTLMLNLQIIYAQDNA
AS
AWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLNGLGDITNLATRIGELNGTLNHQGFADKPWMKA
LK
QPVQDTFKALGQLASNAGKATFESILLAWVPIDSRLAVGKQQNIVALIRTLLIGQILLDSKARIAIDHNM
LA
KLKNWISEWRVLNKQISDTRRSWLYPTAYNPRKSIASHLRALEQKLRLHELSMPALLDFQNNQHAKQLQD
EI
RLHFQSGKAITKEWLSTARRWLDGLGGIAGSITWGVIMLNFINTAFTYRDLTRDGDFSAKDIGKVTYGLG
YS
FNL-------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A2T3NRG1_9GAMM/1-1137
MTNANDNASNQSQDEAGALSGQCPMQPLGVDIVPVRYAIDEEDDNGEGKFGLPEQWQGNGIFQRNLIESD
YT
LRQLRDGWLYVIADYDKTFHEYEVKGSDFIKYNLESWVKEKGKTDRGAPGSQSPFLTYHQKNTLYIAWSK
ER
WSWRLFNFVLENKSNSKSWMRRVSLNQYCRTLQASHAGEAEKIAEAVADISESASDTLLFEGHMAQTAES
QT
TETEDESTQTEIKPVITKGTVTGAMADVKSALFVALDDPYTDLQDLSLALTRELFVLEALNDEKGHKHAL
LE
TTAQVIGLNTPKDTQYPTSIKTLKEKKQYHQLLSEYYNIKKAVQDHSDILIRDKQSLIDDGSYDYHLSHH
ER
LKEKLTAQQDNLKQKYRGIEPNNEDNFKRWKDTKKWRDEINEDALITDIDEYAQNDLPILEAQAKRVERY
RS
QLQAACRTFGWHPERGFVDNETREGQDFLSEINYFLIESMSKALDDKAVEWLKNEFDSPKTLMPLYLSGY
SK
ALYQAIQEELPEPSIYLTGNDYDDAANTLTAIDDFLSNKTIQDTKFFKDLKAPLQNVLTVFSESVKVISE
GA
ISSIAHKSSSLLILANNHNFIHFNIIAEKVALNTNLRTNPHYADEIKKWSAKYNAASQELRYLELEAQHL
KA
SRMHDISIAGMDDSIDSEQIETQKRKMTDLQRAAQAKLSDLNDIYYDNPSVFYLAKDNIDDLSKDFRLDI
KN
KIKMGVAITSNSYNRLGGFGFMVFLLNVYDLKLAFSSMQAKRVVSERERVEILQKIGYSLSAFSSIFQAK
AW
SNITIKNDKKFHQKSIRFLIKKANPKELKNISKYLKITRLVTVFSLLAIGSELYYTYNDFKASSDTVKIL
NG
LKITSLILSFGVSAVQLGACLFKGIFTFGVFTGPIVAIIGLIAGIAYIFATITLNALRKDDYQKWLQQTA
WG
SKPNLHWSIDTSDGVINALLALYKITLKPKLTAKHHTEIIHSGQSYPAIRKEIIGITLKLELSHEINPEY
VD
LNFIEPRNIVSNHGIWTKVKDRINSKNNIHTYTLKINFSQKNQDFDIKVNLPFTPDENSQLFKIVTYRYV
FD
YTMFTDVETPIPALNDDEIDIHIKKIQEQKNIDYCLFLHGKPAGEYHFIGDKQCLII-------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1G9WNX4_9PSED/1-1143
MSATTSDKTLQQAKRNQAFENKPATANGQCPLKAGEIAIHPVRYAIDESPARGSAQGPNPLPNGWSAGHL
PK
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVEGHQFTRHKWGSAQLGEDERNNPGDSKPYLLYPKRSRLL
IA
YSPVQWTWRLCEKMRSNPQEQKRWMRALNLPQYCTQMQAAHAAPIREIGSAVADILAGGEAPTFKSCLVA
AN
KDDSSRPCKQPIDQALILGSVPDQDSALFVALDDPMAIVDDLAMNLQGRWLELAAADKQHANKINSATLI
QG
ICGVKLDPFIPKSVLANPSRKQAFIKDAHNLLDSEAQLLNHSGSDATLTLKSLQVQRAQQQFRTNWGNPP



SG
PKWRALVEEWQQKKTWREDVRFDEAWSYLQERSDETERLNAHIQRSESDLLAWLKSLSPKAEEVFYDPCH
PQ
QSTDLLDTMANLYEQLGASDTGKQWLCEQYGEPTTLAGLALFNFSAELSALIDKISANFTTYGAIDNQGR
QA
DGSGQAHGGLSDTTSEVSRANEVKSVLDLPSVQASNLYKNLSEPGKRAFETLRNVVGQKAKDSWNLMAFV
LL
PALSTKFAPKVRIFAFSVTQVLVSTEISTQTRLILDSEFAKKNRQWQIQVAQLEKNIKGLQRTLALPGKG
PD
KRSARIQLLELEQKRGTLNLQRPNEVIGSVVTETRITKVQTRQVNVWLATLGQSELLDQLQLKAKSATGY
AA
RSRQWINQELGGSLPVLVAGLNVWNFINSLDKARNDGIFSADELRTVGANAAYTANALMALWTVPAWNKW
AS
LKAVVNEKTVQLAQVGVKAWGINTQYRSLARSLALRTAGMAAFGAIAAGVEAWQVSKDIDKATSAGETYA
LR
TKQITLGLMSVVAGVQLVGSALGFWFGFAWVMSNPATIIIALLGVIYLIASMVANQYKREGLRLWLYRSS
WG
KSPTWTHSDEHHKEELRTLKEICLRPSLAARASTLPYYGRGPRIYTGFWLQLLLPSELAGASVKLQPAMV
DS
GWFSDSLMQGMADKFYDQFLEGHWAPIEQFGQPPAQRPNGPLPGDTLYPDGTQHRLWQTWIAYQRPPVLE
LE
VRYPEQVLESTNGQGYMFRVDIGTSSSEADLKSDAFSKEPNSDMVLSSQSTRWLSLQVPHTSK-------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9TAR4_PSEA0/1-904
MTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDTAPGKLKPLPKQGKWALMPTL
KA
RSYTLRQLYDGYVYVFDETAGTLHEYVVSANNGHLNRIVWTDAQIGSDQRIGPSDGKPFLLYPRRNTLHI
AF
SLLQWTWRICEHMRSSAPSRARWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGHVTDDGRFADSSI
PT
ARPLSEDAETHPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQAEHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSAPTEEAAQTWKDRHKWRREVDLGSARQYLQQHLPSGDALLQQVRDTQSDFQLWATHIGIDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKATLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQDLNKQISDTRRSWLYPTAYNTRKSNASHL
RV
LEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWIDGLGGIAGSITWGVIML



NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPVVIGTYTVGILDQSAAYW
KA
RGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTARTIEEKTAISVKGTSVFVMGAGSTIQLA
AG
ISPTAKITAVAMSSWLNVALLVAGFIYLFATMALNYLRRV------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5NIM4_PSESX/1-816
MSLSNRKVPISSGERCTPNICSYPLNCASTCLMNTVRKPVKPRMLRMIDKNGTHQQRRAALFPKTPATAT
SL
CPFRGPNIAIVPVRYALDRSRYDVNPRQLKPLPKDGQWARLPTLKTRSYTLRQLYDGYVYVFDEMAGTLH
EY
VASATNGHLSRIVWTDAHIGNDQRKGAGEGQPFLLYPRDNRLHIAFSALQWTWRICEHMRSHAPSRALWM
KA
LDLASYCLTMAEPDTLPLDRIAEAVADIDKDRVVDDGRFADSAIPTARPPSEGAEPDPLWAPLGADVFWQ
GS
VYDQDSSLVIALDDPLAVFNDLGMQLAADQAAFREWQSVHEHKIQIAQTVATLCGAESEPEKLPASVRGD
AL
RMHQYLSEVEAYFEQCDFEDAQIGSNTVPGGLLLLPDVFKSPDMRRAIQARYGSAPTDEAAQAWKDRHKW
RR
EVDLSSARQYLLQHLPTGDKRLQQVRDTQSDFQLWATHIGTDPLKLFIDTTRPAQLLYLQTIMLNLQIIY
AQ
DSAANAWLAEQEANTGSLFGTLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADK
PW
MKALKQPVQNTFKALGELAGGAGKATFESVLLAWVPIDSRMALGKQQNIVALLRTLLIGQILFDSTARVA
IN
EQAVTKLKQWVREWRVLNKQISDIRRRWLYPNAYNARQSTARNLQAHKHKLRVHELSIPALLDFQNNEYA
RL
LQDEIRQYFQSGKTLAKDWLARAKGWTDRLGGTAGTITWGVVMLNLINTAFLYRDLTRDGDFSTKDIGKV
TY
GLGYSFNLLMAVFVEAPWAIISTA----------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3D5QFH1_PSESP/1-1143
MSATTSDKTLQQAKRNQAFENKPATANGQCPLKAGEIAIHPVRYAIDESPARGSAQGPNPLPNGWSAGHL
PK
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVEGHQFTRHKWGSAQLGEDERNNPGDSKPYLLYPKRSRLL
IA
YSPVQWTWRLCEKMRSNPQEQKRWMRALNLPQYCTQMQAAHAAPIREIGSAVADILAGGEAPTFKSCLVA
AN
KDDSSRPCKQPIDQALILGSVPDQDSALFVALDDPMAIVDDLAMNLQGRWLELAAADKQHANKINSATLI
QG
ICGVKLDPFIPKSVLANPSRKQAFIKDAHNLLDSEAQLLNHSGSDATLTLKSLQVQRAQQQFRTNWGNPP
SG
PKWRALVEEWQQKKTWREDVRFDEAWSYLQERSDETERLNAHIQRSESDLLAWLKSLSPKAEEVFYDPCH
PQ
QSTDLLDTMANLYEQLGASDTGKQWLCEQYGEPTTLAGLALFNFSAELSALIDKISANFTTYGAIDNQGR
QA
DGSGQAHGGLSDTTSEVSRANEVKSVLDLPSVQASNLYKNLSEPGKRAFETLRNVVGQKAKDSWNLMAFV
LL
PALSTKFAPKVRIFAFSVTQVLVSTEISTQTRLILDSEFAKKNRQWQIQVAQLEKNIKGLQRTLALPGKG
PD
KRSARIQLLELEQKRGTLNLQRPNEVIGSVVTETRITKVQTRQVNVWLATLGQSELLDQLQLKAKSATGY
AA
RSRQWINQELGGSLPVLVAGLNVWNFINSLDKARNDGIFSADELRTVGANAAYTANALMALWTVPAWNKW
AS
LKAVVNEKTVQLAQVGVKAWGINTQYRSLARSLALRTAGMAAFGAIAAGVEAWQVSKDIDKATSAGETYA
LR
TKQITLGLMSVVAGVQLVGSALGFWFGFAWVMSNPATIIIALLGVIYLIASMVANQYKREGLRLWLYRSS
WG
KSPEWTHSDEDHKKELRTLMEINLRPSLAARASTLPYYGRGPRIYTGFWLQLLLPSELAGASVKLQPAMV
DS
GWFSDSLMQGMADKFYDQFLEGHWAPIEQFGQPPAQRPNGPLPGDTLYPDGTQHRLWQTWIAYQRPPVLE
LE
VRYPEQILESTNGQGYMFRVDIGTSSSEADLKSDAFSKEPNSDMVLSSQSTRLLSLQVPHTSK-------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>Q6LQF5_PHOPR/1-1136
MANANVDASKQSQDEAGAPSGQCPMQALGIDIVPVRYAIDQEDDEGLGTFGLPEQWQGNAIFQGSLIESD
YT
LRQLRDGWLYVIADYDQTFHEYEVNGSEFIKYDLNSWVKEQGKTDRGSPGNQNPFLTYNQNNTLYLAWSK
ER
WSWRLFNFVLENKSNSKSWMRRVSLNQYCRTLQASHAGQAEKIADAVADISHSASDEILFEGYMAQTAQS
KN
TEDDGIDLEIKPVLSKGAVTGAMNDVKSAFFVALDDPYTDLQDLSLALSREVLLLESLNEEKGHKHALLE
AT
AQVTGLNTPVHLQHPESVKTLAEQKQYYQDLANYYDTKADIQKHHALLQKSGPSSEHIHSTNFDRSRREF
KA
ISEKFKQHYSDIEPSDDAYFTRWQETEKWRDEIDDNALKADIEEFAQNERPILEAQLRRVHRYRSQLQAA
CR
AFGWEPERGFVDSETREGQDFLSEVHYFLMESMSKALDDNAVQWMKNEFDSPSTLIPLYLSGYSKELYDA
IQ
EKLPEPTNYLTGNDYDDVANRANELDSLLSTELIKDSPFFKALTAPLQNVLTAFSGSIQVASDAAVSSIA
HK
SASLLVLTNNHNFLHFNIVAEKIALNASIRIADNYKADVQKWRARYNNASQELRWIEQELRHLKASRKHN
VS
IAGIDERDSERIKSQKKKMSVLQREAQVKLSDLDDIYYDNPSALVVAKGNVNDLAKDFRKGIQTRIKMGM
EI
TSSSYNKLGGFGFIVFLLNVNDFRLAFGAMQAKRVVSDRERVEVLQKMGYTLSAFGAIFQAKAWSSVTNG
VE
REFYKQSITSAIKGTSNLNAENNLKNAKNINKFLKITRAVSILSLLAVGSEMYYTYYDIKKATGIEKWLQ
LA
KLGSLGGMGFISAIHLGATLFPASAIIGIFALIGIIIAGAVVGVVYIITTIVLNALKKDDYQKWLQQTPW
GN
IPNKSWTIDSSEGVINALLALYTISLQPKLTVKKSIKRIESGKDYPAVNTRTTGFTLKLELSHDITPDHV
DI
KFIEPINLNSDDGIWTRVKDPIIVDKYIPTYTLQAGFSQEHQNIDIEIGLFFVANENNQLFKEVFYRYVF
DY
SMFGDLETRISPLYDDQKAVHLKDLQGKNSRDYCLHLHGKPIEETYFSDAKQCLLI--------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2N1YXA1_9GAMM/1-1145
MSTTTSDKTLQQAKRNQAFENKPASANGQCPLKAGEIAIYPVRYAIDESPARGSAQGPNPLAKGWSSKHL
PS
