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Supplementary Figure S1. Reduced body axis extension phenotypes induced by identified compounds.  

 

Supplementary Note. Analytical chemical data of identified compounds. 
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Supplementary note 

Spectral data of identified compounds 

Anthracobic acid A: C25H32O4. HRMS: found 419.2213 (M+Na), calculated 419.2198 for C25H32O4Na. 
MSMS fragmentation:  379(base), 361, 228 m/z. 1H-NMR (500 MHz, d6-DMSO): δ= 7.24 (dd, 1H, J=11.5, 
14,9Hz); 6.72 (d, 1H, J=11.3Hz); 6.54 (dd, 1H, J=11.8, 14.3Hz); 6.45 (dd, 1H, J=11.8, 14.3Hz); 6.27 (d, 1H; 
J=11.3Hz); 5.90 (d, 1H, J=14.8Hz); 5.40 (m, 1H); 5.37 (m, 1H); 5.30 (s, 1H); 3.12 (d, 1H); 3.00 (d, 1H); 2.15 
(m, 1H); 2.11, 1.92 (m, 2H);  1.85 (s, 3H); 1.68, 1.38 (m, 2H);  1.64 (s, 3H); 1.63 (s, 3H); 1.60 (m, 1H); 1.57 
(s, 3H); 1.37 (1H). 13C-NMR (100 MHz, d6-DMSO):  δ= 168.5; 145.4; 145.1; 138.6; 138.1; 137.8; 135.4; 
133.0; 129.0; 125.4; 121.6; 121.4; 120.9; 76.3; 60.7; 57.9; 50.4; 36.6; 35.6; 34.8; 30.9; 22.7; 14.1; 13.2; 
11.9. UV λmax: 204 nm, 240 nm, 340 nm. Data consistent with data published by Shiono 1.  

Bostrycin: C16H16O8. HRMS: found 359.0757 (M+Na), calculated 359.0743 for C16H16O8Na. MSMS 
fragmentation: 337(base), 319, 301, 273, 167 m/z. UV λmax: 212 nm, 228 nm, 307 nm, 476 nm(sh), 504 
nm, 538 nm(sh). Data consistent with data published by Nielsen and Smedsgaard 2.  

Brefeldin A: C16H24O4. HRMS: found 303.1568 (M+Na), calculated 303.1572 for C16H24O4Na. MSMS 
fragmentation: 281(base), 263, 245, 199, 163 m/z. UV λmax: 216 nm (broad peak).  
7-dehydrobrefeldin A: C16H22 O4. LC-MS (ESI): found 279.0 (M+H).  MSMS fragmentation: 279(base), 261, 
243. UV λmax: 200 nm. Data consistent with data published by Nielsen and Smedsgaard2. Brefeldin A 
confirmed by commercially available compound. 

CJ-17572: C21H31NO4. HRMS: found 384.2141 (M+Na), calculated 384.2153 for C21H31NO4Na. MSMS 
fragmentation: 362(base), 344, 318, 184, 149 m/z. 1H-NMR (300 MHz, CDCl3): δ= 5.52(1H); 5.34 (d, 1H, 
J=9.7Hz); 4.20 (1H); 3.79 (1H); 2.99 (3H); 1,78 (mH)*; 1.46 (4H)*; 1.26 (3H); 1.08 (1H); 1.07 (1H); 0.93 
(3H); 0.84 (3H). UV λmax: <200 nm, 235 nm, 294 nm. *overlapping peaks. Data consistent with data of 
Sugie et al.3. 

Cladosporin: C16H20O5. HRMS: found 315.1213 (M+Na), calculated 315.1208 for C16H20O5Na. MSMS 
fragmentation: 293(base), 275, 257, 99 m/z. UV λmax: 216 nm, 268 nm, 300 nm(sh).. 
Isocladosporin: C16H20O5. HRMS: found 315.1209 (M+Na), calculated 315.1208 for C16H20O5Na. UV λmax: 
216 nm, 268 nm, 300 nm(sh). Data consistent with data published by Nielsen and Smedsgaard2. 

Compactin/Mevastatin: C23H34O5. HRMS: found 413.2312 (M+Na), calculated 413.2304 for C23H34O5Na. 
MSMS fragmentation: 391(base), 271, 253, 229, 185. UV λmax: No max found.  
Dihydrocompactin/Mevastatin: C23H36O5. HRMS: found 415.2475 (M+Na), calculated 415.2460 for 
C23H34O5Na. UV λmax: No max found. Data consistent with data published by Nielsen and Smedsgaard2, 
Compactin confirmed by commercially available compound. 

