| control
~ [ siRNA 1
m M siRNA 2
@ 1.5 * *
& *
5 Q *
Q
o 1.0
© O
T =
g ]
©
T S 0.5
(]
=
E i
¢ 00
o =l o ig
& & ®
o o
GBC-SD SGC-996
GBC-SD
1.54  —— control
—s— SiRNA 1
E)
© 1.09 = siRNA2 *
> *
(0]
[}
c
(]
2
5 0.5
Qo
<
0.0
1 2 3 4 5
Time (Days)

SGC-996 clone1

\

TGTAAAGCTCTTAGAACGGICTACAGGCATGCACCACCAT

SGC-996 clone2 “‘

GBC-SD clone1 /

ppAAN g

Y VAL AAYNE'S
TGTAAAGCTCTTAGAAC

TGCACCACCAT

A\ |

ATATTTGTAAAGCTCTTAGAACCACCATGGCTGGGTAATI

GBC-SD clone2 [

TGTAAAGCTCTTAGAACGGITACAGGCATGCACCACCATEC

TGTAAAGCTCTTAGAACGGTGTCCTGG —llllll— TCTTGAGTAGGTGGAACTACAGGCAT

5’ gRNA targeted site

Alu repeats 3’ gRNA targeted site

Huang XC-Fig S3

SGC-996
—s— control
—e— SiRNA 1 * |
- *
8101 ——sirnA2
©
>
@
o
c
(]
2 0.51
[e]
[%2]
Qo
<
0.0+ - - - -
1 2 3 4 5
Time (Days)
control siRNA1 siRNA2
©
()]
D
O
O]
%)
)
W
O
o
O
CMV Canonical splicing
Al Exon 37 T AL MAUAM
Back-splicing__,.,—*"/
k%
-
o
3 M Alu-/-
S o 100+ B OE
i
3L *
© W |
2§ o0
©
]
o
O- ___I ___I
GBC-SD SGC-996