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVQGHQFIRHQWGSAQLGKDERSNPGAAKPYLLYPRRNRLL
IA
YAPVQWTWRLCEKMRSNPHEQKRWMRALDLSQYCNTMQAAHAAPIRELGSAVADILAGGQAPTFNSCLVA
AS
TTDASRPCKRPIDQALVLGSVPDQDSALFVALDDPLAIVDDLAMNLQGRWLELAAAETQHGNKTSSATLV
QK
LCGVELAPYIPKAVAASPTRKQAFIKDAHNLLDKEAQLRHHNGSDATLTLKSLNVQQAQKQFRTTWGTLP



SG
PKWQLLVEEWHQKKIWREDVRFDEAWAYLQERSDEMERLNGHIQRSETDLLAWLESLSPKAEEVSYDPCH
PQ
QTTELLATMANLYEQLGASETGKRWLCKQYGRPTTLAGLALFNFNPELSALIDKVSANFSTYGTIDDQGR
QG
DGSGQAHGGLSDTTSEATRTNEVKSVLDLPSVQSSQLYKSLSEPAKRAFETLRTVVGQKAKDSWNLIAFT
LL
PALSTEFAPKVRIFAYSVTQVLVSTEISTQTQLVIDADFAKKNRKWQMQFAQLEKQIKGLQRTLALPGKG
PD
KRSARIQLGGLEQQRETLNLQRPNEIVGAIVSETRITTVQTRQVNIWLATLGQSELLDQLQLKLKNAAGH
AA
RSRQWVNQELGGSLPVLVAGLNIWNFLNSLDKANNDGILSADELRSVGANAAYTANALMALWVVPAWNKW
AG
LQGSLRTRTSQLAKAGVSAWLKAGSPEFAVLARKLVLRTMGMAAFGAIAAGVEAWQVSKDIEKSTSTAEK
SA
LVTKVAALGMMTLLAGAQLIGSTLGFWFGFAWVMSNPVTIIIALLGVIYLISSMIANQYKREGLRLWLYR
CS
WGKTPTWSHSDEDHKDELRTLREICLRPNLVARATSLPYYDRGPRAYTGFWLQLLLPSELAGTSVQLQPA
MV
DSGWFSDSLMQGMSDKFYNQLLEGHWAPVEQFGQPPAQRPSGALPGDCTYKKAAQHRVWQTWVAYQRRPM
LE
LEVRYPEQVLASANGRGYMFRLAVDSSADEADLKSDAFSKEPNADMVLSSQGTQLLTLNIPNASQ-----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5FN15_PSESS/1-860
MVGMHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPYVAIVPVRYALD
RS
RYDAAPEQLKPLPKQGKWALMPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYVVSANNGHLSRIVWTDAQ
IG
NDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVANIDKGHVADDGRFADSAIPTARPLSEDAETHLLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSAPTEEAAQTWKDRHKWRREVDLGSARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANATTL
FG
SLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGEL
AS
GAGKTTLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRSWLYPTAYNTRKSNASHLRVLEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKD



WL
TTAKRWIDGLGGIAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
AV
ISTAKPVVIGTYTVGILDQSAAYWKARGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGIL--
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5WSP5_9PSED/1-1057
MKTRSYTLRQLYDGYVYVYDEDAKTLDEYAVSAATGNLSRIVWTDAQLGSDQRSGGSDAKPFLLYPRNNL
LR
IAFSAQQWTWRICEHLRSNPESRASWMKALDLKRYCMTMAEPDTLPLNRIAEAVADIDKEHVVGDDRFAD
SA
IPTSKASSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQAAYRNWQAEHEHK
IQ
IAQTVTTLCGAEGEPEKLPASVRNNAALTHQYLGELEAYLEQCILEEAQISSSNVPGDFLLMPDMFKSLD
MR
KSIEMRYGSAPSDEALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQKVRDTQSDFRQWSTHLGTEP
LK
LFVDPTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPALKHALHQEANALLN
GL
GDVTNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALSQLVSSAGKATFESILLAWVPIDSRMAV
GK
QQNIVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWVSEWRVLNKQINDTRRSWLYPTAYNPRKSIASH
LR
ALEQKLRLHELSMPALLDYQNNRYAKQLQDEIRLHFQSGKAITKEWLGTARRWLDGLGGIAGSITWGVIM
LN
FINTALTYRDLTKDGDFSMKDIGKVTYGLGYSFNLLMAVFVEAPWRVIKDASPVLIDGRNVGILDRSAGY
WK
ARGNVAWGEAISGFRVSMVAIGAFGVAAATLEIFDIQDDLTGLKTNEEQIATQIKIASVGVMGLGSAAQL
IS
GIYPSSFLTAFAMGSWFSVVLMLTGAVYLLSTMALNYFKQDSIGWWLRKCSWSNSIAYKYPTNAEGQFEE
KR
ALFKIQLSPQIHVKSTTRDKDHYFGRDSPYSAPAQYGAGVQILFPGALRGQSVHFNVISSKRPWGVLPVE
EI
KSPIHEPFLDRGQFKSVDQFKTLANKPLGNAHEDFTFPLMPPAGEDVVWETWVPLEEGATYLELQIWHSD
EL
INPGPEDIGYLFQVKLNSEGETKMDGLSTTDLEVKAASRLGSPTLEIAE---------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M4T452_9PSED/1-707
MHTAGELPVAAQRISRMTDKNGTHRQRRAALFPKTPATATSLCPFRGPNIAIVPVRYALDRSRYDADPTQ
LK
PLPKDGQWARLPTLKTRSYTLRQLYDGYVYVFDETAGTLHEYAASASDGHLSRIVWTEAHIGNDQRNGAG
EG
QPFVLYPRDHRLHIAFSPLQWTWRMCEHMRSHAPSRALWMKALDLASYCLTMAEPDTLPLDRIAEAVADI
DK
DRMVEDGRFADSAIPSARPPSEGAEPDLLWAPLGADVFWQGSVYDQDSSLVIALDDPLAVFNDLGMQLAA
DQ
AAFREWQSAHEHKIQIAQTVATLCGAESEAEKLPASVRGDALRTHQYLSEVEAYFEQCDFEEAQIGSTTV
PG
GLLLLPDVFXMRRAIQARYGSAPSDEGAQAWKDRHKWRREVDLSSARQYLLQHLPTGEKRLQQVRDTQSD
FQ
LWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDNAATNWLAEQEANTSSLFGTLRYGFSPALK
HA
LHQEADALLNGLGDVTNLATRIGELNGVLNHQGFADKPWMKALKQPVQDAFKALGELAGGAGKATFESVL
LA
WVPIDSRMALGKQQNIVALLRTLLIGQILLDSTARVAINEQAVTKLKQWVREWQVLNKQISDIRRRWLYP
NA
YNTRQSTARNLQAHKHKLRVHELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWL-----------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3M4VWH0_PSECI/1-790
MRSTASSRFTSKYPLKTHLTARPMTKKYGTLQERRAARFDKSPSSATCACLYKTADIAIVPVRYALDRSR
YD
VEPTQLKPLPARGQWSPLPRLKTRSYTLRQLYDGYVYVVDETAGTFHEYSISASDACLTRIVWTQAHLGQ
DV
RRGDGEGHPYLLYPRKNRLHLAFSPVQWTWRICEHMRSHADSRALWMKPLDLSNFCATRNEPGALPLMAL
AT
AVADIDKNYVVEDKRFADSSIPTAGPESQPDQAEQSVFNPLGADVYWLGNVPDRCNSLLVALDDPLGVFN
DL
GMQLAGDQAAFQTWQHEHEHTLQIAQTVTALCGANGDVQKLPASVRGDSARTQHYLNEMEEYFDQMDLEE
ML
TMHGNSPGGSLGTMDMYKSADMRDALRSRYGRYPSEDDRQAWKDREKWRREVDLKGARAHLHHHLPLSEA
LL
QQVRDTQADFQTWAEYLGNDPLKLFIDTANPKTLLYLQTVMTDLLMVYGQDQQASAWLADQEARGGSLFG
TL
RYGFSPGLKDALDQEANALLGGIGDFTNLATRAGELNAVLNHQGFADAAWMKTLKQPVQNTFKALRELAS
GA
GKTIAENMLLAWVPVDSRLALGKSQNLVALIRNFMIGQILANTPEMIRINEQLASQLKQWKREQRHLIKQ
ID
DTRFNWLYPLDPRERRHLARQLQSQLDALRLHELKIPGLLDFQNNQYAQLLQEEIRAFFKSGLDVAKDWH
TR
AKAWSERLGGLGAGITWGVILLNFINTAFLYEDLTRDGDFSGKDIVKVGYSLGYSFNLLMAVFVEAPWAV
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A427DV21_9PSED/1-1127
MNQKNGSPEQRRATLFAKTPATATSLCPFKGAEVAIVPVRYALDRSRYDVDCQTLKPLPASGVWADLPTL
RS
RTYTLRQLYDGYLYVYDETAGTFHEYAVSASDSTLARIVWTDAQVGNDQRSGAADPKPFLLYPRMNRLHL
GF
SPRQWTWGLCEHMRSNADSRARWMQPLDLAAYCTTMAEPGTLPLSRIAEAVADVDRENVKQDGRFDDSSV
PT
TNGNAEAAYSAAGCAPAGADVYWLGSVPDKDSALLVALDDPLAMLTDLGLQLAADQAALRAWQDEHGHKA
GT
AKTVTNLCASSDNPDNLPAAVSNDVVLTQRYLGEVDACLERRLTEESEQLASSLRGDALMTPVSLQSREM



KE
ALQARYGTILSDQDYTFWEQRAKWRREIDLEGARAYIARHQPAGDLLTQAVRDSQADLIQWADYIGVDPG
VV
FIDTANPGSLLYLQSIMSELLIILAQDAHTHEWLLEQEETATSLFGTMRYGFSAGLKDALHQDADRLLNG
LN
DYTNLATRAGELNSVLNHPSVADSAWMKLLKQAVRETFSALSELAAGEGKGIAETILMAWLPMDSRRVKG
AH
QNLTALIRTLMIGRVLSNSPQRLAIDAEVGNRLKTWKRENRVLDHKIRGLQRSWQYPTTGGYDRRSLTRQ
LQ
QLNETLQLHYLKIPALLDFQDRQYAQLISNEVRTFLQSGQPFERWQATANNWIGRQKMDGATGITWGVIM
FN
LINTAFLYADLTRDGDFSERDIIKVGYGLAYTVNLLMGVYVTAPWAVIQAAQPLVAGGKTVTILERSSSY
WA
ARGNPVWADAVRGFRAGMVAMGAFGVAGAVLEWVDLWQDIKNAQTPQEKALLWVKSGAVALMGLGALAYL
TA
GILPKAIAAAVMSAWMLGVLSAIGVIYLFSTMLLNHLKQDSVGLWLRRCCWSISNGSRYPDTPEGAAEEQ
RH
FLKIALSPTVLVKQTFQYENLLVINRGIVRIPAQNGAWIQILLPHNLRGRSIELNIISSERPLSIMTVEK
SS
ANLDTYFLNYGQFRSTASFGSVTNERPPRNPNDLCFPPTPPEEDIVWQTWVPLEKQAGFVELQIWFPKDL
VV
PDSEDTGYLYQIESSRDAEITVDGLLPVQLEVKTLPRTGSMKLEVPA-----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M4XKQ6_PSESS/1-809
HQQRRAALFPKTPATATSLCPFRGPYVAIVPVRYALDRSRYDAAPEQLKPLPKQGKWALMPTLKTRSYTL
RQ
LYDGYVYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGNDQRSGASDGKPFLLYPRRNTLHIAFSPQQW
TW
RVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGHVADDGRFADSAIPTARPLS
ED
AETHPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQAEHEHKIQIAQTVS
GL
CGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDMRKSIEAR
YG
SAPTEEAAQTWKDRHKWRREVDLGSARQYLQQHLPSGDALLQQVRDTQRDFQLWATHIGTDPLKLFIDTT
RP
TQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSPALKQALHQEADALLNGLGDVTNL
AT
RIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKATLESILLAWVPIDSRMALGKQQNIVA
LL
RTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLNKQISDTRRRWLYPNAYNTRQSTARNLHAHKQKL
RV
HELSIPALLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTDRLGGTAGSITWGVIMLNFINTAL



TY
RDVTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWSVIRDATPELIDGKNVAILDRSSAYWKTKGNAT
WG
NAIRGFRVSMVAMGGFG-----------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9GG94_PSESX/1-690
MHTTRDIARFCAEIPCMTDKSGTHTQRRAATFAKIPATATSLCPFRKPEVAIVPVRYALDRSHYDTAPQK
LK
PLLKGSRWAVMPKLKTRSYTLRQLYDGYVYVYDEDAKTLDEYAVSAATGNLSRIVWTDAQLGSDQRSGGS
DA