Cyclosporin A: C62H111N11O12. LCMS(ESI): 1203.2 (M+H). MSMS fragmentation: 1203, 675, 425, 397, 298, 
224, 199. 
Cyclosporin B: C61H109N11O12. LCMS(ESI): 1189.2 (M+H). MSMS fragmentation: 1189, 661, 425, 397, 298, 
224.  



MSMS data consistent with data of Bowers et al. 4. Cyclosporin A confirmed by commercially available 
compound. 

Fumagillin: C26H34O7. HRMS: found 481.2193 (M+Na), calculated 481.2203 for C26H34O7 Na. UV λmax: 335 
nm, 351 nm. Data consistent with data published by Nielsen and Smedsgaard2, and Garrett and Elbe5. 
Confirmed by commercially available compound. 

Fusaric Acid: C10H13NO2. LC-MS (ESI): found 180.1 (M+H). 1H-NMR (400 MHz, d6-DMSO): δ= 8.27 (s, 1H); 
7.99 (d, 1H, J=7.9Hz); 7.85 (d, 1H, J=7.8Hz); 2,69 (t, 2H); 1.58 (m, 2H); 1,31 (dd, 2H); 0.9 (t, 3H). UV λmax: 
202 nm, 225 nm, 270 nm. Data consistent with data published by Nielsen and Smedsgaard 2. Confirmed 
by commercially available compound. 

Griseofulvin: C17H17ClO6. HRMS: found 375.0611(M+Na), calculated 375.0607 for C17H17ClO6Na. UV λmax: 
214 nm, 236 nm, 294 nm, 324 nm(sh). Confirmed by commercially available compound. 
Dechlorogriseofulvin: C17H18O6. LCMS (ESI): found 319.0 (M+H). UV λmax: 253 nm, 287 nm. 
Demethylgriseofulvin: C16H15ClO6. LCMS (ESI): found 339.1 (M+H). UV λmax: 212 nm, 233 nm, 288nm. 
Data consistent with data published by Nielsen and Smedsgaard2. Griseofulvin confirmed by 
commercially available compound. 
 
Macrocylic trichothecenes: 
Roridin A: C29H40O9. HRMS: found 555.2542 (M+Na), calculated 555.2570 for C29H40O9Na. MSMS 
fragmentation: 533 (base), 406, 333, 249. UV λmax: 262 nm. 
Roridin E: C29H38O8. HRMS: found 515.2618 (M+H), calculated 515.2645 for C29H39O8

+. MSMS 
fragmentation: 515 (base), 361, 231. UV λmax: 224 nm, 263 nm.  
Roridin H: C29H36O8. HRMS: found 535.2310 (M+Na), calculated 535.2308 for C29H36O8Na. MSMS 
fragmentation: 513 (base), 401, 341, 327. 
Verrucarin A: C27H34O9. HRMS: found 525.2087 (M+Na), calculated 525.2101 for C27H34O9Na. MSMS 
fragmentation: 503 (base), 457, 373, 249, 231. UV λmax: 259 nm.  
Verrucarin B: C27H32O9. HRMS: found 523.1880 (M+Na), calculated 523.1885 for C27H34O9Na. MSMS 
fragmentation: 501 (base), 249, 231. UV λmax: 261 nm.  
Verrucarin J: C27H32O8. HRMS: found 485.2150 (M+H), calculated 485.2175 for C27H32O8

+. MSMS 
fragmentation: 485 (base), 373, 343, 249, 231. UV λmax: 262 nm.  
Data consistent with data published by Nielsen and Smedsgaard2. Verrucarin A confirmed by 
commercially available compound. 

Mevinolin/Lovastatin: C24H36O5. HRMS: found 427.2463 (M+Na), calculated 427.2460 for C24H36O5Na. 
MSMS fragmentation: 405(base), 303, 285, 243, 199. UV λmax: 231 nm(sh), 239, 247(sh) . Data consistent 
with data published by Nielsen and Smedsgaard 2. Confirmed by commercially available compound 

Orsellinic acid: C8H8O4. HRMS: found 191.0328 (M+Na), calculated 191.0320 for C8H8O4Na. 1H-NMR (400 
MHz, d6-DMSO): δ= 6.17(s, 1H); 6.12(s, 1H); 2.39(s, 3H). UV λmax: 218 nm, 262 nm, 298 nm. Data 
consistent with data published by Nielsen and Smedsgaard 2, and Sanchez et al. – 20106. 
 