KPFLLYPRNNLLRIAFSAQQWTWRICEHLRSNPESRASWMKALDLKRYCMTMAEPDTLPLNRIAEAVADI
DK
EHVVGDDRFADSAIPTSKASSEETQPLFSPIGADVFWQGSVEDQDSSLLIALDDPLAIFNDLGMQLAADQ
AA
YRNWQAEHEHKIQIAQTVTTLCGAEGEPEKLPASVRNNAALTHQYLGELEAYLEQCILEEAQISSSNVPG
DF
LLMPDMFKSLDMRKSIEMRYGSAPSDEALQAWKDRHKWRREVDLSGARAYLQQHLPTGDTLLQKVRDTQS
DF
RQWSTHLGTEPLKLFVDPTHPESLLYLQTLMLNLQIIYAQDNAASAWLAEQEANDSSLFGTLRYGFSPAL
KH
ALHQEANALLNGLGDVTNLATRIGELNGTLNHQGFADKPWMKALKQPVQDTFKALSQLASSAGKATFESI
LL
AWVPIDSRMAVGKQQNIVALIRTLLIGQILLDSKARIAIDHNMLAKLKNWVSEWRVLNKQINDTRRSWLY
PT
AYNPRKSIASHLRALEQKLRLHELSMPALLDYQNNRYAKQLQ----------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------



--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0P9MN71_PSESX/1-901
MTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALDRSRYDTAPGKLKPLPKQGKWALMPTL
KA
RSYTLRQLYDGYVYVFDETAGTLHEYVVSANNGHLNRIVWTDAQIGSDQRIGPSDGKPFLLYPRRNTLHI
AF
SLLQWTWRICEHMRSSAPSRARWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGHVTDDGRFADSSI
PT
ARPLSEDAETHPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQAEHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSAPTEEAAQTWKDRQKWRREVDLASARQYLQQHLPSGDALLQQVRDTQRDFQLWATHIGTDPF
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTLFGTLRYGFSPALKQALHEEADTLMNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQVLNKQISDTRRSWLYPTAYNTRKSNASHL
RV
LEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKDWLTTAKRWIDGLGGIAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPWAVISTAKPVVIGTYTVGILDQSAAYW
KA
RGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTARTIEEKTAISVKGTSVFVMGAGSTIQLA
AG
ISPTAKITAVAMSSWLNVALLVAGFIYLFAAMALNYL---------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A3M4BRN0_PSEAV/1-758
MTDKHGTHQQRRAALFPKTPATATSLCPFRGANVAIVPVRYALDRSRYDAAPEKLKPLPKQRKWALMPTL
KT
RSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQIGSDQRSGASDGKPFLLYPRRNTLHI
AF
SPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPLNRIAEAVADIDKGHVTDDGRFADSAI
PT
ARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAVFNDLGMQLAADQAAFRDWQARHEHKI
QI
AQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCILEEAQISSSNVPGDFLLLPDMFKSLDM
RK
SIEARYGSVPTEEAAQAWKDRHKWRREVDLASARQYLQQHLPSGDALLQQVRDTQSDFQLWATHIGIDPL
KL
FIDTTRPTQLLYLQTIMLNLQIIYAQDSATSTWLAEQEANATTLYGTVRYGFSPALKQALHQEADALLNG
LG
DVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGELASGAGKTTLESILLAWVPIDSRMALG
KQ
QNIVALLRTLLIGQILLDSKARIAVDQQVFTKLKQWIREWQVLNKQISDTRRRWLYPNAYNTRQSTARNL
HA
HKQKLRVHELSIPSLLDFQNNEYAKLLQDEIRQYFQSGKTLAKDWLAQAKRWTDRLGGTAGSITWGVIML
NF
INTALTYRDLTRDGDFSAKXXXXXXXXXXRCLLKHLGA--------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5H7Y7_PSESS/1-927
MVGMHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDTAPGKLKPLPKQGKWALMPTLKARSYTLRQLYDGYVYVFDETAGTLHEYVVSANNGHLNRIVWTDAQ
IG
SDQRIGPSDGKPFLLYPRRNTLHIAFSLLQWTWRICEHMRSSAPSRARWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVTDDGRFADSSIPTARPLSEDAETHPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNAARTHQYLSEVEAYFEQCIL



EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSAPTEEAAQTWKDRQKWRREVDLASARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPFKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTL
FG
TLRYGFSPALKQALHEEADTLMNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGEL
AS
GAGKTTLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQMLLGSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRSWLYPTAYNTRKSNASHLRVLEEKLRLHELSIPALLDYQNNQYAKQLQDEIRLHFQSGKTMAKD
WL
TTAKRWIDGLGGIAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
AV
ISTAKPVVIGTYTVGILDQSAAYWKARGNAVWGDAIRGFRSSMVAMGAFGIAAATLELKDILEDFGTART
IE
EKTAISVKGTSVFVMGAGSTIQLAAGISPTAKITAVAMSSWLNVALLVAGFIYLFAAMALNYL-------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A2X4AG92_PAULE/1-1128
MADKNGTLSQRRDARFADKPLSGTGTCPFKGPDIAIVPTRYALDRSRYDVDPARLTPLSAETQWEYFKPL
QS
RGHTLRQLRDGFVYVYDETAEVLHEYRYDAKDASLMRVDWAEALPTLDVRPAEGERRTHLLYPRTHKLRI
AF
SPWQWTCRMCQLMSTSTVNRLSWMRELDLREYSRKKSARHGLPLTRLSNRVVADVDPYPINHDGRFTDSA
HP
PVADEEGKYPSVALAADVLWTGTVPDKESAVLIALDDPVAMLEDLGMQLAADQAALFEFQAEHEHALNIA
GV
VESLCGVGGDKALLPASVRDDEVKSRQYIRDIEAYFEQLQVEDDSTQGQDSLTYGLAERPSQMLGEELKA
KY
GKLPDPALRKSWQDRSKWRREVDLDAARDYSEIQQAQLKTLRARVTETQEDIKVIAEWTGTEPMRLFVDT
TH
PASLLCLLDVMSDLLCNLSQDLSFSNWLQKEEEKSKTLLGLTRFGFSLAIKEALTDEANRIMQGVSDFTA
LA
GRAGELNGFLNHQALAEKPWIKTLTEPARLTLSALEELAKGAGRTALENIQLAFLPVDSRLSKGAVGDSA
AL
MLRNLVMGHVLLSHPEKMQINEDFAKRHAAWRADLKKGRDLYQTAEHRWLYQANEYDRRATAKLMQDIQH
EL
KRHLLNEPRPFDYHSKRYAEAMQNKISTFFARNGQLTQEWTHQAKAWSAEHGLNAAAITWGIAAINLFNT



MI
TYEIASRDGELSKKDWAKIGSAAAYTGNALMAVFVETGWGVMKDLSVPGKDSKPIKITHQSAAQWRAVGK
PG
WGKLLNAFGARLVGLGGFAVVAAALELWDIGDDYASTDVSLDKSVILMKKYAVLGFLIVGGIQVSAGVAL
LL
GSGAMAALVMSPWFLGVTALIGLVYLLSTLTLNYLKRDLVGSWLQKCRWSRYWEERFKSEIEETHAFFEI
QL
APAVFVKPTFEIKYYSSSSVGSLPTETQNGAWVQLLFPGAVRGEIIKLNVAATGRPFPGFPVEKVAGSLK
EY
FTGYGTVEAVGQWRNAPPSKTQMRWNEPPYKNSPPTDEVVIWQTWVPLGEDAQYLELQVWYAPETIAIRE
GD
NGYRFQIELVKGGQIDNSESRVVGTNKGSLEIETLGGRDEALALPVPI----------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A077LQ77_9PSED/1-1125
MTEKYGTARQRCASEFDKRPLSGTSLCPFKGPNIAIVPVRYALDRSRYDPAPEALKPLARAGKWARLPPL
KS
RTYTLRQLYDGYVYVYDETAGTLHEYLYTASDAHLARITWTQAHLGQDERSGAANAQPFLLYPRNHVLHI
AY
APLQWTWRICEHMRSNAVGRSQWMKRLDLGSYCITMNEPDTLPLAQLASAVADIDPCKVNEDLRFSDSAL
PS
SQPPFNRQDGSSPWVPLGADVHWLGSVEDKDSSLLIALDAPLSILEDLGMQLLADQAAYQSWLSQHEHKL
RM
ASTVSQLCGVSDDTASLPESVRDDPALRQQYLLDVEAYFRERLIDQASLAGSASTSSFSLVSEIKSARMH
RE
LIQRYGKVPEDQLQAWQDRKKWRREVDLKAARQHIMQQQPEHDRLLRQVQNTQADIKQWAIQIGLEPLRL
HC
DTGNPKHLLLLQNSFEELLSILTQSQGANEWLADQEQNASTLFGTLRYGFSPALKEALQAEADKLLNGFN
DL
TNLATRLGELNTVLNHPDFADTAWMKALQQPARDTFNTLRELARGAGKQTAEAILMAWLPIDSQRAMGKR
KD
LPALLRSLLIGLVLGNAPQRLVIDARIGSEVRTWHANWNRLNANLRTLYSHWNSPQERGQRKHLSSLLQQ
ER
DRLRAHELKLPLIIDFQDNQYARLLRDKIHDFFHSGKDIAKHWNAEARRWVQQTGLHGSGIAWGVIMLNF
IN
TALVWEEVSRDGQLNNKDLVKVGYSLGYTLNLLMAVYVEAPWEVVKNAKPVMINRKNVSILERSAAFWKA
QG
NTHWSQTVTQLRSRLLVTGAFGIAAAGMEIWDLRDDYKNAKTDEERSAIATKMIGVYIMSTGAAAQVLAS
TT
TIRQLGTATTLVMSGLFSKIIFIGGLIYLLASVILNTIKQDSVGYWLKKCSWSRIQETRYPDTPQGNAEE
QR
AFYEIQLTPKVLVKSTRERAYMGMADSQMQLQNGAWIQIQFPHAIRRRTILFETSSSTRILPLLPLRPGA
LP
IRESFQENGLFYSIEHWDKIDNQRPVFTYPRLHCPLLPDNEDVIWQTWVPLVPEAVYLEIQIWYPVDSFK



PS
PEDTGYLYQLEISVNSNSTFDGLLKPQLLMKNTSRSTALPLLIAP-------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A239GPN7_9PSED/1-1173
MTQPATTPQIKQAQRNQAFDDTPLSHGQCSLMAGEVAIFPVRYALDESPEKGTNQGPNPLPSDWQGGALP
SL
QTRSYTLRQLRDGWVYVWDSIDKTFHEYEVKGEQFTRHKWTDKQLNQDVRNNPGESLPYLLYPRRSRLRI
AF
SPVQWTWRICELMRSSTKEQGQWMREVNLPAFCLSGRVANGGPIRALGESLADILPTPKKPTFATTTLPT
QA
GDDEPAGPFKATFEEALVRGKVPDQDTALFVALDDPLALVEDLNMNLMGRLAEQSLYENQHQHKLQSAQS
VI
QLCGVDTDALTPASVKDPVQRADCAKDIYQRLSAEDKATALRNSMSPIAQGMHGMPDTRFIDAQQIAEAA
QA
AFNSKWGAHISDQQWQATLKDWNSKSKWREDVFFEDVVSFYAETTQQLLRLQAHCQRSEHDLITWLNALK
PN
AEAVYYDSCNAAQSAELLGLAYAVYVALSGCEAGKEWLLKQGKAPDNLLGMALFNFSPELEAMVKQVSAN
FA
ATGSLDDQGQGDGSSPLLDPSSPGDITNVSTRVAELKGVLDTGVLQKTAVYKALSSDAKQAFDTLRLVAN
DI
ASEAWHGLSQLLIPAMKEVNAIKLSALQVLISTEISGATQLVKNPNYASEFQAWTRKVIPLNRQKSALQR
VL
YSPGLAHDKRSARIQLNKLDEELNALFLQRPLETFAKVQGGGRISLGPDKVQILLSDLGQAEVAAQLRLK
AL
NTAAYSQRAKAWVGQNLGKSLPALLVGLNAWNFYSVSKQAANDGSFSADEWRNMGSSAAFTANAMMTFAV
AP
MWERAAGMAATLDEKVTKVAKASYRAWVGEARAAAASTAGGSAVAGEFAAFSKALILRTATWAVLGAVAC
GL
EAWQLYKDAHNATSKQEEKLIYAKMGIVAVMGTVAGVQLVGALAGFFFGFSWVMATPIGIFLAVLGAAYL
IL
SMMINNAHREGVRRWLFHCNWGREPNPEWSVETDTGHAAQMNALVETLQQPTLVSRAVEDVHQYSTPYGG
GV
SVSTPKGFWLQLLLPKLVAGHDVMLQPAMVDTHWFTDDTLRATPAGYSEQFLNGFWADPKTFQTLPTTEG
GN
TLPADYRYNDEDTHRLWQAWIDTSLRSPVLELEVTYPPEVLQRKGGRGYILQLAISTSAKQADRQNNAFE
AA
LNKELVLARHSTQQLTLPVPN-------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>S6JSY2_PSEST/1-1145