Pseurotin A1: C22H25NO8. HRMS: found 454.1463(M+Na), calculated 454.1478 for C22H25NO8Na. MSMS 
fragmentation: 432(base), 316. 1H-NMR (300 MHz, d6-DMSO)*: δ= 9.93 (s, 1H); 8.23 (d, 2H); 7.66 (t, 1H); 
7.51 (t,2H); 5.36 (d,2H), 4.43-4.33 (m,3H), 2.02 (m,3H), 1.61 (s,3H), 0.86 (t,3H). UV λmax: 202 nm, 257 nm, 
282 nm(sh).  
Pseurotin A2: C22H25NO8. HRMS: found 454.1473(M+Na), calculated 454.1478 for C22H25NO8Na. UV λmax: 
203 nm, 258 nm, 282 nm(sh). 
Pseurotin E: C22H23NO9. LCMS(ESI): found 467.4(M+Na); 911(2M+H).  
Data consistent with data published by Wang et al.7, Breitenstein et al.8, and Schmeda-Hirshmann et al.9. 

Sterigmatocystin: C18H12O6. LCMS (ESI): found 325.2 (M+H). UV λmax: 200 nm, 245 nm, 326 nm. 
Confirmed by commercially available compound 
5,6-dimethoxysterigmatocystin: C20H16O8. LCMS (ESI): found 385.2. UV λmax: 200 nm, 250 nm, 334 nm. 
5-Methoxysterigmatocystin: C20H16O8. LCMS (ESI): found 355.1. UV λmax: 200 nm, 245 nm, 330 nm. 
Data consistent with data published by Nielsen & Smedsgaard2, Cole et al.10 and Zalar et al.11. 

T2-Toxin: C24H39O9. LCMS (ESI): found 489.3(M+Na), 484.3(M+NH4), 467.3(M+H). UV λmax: 200 nm. Data 
consistent with data published by Nielsen and Smedsgaard2. Confirmed by commercially available 
compound. 

Tenuazonic acid: C10H15NO3. HRMS: found 198.1108 (M+H), calculated 198.1130 for C10H16NO3
+. UV λmax: 

220 nm, 279 nm. Data consistent with data published by Nielsen and Smedsgaard2. Confirmed by 
commercially available compound. 

Trichodermin: C17H24O4. HRMS: found 315.1572 (M+Na), calculated 315.1572 for C17H24O4Na. MSMS 
fragmentation: 333(base), 261, 247, 229. 1H-NMR (300 MHz, d6-DMSO): δ=5.46 (dd, 1H, J=8.2, 3.3Hz); 
5.26 (s, 1H); 3.62 (d, 1H);3.53(d, 1H);2.99(d, 1H);2.75(d, 1H);2.40-1.76(m,6H); 1.97(d, 3H); 1.61(s, 
3H);0.80(s, 3H);0.56(s, 3H). UV λmax: 200nm. 
Hydroxytrichodermin: C17H24O5. HRMS: found 331.1530 (M+Na), calculated 331.1521 for C17H24O5Na. 
MSMS fragmentation: 309(base), 231, 213. UV λmax: 203nm. Data consistent with data published by Cole 
et al.10. 

Trichothecin: C19H24O5. HRMS: found 355.1514 (M+Na), calculated 355.1521 for C19H24O5Na. MSMS 
fragmentation: 333(base), 261, 247, 229. 1H-NMR (300 MHz, d6-DMSO): δ= 6.53 (d, 1H); 6.41 (dd, 1H, 
J=10.8, 7.2Hz); 5.77 (d, 1H, J=11.3Hz); 5.54 (d, 1H); 4.04 (d, 1H); 3.82 (d, 1H); 3.05 (s, 1H); 2.87 (s, 1H); 
2.75 (d, 1H); 2.58 (dd, 1H); 2.17 (d, 1H); 2.05 (d, 3H); 1.89 (d, 1H), 1.69 (s, 3H), 0.94 (s, 3H), 0.57 (s, 3H). 
Data consistent with data published by Cole et al.10. 
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