MSTTTSDKTLQQAKRNQAFENKPATANGQCPLKAGEIAIHPVRYAIDESPARGSAQGPNPLPKGWNAGHL
PK
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVKGHQFIRHQWGNAQLGKDGRNNPGDSKPYLLYPKRSRLL
LA
YSPMQWTWRLCEKMRSNPQEQKRWMRALNLPQYCTQMQAAHAAPIREIGSAVADILAGGEAPTFKSCLVA
TN
KDDSSRPCKQSIDQALILGSVPDQDSVLFVALDDPMAIVDDLAMNLQGRWLELAAAEKQHANKLNSAENV
QR
LCGVNLDPLIPKSVSANPSRKQAFIKEAHSLLDSEAQLLNHSGSDATLTLKFLQVQQAQKQFRTNWGTLP
SG
PEWRALVEEWQQKKIWREDVRFDEVWTYLQERANEKDRLNTHIQRSESDLLDWLKNLSPKAEEVFYDPCH
PQ
QSTDLLDTMANLYEQLGASDTGQQWLCKQYGNPSTLAGLALFNFSTELSTLIEQISTNFTTYGTIDNLGR
QS
DGSGQAHGGLSDTTSEVSRANEVKSVLDLPSVQASNLYKSLSEPGKRAFETLRNVVGQKAKDSWNLMAFV
LL
PALSEKFVPTVRIFAFSVTQVLVSTEISTQTRLILDPEFAKKNRKWQMQVAQLEKNIKGLQRTLSLPGKG
PD
KRSARIQLLGLEQKRETLNLQRPNEVIGSVVTESKITKVQTRQVNMWLATLGQSELLDQLQLKAKNSAGY
AA
RSRQWINQELGGSLPVLVAGLNIWNFINSLDKARNDGIFSEDELRTIGANAAYTANALMALWTVPAWNKW
AN
MQGTLRTRTTQLAKAGASTWLKAGSTEFSVLARQLVLRTMGMAAFGAIAAGVEAWQVSKDVDKATSKAEE
TA
LNVKMYALMGMTAVAGVQLVGSVLGFWFGFAWVMSNPVTIIIALLGVIYLIASMVANQYKREGLRLWLYR
SS
WGKSPTWTHSDEDHKKELRTLTEICLRPSLAARASTLPYYGRGPRIYTGFWLQLLLPSKLEGTAVKLQPA
MV
DSGWFSDSLMQGMADKFYDQFLEGHWAPIEQFGQPPAQRPNGPLPGDTLYPEGTQHRLWQTWIAYQRPPV
LE
LEVRYPEQILESANGQGYMFRVDIGTSSSEADLKSDAFSKEPNNDMVLSSQSTRLLSLQVPHTSK-----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1H0X0M2_9PSED/1-1145
MSTTTSDKTLQQAKRNQAFENKPATANGQCPLKAGEIAIHPVRYAIDESPARGSAQGPNPLPKGWNAGHL
PK
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVKGHQFIRHKWGNAQLGKDERNNPGDSKSYLLYPKRSRLL
LA
YSPVQWTWRLCEKMRSNPQEQKRWMRALNLPQYCTQMQAAHAAPIREIGSAVADILAGGTAPTFKSCLVA
TN
KDDSSRPCKQSIDQALILGSVPDQDSALFVALDDPMAIVDDLAMNLQGRWLELAAAEKQHANKLNSAENV
QR
LCGVNLDPFIPKSVSANPSRKQAFIKEAHSLLDSEAQLLNHSGSDATLTLKSLQVQQAQKQFRTNWGTSP



SG
PEWRALVEEWQQKKIWREDVRFDEVWTYLQERANEKDRLNTHIQRSESDLLDWLKNLSPKAEEVFYDPCH
PQ
QSTDLLDTMANLYEQLGASDTGQQWLCKQYGNPSTLAGLALFNFSTELSTLIEQISTNFTTYGTIDNLGR
QS
DGSGQAHGGLSDTTSEVSRANEVKSVLDLPSVQASNLYKSLSEPGKRAFETLRNVVGQKAKDSWNLMAFV
LL
PALSEKFVPTVRIFAFSVTQVLVSTEISTQTRLILDPEFAKKNRKWQMQVAQLEKNIKGLQRTLSLPGKG
PD
KRSARIQLLGLEQKRETLYLQRPNEVIGNVVTESKITKVQTRQVNMWLATLGQSELLDQLQLKAKNSAGY
AA
RSRQWMNQELGGSLPVLVAGLNIWNFINSLDKARNDGIFSEDELRTVGANAAYTANALMALWTVPAWNKW
AN
MQGTLRTRTTQLAKAGVSTWLKAGSAEFSVLARQLVLRTMGMAAFGAIAAGVEAWQVSKDVDKATSKAEE
TA
LNVKMYALMGMTAVAGVQLVGSALGFWFGFAWVMSNPVTIIIALLGVIYLIASMVANQYKREGLRLWLYR
SS
WGKSPEWTHSDEDHKKELRTLMEISLRPSLAARASTLPYYGRGPRIYTGFWLQLLLPSKLEGTAVKLQPA
MV
DSGWFSDSLMQGMADKFYDQFLEGHWAPIEQFGQPPAQRPNGPLPGDTLYPEGTQHRLWQTWIAYQRPPV
LE
LEVRYPEQILESANGQGYMFRVDIGTSSSEADLKSDAFSKEPNNDMVLSSQSTRLLSLQVPHTSE-----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A0H3YTE1_PSEST/1-1145
MSTTTSDKTLQQAKRNQAFENKPATANGQCPLKAGEIAIHPVRYAIDESPARGSAQGPNPLPNGWNAGHL
PR
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVKGHQFIRHQWGGAQLGKDERNNPGDSKPYLLYPKRNRLL
IA
YSPVQWTWRLCEKMRSNPQEQKRWMRALNLPQYCTQMQAAHAAPIREIGSAVADILAGGEAPTFKSCLVA
AN
KDDTSRPCKQPIDQALIVGSVPDQDSALFVALDDPMAIVDDLAMNLQGRWLELAAAEKQHANKLNSAKNV
QL
LCGVNLDPLTPKSVSANPSRKQAFIKDAHSLLDSEAQLLNHSGSDATLTLKSLQVQQAKKQFRTNWGTSP
SG
PEWHALVKEWQQKKIWREDVRFDEVWTYLQERANEKDRLNAHIQRSESDLLAWLKNLSPKAEEVFYDPCH
PQ
QSTDLLDTMANLYEQLGASDTGQQWLCKQYGNPSTLAGLALFNFSTELSTLIEQISTNFTTYGTIDNLGR
QS
DGSGQAHGGLSDTTSEVSRANEVKSVLDLPSVQASNLYKSLSEPGKRAFETLRNVVGQKAKDSWNLMAFV
LL
PALSEKFVPTVRIFAFSVTQVLVSTEISAQTRLILDPEFAKKNRQWQMQVAQLEKNIKGLQRTLSLPGKG
PD
KRSARIQLLGLEQKRETLNLQRPNEVIGSVVTESKITKVQTRQVNMWLATLGQSELLDQLQLKAKNSAGY



AA
RSRQWINQELGGSLPVLVAGLNIWNFINSLDKARNDGIFSEDELRTIGANAAYTANALMALWTVPAWNKW
AN
MQGTLRTRTTQLAKAGASTWLKAGSTEFSVLARQLVLRTMGMAAFGAIAAGVEAWQVSKDVDKATSKAEE
TA
LNVKMYALMGMTAVAGVQLVGSALGFWFGFAWVMSNPVTIIIALLGVIYLIASMVANQYKREGLRLWLYR
SS
WGKSPTWTHSDEDHKKELRTLTEICLRPSLAARASTLPYYGRGPRIYTGFWLQLLLPSKLEGTAVKLQPA
MV
DSGWFSDSLMQGMADKFYDQFLEGHWAPIEQFGQPPAQRPNGPLPGDTLYPEGTQHRLWQTWIAYQRPPV
LE
LEVRYPEQILESANGQGYMFRVDIGTSSSEADLKSDAFSKEPNNDMVLSSQSTRLLSLQVPHTSK-----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A1E4UZ61_9PSED/1-1140
MTATAQNKQLQRAQRDQAFEQKPANASGQCPLKAQEFALFPVRYAIDESPPKGSRQGPNPLPATWPTRHL
PA
LKTRSYTLRQLRDGWLYVWNETDKTLHEYQVKGYQFTRHKWTAAQLNRDTRHNPGETRPYLLYPKRSHLL
IA
YSPVQWTWRLCERMRSNPREQQRWMRSLDLSQYCTTLKASHAAPLRELGRTVADISTDGKSPAFQTCLVT
AQ
LDKDPERACKLGLHEALVLGQVPDQDSALFVALDDPLGVVDDLALNLQGRWQELLTHELDHANSTHTATL
VQ
ELCGVSLDPFMPKEVAKNPQRRAAYIRDAHALLDRSADCLHDAGSDGTLGYKATALERESKSFRKTWGSL
PS
GEGWLQAVEHWHRKRLWRNDVRYEEASLFLDEKSQQAERLDAHRQRSEQDLQAWLERLSPRAEEVFYDPC
HP
EQATELLETMATLYSQLGASETGSTWLCKQYGRPTSLAGLALFNFSPELSSMVDRISENFIRYGTLDALG
RQ
DDGSGKAHGGIADTTSEVSRLNEVKAVLDLPSVKRSQIYRALSEPVRAAFDTLRDVVEQKASQSWNTIAF
TL
LPALSERFAPNLRIFAFSVTQVLVSQEISTQTQLIKDPGYKKKHQSWQMKMQTLLKKMAGQQQVIARPGK
GV
DKRAAQVQLAQLHAQRQELELRRPHEVTGAIHTTTRLTQVNATEITYLLATLGQSELLDQLQLKARNAAA
YA
ARAQKWFNRELGGSLPVLVAGLNVWNTLNSLENAKRDGIFTAAELRTVSANAAYTANALMALWTVPAWNK
WA
KLEGNIRGRTTQLAKAGVTSWASRNPGYATLARRLILRTMGMAAFGAIAAGVEAWQVHQDVGSATSQEEA
VL
LKMKLGALGGMALMSGVQLIGSGLGFWFGFAWVMSTPITLIVAVLGVLYLLVSLAANHFKREGLRRWLYL
CS
WGKAPRWDHSDDQHKHELNALSEICLRPSVVARATALPYYDRGPRTYTGFWVQVLVPAELAGHEVTLQPA
MV
AKDRLRQGTGPDFYQRFQAGHWAPVSAYGNPPSKPPQGALTTDTRYQAGDTHRLWQAWVSHPGKPELELE



VI
YPQQFLANLRGQGYLFRLAIDVEADEAELKSDPFDPTPVKGMALSRQCTYWLPLTVPYGS----------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------
>A0A3M5K888_PSESS/1-851
MVGTHLGMYFCIQRAKLPVSAQRVSHMTDKHGTHQQRRAALFPKTPATATSLCPFRGPNVAIVPVRYALD
RS
RYDAAPEKLKPLPKQGKWALMPTLKTRSYTLRQLYDGYLYVFDETAGTLHEYVASANNGHLSRIVWTDAQ
IG
SDQRSGASDGKPFLLYPRRNTLHIAFSPQQWTWRVCEHMRSSAPSRALWMKALDLASYCITMAEPDTLPL
NR
IAEAVADIDKGHVTDDGRFADSAIPTARPLSEDAETNPLWAPLGADVFWQGSVDDQDSSLLIALDDPLAV
FN
DLGMQLAADQAAFRDWQAEHEHKIQIAQTVSGLCGAESDPQKLPASVRGNSALTHQYLSEVEAYFEQCIL
EE
AQISSSNVPGDFLLLPDMFKSLDMRKSIEARYGSVPTEEAAQTWKDRHKWRREVDLSGARQYLQQHLPSG
DA
LLQQVRDTQRDFQLWATHIGTDPLKLFIDTTRPTQLLYLQTIMLNLQIIYAQDSAATTWLAEQEANASTL
FG
TLRYGFSPALKQALHQEADALLNGLGDVTNLATRIGELNGALNHQGFADKPWMKALKQPVQGTFKALGEL
AS
GAGKTTLESILLAWVPIDSRMALGKQQNIVALLRTLLIGQILLGSKARIAVDQQVFTKLKQWIREWQVLN
KQ
ISDTRRRWLYPNAYNTRQSTARNLHTHKQKLHVHELSIPALLDFQNKEYAKLLQDEIRQYFQSGKTLAKD
WL
AQAKRWTDRLGGTAGSITWGVIMLNFINTALTYRDLTRDGDFSAKDIGKVTYGLGYSFNLLMAVFVEAPW
SV
IRDATPELIDGKNVAILDRSSAYWKTKGNATWGDAIRGFRVSMVAMGGFGIAAAALGSR-----------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------



>A0A365PPX2_9PSED/1-1145
MSTTTSDTTLQQAKRNQAFENKPANANGQCPLKAVDIAIHPVRYSIDESPARGSAQGPNPLPKGWPSNHL
PT
LKTRSYTLRQLRDGWLYVWDETDRTLHEYQVKGHQLIRHQWGSAQLGKDERNNPGDSKPYLLYPKRSRLL
IA
YAPVQWTWRLCEKIRSNPQEQNRWMRTLNLPQYCTKMQAAHAAPIREIGSAVADILAGGEAPTFKSCLIA
TN
QDDTSRPCKKPIDQALILGSVPDQDSALVVALDDPLAIVDDLAMNLQGRWLELAAAETQHANKTNSATLI
HE
LCGVKLDPFIPKSVSANPSRKQAFIKDAHALLDSETQLLNHSGSDATLTLKSLQVQRAQQQFRTNWGNPP
SG
PKWRALVEEWQQKKTWREDVRFDEALSYLQERSDEMERLNAHIQRSESDLLAWLKSLSPKAEEVFYDPCH
PQ
QSTYLLDTMANLYEQLGASDTGKQWLCEQYGNPTTLAGLALFNFNAELSALIDKISTNFTTYGTIDNLGR
QS
DGSGQAHGGLSDTTSEVSRANEVQSVLDLPSVQASNLYKSLSEPGKRAFETLRNVVGQKAKDSWNLMAFV
LL
PALSTKFAPKVRIFAFSVTQVLVSTEISTQTRLILNAEFTKKNRQWQMQVAQLEKNIKGLQRTLSLPGEG
PD
KRSARIQLLGLEQKRETLNLQRPNEVIGSVVTETKITKVQTRQVNMWLATLGQPELLDQLQLKAKNSAGY
AA
RSRQWINQELGGSLPVLVAGLNIWNFINSLDKARNDGIFSEDELRTVGANAAYTANALMALWTVPAWNKW
AK
LEKTIGRNTTQLAKAGVRAWLKTGEVEASLLARQLVLRTMGMAAFGAIAAGVEAWQVSNDIRNATSSEEK
YA
QSTKMVALLFMSSVAGIQLVGSALGFWFGFAWVMSNPVTIIIALLGVIYLIASMVANQYKREGLRLWLYR
SS
WGKSTTWTHSDEDHKEELRTLKEICLRPSLAARAATLPYYGRGPRIYTGFWLQLLLPSELAGTAVKLQPA
MV
DSGWFSDSLMQGMADKFYDQFLEGHWAPIDQFGQPPVQRPSGSLPGDTLYPKDTQHRLWQTWIAYQRPPV
LE
LEVRYPEQILESANGQGYMFRMDIGTSSSEADLKNDAFSKEPNSDMVLSSQNTRLLSLQVPHTSE-----
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
----------------------------------------------------------------------
--
------------------------------------


